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Multiplex PCR detection of QRDR genes gyrA, parC and

virulence gene ipaH of Shigella flexneri
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Abstract

Keywords

(1. School of Medical Technology, Xuzhou Medical University, Xuzhou 221004, China;
2. Nanjing Jusha Display Technology Co., Ltd, Nanjing 210036, China)

Objective: To establish a multiplex PCR method for rapid detection of pathogenicity and drug resistance of
Shigella flexneri. Methods: Three pairs of primers were designed according to the gyrA, parC and the virulence
pathogenicity gene ipaH of Shigella flexneri, and their PCR amplification products were 648, 248 and 423 bp,
respectively, and single gene PCR and single tube were performed. Multiplex PCR amplification specificity and Tm
value optimization were optimized. Results: The method can parallel detect three target genes of gyrA, parC and
ipaH of Shigella flexneri, and the optimal annealing temperature is 57.5 “C. Conclusion: This method is simple
and has a short detection cycle. It can rapidly parallel detect QRDR genes and virulence gene of Shigella flexneri.
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Table 1 Primers of multiplex PCR
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Figure 1 Single and double PCR results of Shigella flexneri
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Wi 3xr s, il hgyrA, parCK
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TEH1 000 bpHIFREMIHEATHLIK , B BRI AR

R ZEAWE R, Hd, gyrAZ7E648 bp
Ab, parCAcHTFE248 bphl, ipaHZRW E423 bpkt,
Bl WL, sk (E2).

~ 648 bp
423bp
204 bp

1, 2: gyrAPiBLRIPCR; 3, 4: parCHLILHPCR; S, 6: ipaHHLILHPCR; 7, 8: gyrAKparCWILHPCR; 9, 10: gyrAK
ipaHDWUIEFIPCR; 11, 12: parCKipaHXEEFEPCR; 13: FIHEXIIR; M: 2 Fatbsifk.

1, 2: Single gene PCR of gyrA; 3, 4: Single gene PCR of parC; $, 6: Single gene PCR of ipaH; 7, 8: Double gene PCR of gyrA and parC; 9,
10: Double gene PCR of gyrA and ipaH; 11, 12: Double gene PCR of parC and ipaH; 13: Negative control; M: Molecular weight standard.
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Figure 2 Triple PCR results of Shigella flexneri

1: fEEES FgyrA, parCHlipaHEF = HPCR; 2: [AYE
XS M Jr TR,

1: Triple PCR of Shigella flexneri gyrA, parC and ipaH genes;

2: Negative control; M: Molecular weight standard.
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