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Role of long non-coding RNA in gastric cancer
and its significance
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In recent years, long non-coding RNA (IncRNA) has been shown to be associated with the occurrence and
development of a variety of human tumors, including gastric cancer. Studies have also shown that some long non-
coding RNAs may serve as biomarkers or therapeutic targets for the diagnosis of gastric cancer. Therefore, exploring
the specific functions of long non-coding RNAs not only contributes to a better understanding of the pathogenesis

of gastric cancer, but also is extremely important for individualized treatment of gastric cancer patients. This paper
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Abstract
mainly reviews some related research reports on some long non-coding RNAs in gastric cancer.
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Table 1 Long non-coding RNA associated with gastric cancer
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Figure 1 Roles of UCAL in gastric cancer
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Figure 2 Roles of PVT1 in gastric cancer
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Figure 3 The roles of TP73-AS1 in gastric cancer
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