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Abstract Objective: To investigate the expression of metallothionein 1X (MT1X) in human non-small cell lung cancer
(NSCLC), and its correlation with clinical significance as well as prognosis. Methods: A total of 68 patients with
NSCLC were enrolled, the expression of MT1X mRNA and protein in tumor tissue and adjacent normal tissue
were detected by real-time PCR and immunohistochemistry (IHC). The relationship between MT1X expression

and clinicopathological features were statistically analyzed. Kaplan-Meier survival analysis for the relationship
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between survival time and MT1X signature in NSCLC was done with an online tool (http://kmplot.com/
analysis/). Results: The mRNA expression of MT1X in NSCLC was 0.057+0.013, which was higher than that
in adjacent normal tissues (0.011£0.008, P<0.01). The expression of MT1X protein in NSCLC was also higher

than that in adjacent tissues (67.6% vs 39.7%, P<0.01). In addition, MT1X expression had significant difference

in pTNM, lymph node metastasis and poor survival time, but it did not show related with age, gender, histology,

tumor size and the location of tumors. Conclusion: MT1X is frequently upregulation in NSCLC, and its

overexpression is significantly correlated with poor prognostic, suggesting that MT1X could be used as a potential

therapeutic target for the prevention and treatment of NSCLC.
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T L (K1),

2.2 MT1X RKi% 5 NSCLC I RIFIE S HAE X
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F1 NSCLCHMT1XE H IR XK F (n=68)
Table 1 Expression of MT1X protein in NSCLC (n=68)

MTIXZIR /[ (%)]
B FE

HA

S22 22 (32.4)

FaoF R

46 (67.6) <0.01*

41 (60.3) 27 (39.7)

WA R

* test.

F2MT1XE B RiEXSNSCLCIERFESHHEX 1%
Table 2 Relationship between expression of MT1X and

clinicopathological characteristics

MTI1XFEA

ZH T P
PHPE B

P51 0.172  0.678

5 46 29 17

B/ 22 15 7

S/ % 1.832  0.176

<60 18 14 4

>60 S0 30 20

Jifdgd 71/ em 0.606  0.436

<3 18 13 5

>3 50 31 19

ZHAEATRY 2.796  0.094

it 45 28 17

bR 240 23 18 5

pTNMF-H 8.439  0.004

/11 44 23 21

I1/IV 24 21 3

3k 6.469  0.011

(=i 48 28 20

1% 20 18 2

kiR 4068  0.044

H 17 14 3

Jc 51 28 23

JibgRa Ao 0.207  0.649

LRI 28 19 9

Jilii 40 25 1S

NWERL 22 6.918  0.009

H 21 17 4

Jo 47 22 25
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1.0 HR=1.34 (1.18-1.53)
logrank P=4.5¢-0.6
B
z
=)
2
~
Expression [+
— low
0.0- — high
T T T T
0 S0 100 150 200
Time/months
Number at risk
low 963 458 108 28 3
high 963 370 95 29 4

1 MTIXFRZEKTES1926INSCLCEE R EFHMEZR

Figure 1 Relationship between MT1X expression levels and

overall survival of 1 926 NSCLC patients
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Expression T
— low
0.0 - high
T v T v
0 S0 100 150 200
Time (months)
Number at risk
low 360 199 34 7 1
high 360 149 35 12 0

B2 MT1XRAE 572061 AR E & S EFHNX R
Figure 2 Relationship between MT1X expression levels and

overall survival of 720 lung adenocarcinoma patients
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Figure 3 Relationship between MT1X expression levels and

overall survival of 524 lung squamous carcinoma patients
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