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Clinical applications of gene test in colon cancer prognosis
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Accurate prediction of recurrence risk is of vital importance for formulating suitable therapeutic regimen for
patients who have had surgery for stage II colon cancer. However, conventional clinicopathological criteria are not
accurate enough to evaluate the individual recurrence risk of patient. With the development of genomics, several
gene assays have been confirmed to accurately assess the individual recurrence risk for colon cancer prognosis.
These assays include detection of gene mutation, gene expression, and circulating tumor DNA (ctDNA).
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Table 1 High-risk features for recurrence in three guidelines

—FEfENE, mME EHA20%MEESE K.
R T 15 Ao B s 41X 3 14 755 /11 16 N TE 20 S BE M Bl
B ST A 3K 25

biti 5 3L R 2 2 BR Bk e, ORI (W98 IE
SR DRI RGN RE B s AL S VER P TS (5 B, L
W45 5 7 S TR I M ST 145 1 9 T R B8 %
AT T0UG TO0I 17T AR A e 98 2 20— B PR 3k oK -
A3 T TR0 4 i R 6 s IE AR AT . AR S
0 [ R G0 7 4% i 8 T e B e A 7

[SYAES

2 B 1 PR MR = 2% 25 (2004)

K EEZRAE TR (2017) BRI A2 2 (2012)

T4 +
EIEAE 2 "
WA ECE AN 2 <13
2L +
[t

JkAE /K B2/ 22 B 5

DGR . BHTESAT 2

+ +
+ +
<12 <12
+ +
+ +
+ +

+

1 BEERE

1.1 REERBE

B R R A T a5 L R E )T
5, DR A FRE (microsatellite instability, MSI)
FEDNA F LAk ml i R 58 A48 T B0 1 B o 1 P 9 K B
B AR o K A AF 5 2% B L 45 1 98 v MIS TR B 1
PG RIS, MSTIY R A & U I
AMERGES-FURYHE BRI T ik s, H B SFRILE
HE A7 (overall survival, OS)P*. SR TILIH 4SS 7 o i
F, MSUEF LI RA R A 15%. 735, MSI
TEIL &5 98 b O 304 AR B TS M (Y. A R0
J&, Sl — TS P e B Y 4 g b, R
R, MSUE—AN UG RAFHE

1.2 BRAF T

BRAF P 5¢ A8 J& FLHA 2% iz 98 v b 57 1 T e
2, BRARFYVOUPRAE 5 & KK R ALK,
AWROSZE, oA THME KI5 BN
AR EMED FEENE, EMIERE
(microsatellite stability, MSS) [ 2= %5 iz de o
BRAF"“" 548 AR % A AR R HiUR R &P, X+
[F] i H AT MSTHIBRAF Y A5 i A E T 5, MSIAY

R TR RN S L, R RS R4

1.3 KRAS R
TEBRAFEF A R (I 45 B ied s & P, KRASZHE
A E—A A R UG &R, R AR TEB R
AAFIARIOS . SRIMELRIN 5, KRASZEAE 1Y 52 I S
FeAe s g, (ESR R A T 220, IF HKRASHY
125 %1 & RS, XA oA Y 7E
T4 i rh, KRASZRAS BT M (R AT 457

2 EERIE

A R — 26 B R I A D 45 i e 2H U0 I
mRNA R AP RATAL B E MR R, A2
C AR, HiNOncotype DX Colon,
ColoPrint, GeneFx Colon*ﬂOncoDefenderg‘f:(%%Z)O
/H\q:'Oncotype DX ColonFf1ColoPrint 1 IIfi J& 5 jIF #52
%, BiEiI mRNAR KT TG Z /b, Zhang% P
i & BT LLGE i miRINA 1Y 26 38 %6 45 1 9 £8 3 iR AT
TfE o . N — T 6 miRNAR B KF 1Y
Sy RRERY, FETUSS B R A 0 S R R 43 A
TRPHLE , T 20 S A5 JC 9 A6 A7 301 43 301 S 60 % (155 ) il
89%(fiK)=*,



SERRTEZS i BUS HROIG IR fL4L, % 2233
RN BEERATEEHEREELRE N T %
Table 2 Multi-gene expression assays proposed for predicting outcome in colon cancer postoperative patients
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