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Abstract

Objective: To investigate the Kank1 expression levels in esophageal squamous cell carcinoma (ESCC) and its
relationship with clinicopathological data. Methods: Immunohistochemistry and real-time quantitative PCR
(qRT-PCR) were used to detect the expression of Kankl protein and mRNA in 63 cases of esophageal squamous
cell carcinoma (ESCC) and corresponding adjacent tissues, respectively. The correlation between Kank1 and the
clinicopathologic parameters of ESCC was statistically analyzed. Results: The positive expression rate of Kankl
protein was 95% in normal tissues, and its positive expression rate in ESCC tissues was 20%. The expression of
Kankl in ESCC tissues was significantly lower than that in normal tissues (P<0.0S). The expression of Kankl
mRNA was significantly different in normal esophageal tissues and squamous cell carcinoma. In addition, the

Kanklexpression was significantly associated with tumor differentiation. However, Kank1 protein and mRNA had
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no association with gender, ethnicity, age, tumor size, lymph node metastasis. Conclusion: The Kank1 expression

levels decrease in ESCC and normal tissues, suggesting that Kank1 is a potential tumor suppressor of ESCC.

Keywords

B R RS [R] RN b X 0 R AT B K 22 0
BT WATT R E R A G . 20124 A
BRI ERNG6.S/1007, HF A AREIET- %N
s.9/10 7, EEEERNEEHIX, KRR L
AR S R AR T o, FRENE A RAE R
BEIILT ABZ k25 0002 N, B4 ESE 7 ;
ramt R B A X, LA v R &
R . B W R e T R R B
eSS

KanklJE K Ekank F R HEE— 5, 1 F
9p24.3 X 3 AT, I3 R DA AN R P e B
3], IR H S — A F B B I SR, 7
(= I T U R A RS 7Nl N L = AP RSB A /)
AKanklZEHN 25 1T f &4 . &JEPY . Kankl
S5 T Z25F5HEBNAE, BiEP13K-AKT Al
Wit 5515 53 6, 3 O SO0 SR e S K & 4
HoA AR Y L AR ST AR e g 4l S Ak 2R
¥ (IHC) FI92 9% )% 5 # PCR(qRT-PCR) £ R 7E 2K
FI K- B 437K 7% 2 WS 1 63461 £ 45 95 1 A
Uit 2 bR A R 55 4 SUPR AR HE 1T Kank1 38 35 7KF £
W, BRI SRR ESE R

1 RS A

1.1 fRA&

W s R B R 2256 — MR R e 20124F 1L H 2
20144512 7 FAR Y B & 55 41 28U e 3451 S Xt
B o2 8y, A ARG HSR RS, BEIGK
TORLE R, BN 2, REEZEAEMIRYY (BUA
I RALAIRYT) I DR BB RITRR AR 1 Ui 4 3 11 K R
HRFE WA RZ, IFEEMERZES, K
Baell, L174]; Fir35~81(H1164.03)% ; DK
270, WEBETER196, dEEIRIE17H

1.2 FERF

HLZTEBEYIUAR, Kank1§TIA H 32 E Abnovaly
Al AL & . A AT . DAB
AR A LA A A

esophageal squamous cell carcinoma; Kankl; tumor suppressor gene

H LA REVWEARARAA; AWKAHLIRNA
PERGAN &, B SRR & S 9 S ek M Kank 15|
YWy H H A TakaraZ\ 7 o

1.3 TENIR

e AR B DAL T 3E B Thermo A Hl 5 4R
TF T EE Thermo/A Al ; ABI real-time PCR
system, PCRCFIAX R &E e iR & 48 T 56 [

Biosystems/\ Fl

1.4 BEALANZRT Kank1 EARIE

et R R AL S22 SPYE ™A 44 IR 3 5
BULH PR, WAL AN, 424 um
Yk, MRS ZWARBEE, KA KE %
PR R . ARBHESER, RiFHEM
1:400F B Kank 150K, T4 CHEF K. LIPBS
e, FEULIH BN P, DABR M, HAKE
Yo, CEEBIK, WIS, hYERRE R

1.5 qRT-PCR ¥l Kank1 mRNA & i%x

FEHCE RNAFI TRIzolME , A3 66
TRHEAT R, A AR R g SR R & U B
MRNAJR M cDNA, Kankl FIES|I 95N
S'-GCAAGAAGAGAAAAGGCAGTTG-3', FiiE5l
YIF %) HS'-TCCTCACACCACAGACATTGAT-3';
B-actin LIS #F 5 A5 - TGGTGACAGGGAA-
GACAT-3', FiE5 475 45 -CCATAGTGAAGGCG-
AACT-3'; PCRIZI IR &M H95 C 3 min, 95 C
10 s, B k30 s(Kankl, PB-actinfiE KR 551 H
63 °C, 55°C), RMILIHIT40MIEIR, T2l 7 i
Mgk, BMFEAREREINTFATL, s DL EY (a0
TG0 . LlB-actinfE NS, R 272 gk 4T
AHXE S S 9 0 3 3 ) BL A B A R A 4 T HL R 5 A
2 A Kankl mRNARJFRIEZE T,

1.6 &R HiE
Kank 1 #5 F 3215 T A0 40 %, R 8@
gi/NORLIR a5 SR e bR vE . BEALBEEE D104



18

I R i 2 i, 2018, 38(1)  http://Icbl.amegroups.com

LR, T ooo N AH Y, BIAR 4 A5 sk )
F B G (o5 B R BH 1 A0 I Ee A, S AR Y
A7 DA T v A 0 o B U A7 A0S o R AR 4 i
Y G TR T 4y ke ooy RE A1)
R 2 IRERE3 0 o AR AE P 40 i T4 IR
W 0% K04;; 1%~10%H15; 11%~50% ~257;
519%~80% K34, 81%~100% N45r; 7 (058G
40 R S FR e AT, 0F R BAME, 1~24> M55
FIPEZRIE (+), 3~470 BRI (++), =55 N5k
FAPE R IA (+++) 0 A <2W9G i MAREREAH,
=35 E AR IR,

1.7 GitF 4R

K HISPSS 19.058 243K 4 AT 0 b o 31 %%
BRI B R E 22 (Res) T, THECRORH L BCR
YHIE . P<0.0S W ERAB G L.

B 1 Kankl EHAEAFREHLATHRIE

Figure 1 Expression of Kank1 protein in different esophageal tissues
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(A) Expression of Kankl protein in normal esophageal mucosa adjacent to cancer (SP, x 200); (B) Expression of Kank1 protein in highly

differentiated squamous cell carcinoma (SP, x 200); (C) Expression of Kank1 protein in low differentiated squamous cell carcinoma (SP,

X 200).

R1BEBENEZHHAPKankl EHRIZER(1=63)

Table 1 Expression of Kank1 protein in esophageal squamous cell carcinoma and para cancerous tissue (1=63)

4131 BAYE/[B(9%)] S5 FRTE/[11(%)]

B/ (451 (96) ]

SREATE/[B(%)]  WERER/% P

L 11 (18) 39 (62)

42 2(3) 1(1)

9(14) 4(6) 20

0.001

8(13) 52(82) 95
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Table 2 Correlation between the expression of Kank1 protein and the clinicopathological parameters in the tissue of esophageal

squamous cell carcinoma
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GreH n — X P
fikik SRS
593 0.827 0.661
WU 27 20 (74) 7 (26)
% T 19 16 (84) 3(16)
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il 1.095 0.295
Bk 46 38(83) 8(17)
p-qis 17 12 (71) 5(29)
i/ % 0.785 0.376
<60 18 13(72) 5(28)
=60 45 37(82) 8(18)
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AR 11.293 0.001
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Figure 2 Amplification and dissolution curves of Kank1 and B-actin
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(A) Amplification curve of Kankl1; (B) Dissolution curve of Kank1; (C) Amplification curve of B-actin; (D) Dissolution of B-actin.
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