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Abstract

Keywords

Objective: To investigate clinical features and prognosis of non-small cell lung cancer (NSCLC) harboring HER2
mutations. Methods: We retrospectively reviewed clinical features from 15 patients with NSCLC harboring HER2
mutations, and the survival rate was calculated by Kaplan-Meier method and log-rank test was used to compare
the survival rates. Results: HER2 gene mutation rate was 1.92% (15/781) in non-small cell lung cancer, mutation
rate of female was much higher than male (3.76% vs 1.23%, P=0.022), and current-smoker was much higher than
no-smoker (3.17% vs 0.74%, P=0.027), the median overall survival time was 42.6 months, including 12 cases
compound mutation, the median overall survival time for 42.6 months, 3 cases simple mutation, the median
overall survival time for 40.3 months, but both no statistical difference (P=0.43), with EGFR mutations in 8 cases,
the median overall survival time for 50.6 months, and without EGFR mutations in 7 cases, the median overall
survival time for 42.6 months (P=0.19), with TPS3 mutations in 9 cases, the median overall survival time for
40.4 months, and without TPS3 mutations in 6 cases, the median overall survival time for 46.7 months (P=0.39),
with SMARCA4 mutations in 2 cases, the median overall survival time for 50.6 months, and without SMARCA4
mutations in 13 cases, the median overall survival time for 42.6 months (P=0.33), with MTOR mutations in 2
cases, the median overall survival time for 44.3 months, and without MTOR mutations in 13 cases, the median
overall survival time for 42.6 months (P=0.71), with APC mutations in 2 cases, the median overall survival time for
39.0 months, and without APC mutations in 13 cases, the median overall survival time for 42.6 months (P=0.92).
Conclusion: There is some significant difference of clinical features in HER2 gene mutations with non-smoking
women in non-small cell lung cancer, along with the state of HER2 gene mutations little influence on prognosis.

non-small cell lung cancer; HERZ; clinical features; prognosis
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Table 1 Comparison of clinical characteristics between patients with and without HER2 mutation
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P50 0.022
5 7 561
& 8 205
A/ % 0.059
<60 7 532
=60 8 234
W AR 2 0.027
= 12 366
= 3 400
S i 1.000
e 13 599
e o 1 136
FoAth 1 31
5141 0.866
I~IITIA 9 443
IIB~IV 6 323
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Figure 1 IGV of HER2 S310F Figure 2 IGV of HER2 A775_G776insYVMA

2 HER2EF RT B H WG RIFIE(n=15)

Table 2 Clinical characteristics of patients with HER2 mutation (n=15)

P AR/ MRS Wl AR A ik HER2ZEAi/ fi PR B /A
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Figure 3 Overall survival of 15 cases of HER2 gene mutation

NSCLC patients

Survival proportions of HER2 gene type

1501
~*= Single

— Complex

1001

504

Percent survival

0 20 40 60 80

Overall survival/month
El4 HER2EF R ARLNE G RE/MEMAmESEE 24
T Y LB (P=0.43)
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