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Abstract

Objective: To study the relationship between the genetic polymorphism of NRSA2 rs3790843 and survival
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of female patients with gastric cancer. Methods: SNaPshot technology was performed in detecting the
polymorphisms of rs3790843 from the genomic DNA of tumor specimens of the patients. NRSA2 rs3790843
was genotyped in 211 female gastric patients with surgical resection. The association between genotype and
survival outcomes was performed by the Kaplan-Meier method, Cox regression analysis models and the log-
rank test. Results: Patients in cardia cancer group had significantly higher risk of death compared with the non-
cardia cancer group, and the patients with lymph node metastasis or distant metastasis or latter TNM stage had
significantly higher risk of death than the others. In the codominant model and dominant model, patients with
the TC or CC genotype had a significantly lower risk of death than that of patients with the TT genotype. No
significant associations were observed in the recessive model. In the stratified analysis, rs3790843 polymorphism
was associated with significantly lower risk of death in the groups of patients with younger than 60 years old, non-
cardia cancer, tumor size >5 cm, lymph node metastasis, no distant metastasis, poorly differentiation, diffuse
type, latter TNM stage, and no chemotherapy history. Cox stepwise regression analysis showed that lymph node
metastasis, tumor location and rs3790843 SNP were independent prognostic factors for female GC. Conclusion:
As a protective factor, NRSA2 rs3790843 variant C allele contributes to a better prognosis of female gastric cancer,

which could be a potential prognostic and therapeutic marker.
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Table 1 Associations between clinicopathological variables and overall survival of female gastric cancer

I R E S n A= A7 R]/ H Log-rank P HR (95% CI)
Es B

<60 112 74 0.875 1.000

>60 99 63 1.032 (0.697~1.528)
[ e 55 AR/ em

<5 124 67 0.746 1.000

>S 87 63 1.067 (0.717~1.588)
B AL

LB 157 62 0.045 1.000

B 54 94 0.624 (0.382~0.919)
HA

Jiz 69 80 0.891 1.000

PR 121 63 0.942 (0.608~1.459)
SRR

-tk 57 80 0.872 1.000

41k 114 63 0.972 (0.610~1.549)

oA, 19 88 0.751(0.339~1.664)

T1 53 84 0.126 1.000

T2 22 80 1.329 (0.608~2.904)

T3 2 10 1.528 (0.203~11.527)

T4 132 50 1.846 (1.085~3.140)
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&Rl
[HZREEIE 23 n H S AEAERS ] /] Log-rank P HR (95% CI)
e

NO 80 37 0.002 1.000

N1/N2/N3 131 67 1.990 (1.271~3.115)
AR

MO 193 74 0.049 1.000

M1 18 25 1.807 (1.063~3.390)
TNM 431

I 60 82 0.024 1.000

I 38 67 1.318 (0.677~2.563)

I 105 37 2.080 (1.240~3.489)

v 8 27 2.086 (0.707~6.154)
Y NEL S

i 152 74 0.322 1.000

= 59 50 1.245 (0.803~1.929)

2.3 rs3790843 EEZHMEE X B EEEIRKRK
Y EMX R

BRI ARIGAIT S5rs3790843 1) JE K U4 1 56
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F2NRSA2E EMrs3790843(T>C)NE AN BERE LM B EIRKFREREMNXZR
Table 2 Association of NRSA2 rs3790843 genotypes with clinicopathological features of female gastric cancer

[HZRpE 2 T TC/CC P

Fls /% 0.860
<60 50 62
>60 43 56

fHiEba 0.127
AEBE ] 74 83
e 19 35

Jihgd fe A% /em 0.641
<5 53 71
>S 40 47

e 0.619
NO 37 43
N1/N2/N3 56 75

R AL 0.974
MO 85 108
M1 8 10

Az 0.588
Jiz 84 28 41
PRI A 54 67

AR 0.803
-k 25 32
K534k 50 64
FoAth 7 12

Y NE i 0.030
5 74 78
= 19 40

R 0.915
T1 24 29
T2 11 11
T3 1 1
T4 56 76

TNM34Y] 0.823
I 29 31
11 15 23
111 46 59

v 3 S
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Figure 1 Overall survival curve in relation to NRSA2 rs3790843 polymorphism in female patients with gastric cancer in dominant

model

RINRSA2E EMrs3790843(T>C) N ERA N BERE L MBEEEMENXER

Table 3 Associations of NRSA2 rs3790843 genotypes with overall survival of female gastric cancer

FERI R JLPR A BAEC T i ZEAER ]/ A Log-rank P HR (95% CI)
I 1 PR R iy 93 52 36 0.051 1.000
CT 102 41 94 0.616 (0.409~0.928)
CC 16 7 88 0.635 (0.288~1.400)
i PR 1T 93 52 36 0.015 1.000
CTZ{CC 118 48 88 0.619 (0.417~0.916)
B Al I8 CT 195 93 67 0.591 1.000
CcC 16 7 88 0.812 (0.376~1.751)

F41rs3790843(T>C)NER S B EBEFBHN S ES
Table 4 Stratified analysis of rs3790843 polymorphism among female GC patients

LA (FET/ SNED)
Il R EES 5 HR (95% CI) P
T TC/CC
iES %
<60 29/50 23/62 0.546 (0.315~0.944) 0.030
>60 23/43 25/56 0.714 (0.404~1.262) 0.246
iilgva
AETE] 44/74 36/83 0.595 (0.383~0.926) 0.021
B 8/19 12/35 0.801 (0.327~1.964) 0.628
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gRa
I B F 2 50 LGRS HR (95% CI) P
T TC/CC
<$ 28/53 30/71 0.784 (0.469~1.314) 0.356
>5 24/40 18/47 0.418 (0.224~0.781) 0.006
MR
NO 12/37 14/43 1.001 (0.462~2.165) 0.999
N1/N2/N3 40/56 34/75 0.432 (0.270~0.689) <0.001
AL
MO 48/85 41/108 0.564 (0.372~0.857) 0.007
Ml 4/8 7/10 1.424 (0.416~4.875) 0.573
HA Y
Jiz 4 13/28 18/41 1.070 (0.515~2.222) 0.856
PRiE Al 32/54 28/67 0.527 (0.316~0.878) 0.014
AR
-k 12/25 14/32 1.058 (0.480~2.331) 0.888
&1k 29/50 28/64 0.594 (0.352~1.002) 0.051
HoAl 11/18 6/22 0.199 (0.400~0.989) 0.048
Y NEL S
w 42/74 29/78 0.548 (0.341~0.881) 0.013
= 10/19 19/40 0.735 (0.338~1597) 0.436
AR
T1 9/24 8/29 0.670 (0.258~1.737) 0.41
T2 7/11 3/11 0.472 (0.121~1.839) 0.279
T3 1/1 0/1 0.015 (0.000~1.4 x 10°%) 0.610
T4 35/56 36/76 0.545 (0.339~0.877) 0.012
TNM
1 11/29 8/31 0.672 (0.270~1.672) 0.393
I 8/15 8/23 0.497 (0.185~1.335) 0.166
111 32/46 29/59 0.495 (0.296~0.826) 0.007
v 1/3 3/ 1.877 (0.194~18.132) 0.586

RS BEEEMEEEZEMNZE S CoxEA

Table S Stepwise Cox regression analysis on the survival of female gastric cancer

I A S 4K B SE HR 95%CI P

A% 0.151 0.211 1.163 0.769~1.757 0.475
e 0.680 0.331 1.975 1.033~3.776 0.040
i E o7 -0.577 0.258 0.562 0.338~0.932 0.025

1s3790843(TT vs CT/CC) -0.584 0.209 0.557 0.370~0.839 0.005
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