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Abstract Objective: To investigate the clinical significance of cysteine-rich intestinal protein 1 (CRIP1) in diagnosis
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of hepatocellular carcinoma and its effects on proliferation and metastasis of hepatocellular carcinoma cells.
Methods: The expression of CRIP1 in hepatocellular carcinoma and adjacent normal tissues was analyzed by “Gene
Expression Profiling Interactive Analysis (GEPIA)”, an online bioinformatics tool. The relative mRNA expression
level of CRIP1 in serum samples was detected by qRT-PCR. The expression mRNA and protein of CRIP1 in
hepatocellular carcinoma cells transfected with small interfering RNA (siRNA) interfering CRIP1 sequence were
measured by qRT-PCR and Western blot, respectively. The effect of interfering CRIP1 on the proliferation and
metastasis of hepatocellular carcinoma cells were assessed by MTT and Transwell assay, respectively. Results:
“GEPIA” analysis showed that the relative expression level of CRIP1 in hepatocellular carcinoma tissues was
significantly higher than that in normal adjacent tissues. The relative mRNA expression level of CRIP1 in serum
of patients with hepatocellular carcinoma was significantly increased compared with that in healthy controls. The
area under the receiver operating characteristic (ROC) curve of hepatocellular carcinoma diagnosed by serum
CRIP1 mRNA expression was 0.901. The relative mRNA expression levels of CRIP1 in serum of patients with
hepatocellular carcinoma was not related to gender and age, but was significantly related to tumor size and TNM
stage. The transfection of si-CRIP1 could effectively interfere with the mRNA and protein expression of CRIP1
in Hep3B and SMMC7721 cells. Transfected with si-CRIP1 significantly inhibited cell proliferation, migration,
and invasion of Hep3B and SMMC7721 cells compared with that transfected with si-negative control (si-NC).
Conclusion: The mRNA expression level of CRIP1 in serum has certain clinical significance in the diagnosis of
hepatocellular carcinoma. Interfering CRIP1 expression significantly inhibits the proliferation, migration and
invasion of hepatocellular carcinoma cells.

hepatocellular carcinoma; cysteine-rich intestinal protein 1; clinical significance; proliferation; metastasis
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CRIP1
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(A, B) CRIP1 mRNA expression in Hep3B and SMMC7721 cells after transfected with si-CRIP1 or si-NC detected by qRT-PCR; (C)
CRIP1 protein expression in Hep3B and SMMC7721 cells after transfected with si-CRIP1 or si-NC detected by Western blot. ***P<0.001.
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Figure 6 Interfering CRIP1 inhibiting cell proliferation of Hep3B (A) and SMMC7721 (B) cells detected by MTT assay
*P<0.0S, **P<0.01, ***P<0.001.
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Figure 7 Interfering CRIP1 inhibiting cell migration of Hep3B (A) and SMMC7721 (B) cells assessed by Transwell migration assay
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