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Erratum to: Ann Transl Med 2017;5:96

Non-homologous end-joining protein expression screen from radiosensitive cancer patients yields a novel DNA double 
strand break repair phenotype

In the article entitled “Non-homologous end-joining protein expression screen from radiosensitive cancer patients yields 
a novel DNA double strand break repair phenotype” (1) that appeared on Page 96 of Vol 5, No 5 of Annals of Translational 
Medicine, there was an error. The author’s name “Su Kak Goh” should be corrected as “Su Kah Goh”.

In addition, the new affiliation of Dr. Su Kah Goh is “Department of Surgery, The University of Melbourne, Austin 
Health, VIC, Australia”.

We are sorry for the inconvenience caused. 
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