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Downregulation of long non-coding RNA BC032469
suppresses lung cancer cell proliferation, migration and
invasion by regulating hTERT

QIN GuixiangI , PAN Linqing2

(1. Department of Emergency, Nantong First People’s Hospital, Nantong Jiangsu 226001; 2. Reproductive Medical Center, Lianyungang
Maternal and Child Health Care Hospital, Lianyungang Jiangsu 222000, China)

Abstract Objective: To explore the expression of long non-coding RNA (IncRNA BC032469) in lung cancer cell lines and
its effect on proliferation, migration and invasion. Methods: We compared the expression of IncRNA BC032469
in lung cancer cell lines (H1437, A549, H1299, H1975 and H460) and human bronchial epithelial cells (HBE) by
quantitative real-time PCR (qQRT-PCR). qRT-PCR was used to detect the silence efficiency of IncRNA BC032469
silence sequence. The proliferation, migration and invasion ability of cells were assessed by CCK-8 assay, Scratch

assay and Transwell assay after the IncRNA BC032469 siRNA transfection. qRT-PCR and Western blot were
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used to detect the expression of hTERT. Results: qRT-PCR results showed that IncRNA BC032469 expression
was higher in lung cancer cells (P<0.05). Knockdown of IncRNA BC032469 inhibited proliferation, migration
and invasion of H460 cells (P<0.0S). Conclusion: LncRNA BC032469 is highly expressed in lung cancer

cells. Knockdown of IncRNA BC032469 inhibits lung cancer cells proliferation, migration and invasion and the
mechanism may be related to the down-regulated of hTERT, which indicating that IncRNA BC032469 may be a

candidate target of lung cancer gene therapy.
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Figure 1 Expression of IncRNA BC032469 in lung cancer cell

line and normal human bronchial epithelial cell line
*P<0.05.
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Figure 2 Expression of IncRNA BC032469 (A) and cell viability (B) both decreased after silencing IncRNA BC032469 in H460 cells
*P<0.05.
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Figure 3 Effect on cell migration and invasion after transfected with IncRNA BC032469 siRNA in H460 cells
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Figure 4 Effect of silencing IncRNA BC032469 on the expression of hTERT in H460 cells (*P<0.05)
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(A) Expression of \TERT mRNA level of the Mock, Control and IncRNA BC032469 siRNA groups by qRT-PCR; (B) Expression of hTERT
protein level of the Mock, Control and IncRNA BC032469 siRNA groups by qRT-PCR; (C) Comparison of hTERT protein expression
between the Mock, Control and IncRNA BC032469 siRNA groups.
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