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Expression of PITX| gene in lung adenocarcinoma and

Abstract

its clinical prognostic significance
ZHANG Weidong
(Department of Respiratory Medicine, Hunan Provincial People’s Hospital, Changsha 410005, China)

Objective: To investigate the expression of paired like homeodomain 1 (PITX1) gene in lung adenocarcinoma
and normal tissues and its correlation with clinicopathological features and prognosis. Methods: The GTX130779
and GSE85841 data sets in the Cancer Genome Atlas (TCGA) database and the Gene Expression Omnibus
(GEO) were used to analyze the PITXI gene in cancer tissues and adjacent tissues of lung adenocarcinoma
patients. The expression level of PITXI gene was verified in 40 patients with lung adenocarcinoma by real-time
fluorescent quantitative PCR. COX regression was used to analyze the correlation between PITX1 gene and
overall survival (OS) and recurrence-free survival (REFS) in patients with lung adenocarcinoma, and to analyze the

correlation between the expression level and clinicopathological features of patients with lung adenocarcinoma.
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Results: Based on TCGA and GEO database analysis, PITX1 gene was highly expressed in lung adenocarcinoma

tissues (P<0.01). The results of real-time quantitative PCR showed that the expression of PITXI gene in lung

adenocarcinoma tissues was significantly higher than that in normal adjacent tissues (P<0.001). The relative

expression amounts of these two tissues were 1.064£0.077 and 0.641%0.044, respectively. Moreover, COX

regression further analysis showed that the expression level of PITXI gene was significantly correlated with TNM

stage, lymph node metastasis status and tumor size in patients with lung adenocarcinoma (all P<0.05). At the

same time, the up-regulation of PITX1 expression was significantly negatively correlated with OS and PES in

patients with lung adenocarcinoma. Conclusion: PITX1 gene is highly expressed in lung adenocarcinoma and is

significantly associated with the prognosis of patients with lung adenocarcinoma.
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Table 1 Correlation between the expression level of PITX1 and clinicopathological characteristics of 40 patients with lung

adenocarcinoma
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Figure 1 Expression levels of PITX1 gene in the GSE130779, GSE85841, and TCGA databases
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(A, B) Heatmaps of the GSE130779 and GSE85841 datasets, respectively; red represents high expression; green represents low expression.
(C) GEPIA database was used to analyze the expression level of PITX1 in TCGA, and the results showed that PITX1 was significantly highly

expressed in tumor tissues.
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Figure 2 Expression levels of PITX1 gene in 40 cases of lung adenocarcinoma
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Figure 3 Diagnosis and survival significance of PITX1 gene

(A)PITXIiZ I il B IIROCHIZL 5 (B)PITX 1R K /K- 55 il 8 (9 OS5 (C) PITX IR /K -5 i e 78 RES YA

PS8

(A) ROC curve for patients with lung adenocarcinoma diagnosed by PITX1; (B) PITX1 expression level and OS of patients with lung

adenocarcinoma; (C) PITX1 expression level and RFS of patients with lung adenocarcinoma correlation.
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