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Abstract Mantle cell lymphoma (MCL) is a non-Hodgkin’s B-cell lymphoma (NHL) with unique biological characterized by
the translocation event t(11;14)(q13;q32) and the resulting cyclinD1 overexpression. Molecular genetic changes of
MCL include frequent secondary cytogenetic abnormalities and repeated mutations of a few genes, such as CCND1
and SOX11. In this review, we review the recent advances in molecular genetics of MCL, including dysregulation of
the cell cycle, disruption of DNA damage response pathways, and abnormal changes in other related genes.
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