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Expression and significance of long non-coding RNA HI19,
EZH2, Ki-67, and mutant P53 in cervical cancer
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Abstract Objective: To assess the expression and clinical significance of long non-coding RNA (IncRNA) H19, EZH2,
Ki-67, and mutant P53 in cervical cancer. Methods: Cervical biopsy or surgical tissue specimens were divided into
2 groups according to pathological diagnosis: 50 cases of cervical cancer were regarded as an experiment group
and S0 cases of non-cancerous cervical were a control group. qRT-PCR was used to evaluate the expression levels
of IncRNA H19. Immunohistochemistry (SP method) was used to evaluate the expression levels of EZH2, Ki-67
and mutant P53 in fixed specimens. Data were analyzed by the SPSS 13.0 software. The associations of IncRNA
H19, EZH2, Ki-67 and mutant P53 levels with clinicopathological features of cervical cancer were assessed.

Results: LncRNA H19 were significantly low expressed in cervical cancer tissues compared with those of the
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control groups (P<0.05). EZH2, mutant P53 and Ki-67 amounts expressed positively in cervical cancer tissues.
Conclusion: It is beneficial to combine the detection of IncRNA H19, EZH2, Ki-67 and mutant P53 for the
diagnosis of cervical cancer.
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Figure 1 Expression of EZH2, Ki-67 and mutant P53 in the two groups
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