
Table S1 Gene symbols of the three databases (GSE32863,GSE63458,GSE43458)

Gene identified in GSE32863 Gene identified in GSE63459 Gene identified in GSE43458

878 downregulated 
Gene symbol 

48 upregulate  
Gene symbol

104 downregulated 
Gene symbol 

328 upregulated  
Gene symbol 

373 downregulated  
Gene. symbol

682 upregulated  
Gene symbol 

FABP4 PYCR1 GOLM1 MME SPP1 SERTM1

ADH1B CHMP4B PAFAH1B3 SH3GL3 GOLM1 ITLN2

ITLN2 UBE2O OCIAD2 EDNRB PYCR1 GRK5

FMO2 KDM5B NME1 AGER KIF26B C10orf67

AGER ETV4 PPP1R14B ADAMTS8 ABCC3 ANGPTL7

FAM107A BAIAP2L1 MDK SPTBN1 SPTBN2 FGFBP2

CLEC3B PPP1R14B OCIAD2 AGER HIST1H2BM ADRA1A

CLEC1A ETV4 MARCKSL1 FGFR4 B3GNT3 SASH1

TCF21 OCIAD2 CDCA7 MCEMP1 NME1-NME2///NME1 PTPN21

CAV1 GPT2 TNFRSF21 CA4 TERC GRIA1

TCF21 SERINC2 C1orf106 ITLN2 PROM2 GPM6A

AGER TOP2A TUBB3 STARD13 TNFRSF21 LIN7A

CAV1 MDK PSAT1 TEK UBE2T TMEM100

STX11 VARS HIST1H2BD ACADL ADAM28 KL

RHOJ P4HB TOP2A CLEC3B CTHRC1 CNTN6

JAM2 SRPK1 PAICS TMEM100 HIST1H4J///HIST1H4K///
HIST1H4J///HIST1H4K

GRK5

LDB2 PROM2 COL1A1 CD300LG CXCL13 SDPR

EDNRB SLC39A11 MMP11 GDF10 COL1A1 NCKAP5

TEK SEMA4B SULF1 SLC1A1 AFAP1-AS1 CASP12

RGCC DDR1 GYG2 STX11 TOP2A CA4

PLAC9 CNOT11 UBE2T SDPR TMPRSS4 ACVRL1

ABCA8 MMP11 GPT2 TMEM74B FUT2 C14orf132

MCEMP1 GALE PROM2 MACF1 ANKRD22 AFAP1L1

TEK SLC2A1 RGS17 FAM189A2 COL10A1 CDH19

PECAM1 ATAD3A CD24 ACVRL1 STIL MYZAP///GCOM1

CCM2L DEAF1 CDC20 COX4I2 OCIAD2 STARD13

LOC401286 HMGA1 TIMP1 TCF21 STEAP1 TEK

LYVE1 TIMP1 ASPM TCF21 HIST1H2AB SLC6A4

S1PR1 KRT8 CTHRC1 CLIC5 LAD1 STXBP6

SPTBN1 HOOK1 SBK1 AGRP TIMP1 TRHDE

GPIHBP1 JUP KIAA0101 GPM6B CDH3 CLEC3B

AGER IGSF9 CDCA5 TCF21 HIST1H3I OVCH1

CYYR1 HYOU1 TK1 HYAL1 NECTIN4 SOSTDC1

CA4 SPP1 GMDS FCN3 ANLN S1PR1

SLIT3 MTA3 CCNB2 FABP4 SLC2A1 ADGRE1

MMRN1 DBNDD1 CRABP2 ANKRD1 BUB1B CRYAB

GHR CSNK1D SLC2A1 HSPA12B FAP RNF182

MME KIAA1522 COL10A1 GPX3 PLPP2 CD5L

FHL1 CHPF CDC45 CAV1 HIST1H3B BDNF

MFAP4 CANT1 MELK TNNC1 RPL39L TIE1

KANK3 C1orf106 UBE2C FOXF1 CENPF GIMAP8

SPOCK2 SGPP2 HIST1H2BD COL13A1 IQGAP3 SBSPON

ADH1A STIL PODXL2 CDH5 KIAA0101 FLJ34503

HIGD1B ATP2A2 THBS2 PTPRB BRIP1 EML1

F10 CDC20 FHL2 RASIP1 HELLS PKHD1L1

LIMS2 SLC52A2 FHL2 FHL1 MKI67 TNNC1

CD36 FAM83H FBXO32 PDZD2 PRC1 ANO2

CELF2 TK1 IGFBP3 LPL HIST2H3D///HIST2H3A///
HIST2H3C

FHL5

LYVE1 HMGB3 CAV2 METTL7B FRMD3

ADARB1 CDH3 FAM107A HIST1H2BH///HIST1H2BH INPP5A

HBB MMP12 RRAS RRM2 ADAMTSL3

GSTM5 SPDEF LIMS2 NCAPH FZD4

TM6SF1 NUSAP1 AHNAK CDC6 ROBO4

CCDC50 CELSR3 HBA2 HIST1H2AK NDST1

GYPC IGFBP3 CELF2 DNAH14 CDH5

PTPRB SPP1 HIGD1B CDC45 RGS9

TCF21 CXCL13 BTNL9 EZH2 WWC2

RHOJ PTTG1 SPTBN1 MMP12 PRKG2

GYPC FKBP11 ADRB2 GJB2 FABP4

HSPB2 HS6ST2 JAM2 FAM83A FHL1

SH3GL3 GJB2 NTNG1 ABCA12 SPRYD7

CDH5 FAM83A PID1 SLC50A1 PCDH12

CD36 COL3A1 FCN3 RALGPS2 FEZ1

COX7A1 HMGA1 GPIHBP1 KCNN4 LRRN3

ADAMTS8 LAD1 LIMCH1 SPDEF SPOCK2

MS4A7 SIX4 FXYD6 CST2 PTPRB

OLFML1 COL5A2 CCM2L BUB1 AGER

CRYAB AURKA GRK5 TPX2 FAM107A

CAV2 SCG5 PCOLCE2 LINC01123///LINC01106 LOC100129434

HBA2 CLDN3 EPAS1 ETV4 ST6GALNAC3

CCL14 ADAMDEC1 PECAM1 PSAT1 TMOD1

SVEP1 COL1A2 HSD17B6 SPAG5 PTRF

LAMP3 PRC1 GPM6B CKS1B ERG

HSPA12B PCP4 CD36 GALNT7 AGER

MFNG PITX1 LTBP4 FOXM1 ARHGEF26

GLIPR2 CD19 NDRG4 TYMS DACH1

CD93 GCNT3 SPOCK2 GREM1 LDB2

CPA3 KRT8 TBX3 MMP11 INMT-FAM188B///INMT

COL6A6 KRT80 CD36 CDCA7 DENND3

DPEP2 CFB ESAM XRCC2 HIGD1B

SH2D3C SPP1 SASH1 HS6ST2 ADIRF

INMT MMP9 LOC401286 PDK1 RAPGEF4

TGFBR3 THY1 PAPSS2 LGR4 STARD9

SRPX COMP ICAM2 FERMT1 BTNL9

MAMDC2 SERPINE2 SLIT2 ECT2 AGER

HBA1 COL11A1 TIMP3 KIF20A KCNT2

AFF3 VPREB3 PLAC9 SFN GALNT18

CCL19 RGCC SERINC2 MMRN2

SPARCL1 ITPKA FGD5 CKAP2L TGFBR3

HEG1 UBD STXBP6 ASPM PEAK1

SPARCL1 C15orf48 ADARB1 SMPDL3B HMGCLL1

CNRIP1 DNAJC12 S1PR1 KDELR3 LOC105375355///UPK3B

VWF HES6 GPC3 GINS1 CLIC5

ABI3BP DNAJC12 BMPR2 FUT3 GYPE

PLPP3 SPINK1 ADIRF TFAP2A ST6GALNAC3

CFD MMP7 RAMP3 FER1L4 GPR146

C1orf162 EEF1A2 ADH1B IGKC SMAD9

FBLN5 CD79A C10orf67 CDC20 EPAS1

SDPR CLDN10 CLDN18 COL3A1 TBX3

SCARA5 TUBB2B FMO2 SNORA71A LINC00312

FAM110D MZB1 RAMP2 FAM111B BCHE

CD300LG LCN2 LDB2 IGKC CLEC14A

CDO1 FGL1 CLEC14A CCNB2 STARD9

EMCN S100P GHR MROH6 ANGPTL1

CAV2 LMO7 DLGAP5 CLEC1A

EPAS1 TSPAN7 KIF4A CBX7

ACVRL1 CLDN5 MYBL2 ST6GALNAC5

PGM5 HBB SLC28A3 PDE1C

VSIG4 ANOS1 SGO1 SH2D1B

CPED1 MARCO MMP9 IQCJ-SCHIP1///SCHIP1

PGM5 CLDN18 PLK1 NDRG4

GDF10 CPED1 SNORA71C ST8SIA6

LTC4S LAMC3 PLAU VIPR1

ZEB2 TBX2 C15orf48 RAMP2

DNASE1L3 DPYSL2 CCNB1 RAMP3

FEZ1 TACC1 CHEK1 KIAA1462

C10orf54 GLIPR2 TICRR STARD9

SLC31A2 TGFBR3 XDH AGTR1

FAM150B CFD COMP CFL2

CRTAC1 KLF4 KPNA2 GPD1

STARD13 VIPR1 KPNA2 OTUD1

PI16 S100A4 THBS2 RXFP1

WNT3A FGR EXO1 HOXA5

ZNF366 SFTPA1 CEP55 WFS1

SNCA MAMDC2 HMGB3 EDNRB

PGM5 SLCO2A1 NUF2 DAPK2

ITM2A GIMAP8 DNAH14 IGSF10

PTPRM CDO1 BCL2L15 STARD8

MS4A2 LDLR IGKC SLCO1A2

RASL12 PTRF HIST2H4B ADGRL3

CRBN HYAL1 HIST2H4A FAM162B

GPC3 RASL12 NCAPG SEMA6D

FGD5 TMEM204 LINC01123///LINC01106 SPTBN1

PPP1R14A PODXL HIST1H3H///HIST1H2AI GNG11

TNNC1 AFF3 PLEK2 SEMA6A

PMP22 CLEC1A IGKC CCBE1

FXYD6 PLLP CCNA2 FGD5

CD52 GLDN HNF4G ASPA

PTGER4 CYP4B1 FCRL5 ANKRD1

CLEC14A CD93 RAD51AP1 AMOTL1

CLDN5 DACH1 CENPE MCEMP1

FXYD1 CYYR1 HIST1H2BF CDO1

ADRB2 FGR MELK NRN1

LAMP3 WFDC1 HMMR ESAM

AQP4 SH2D3C ATP10B PRICKLE2

PCOLCE2 SOSTDC1 KIF11 SCUBE1

ANOS1 TCEAL2 GLB1L2 FAM189A2

GRK5 INMT CRABP2 ARHGAP6

ANGPT1 HPGD PBK CDH13

ADIRF PPP1R14A CST1 SLC19A3

FCN1 FBLN5 KIF14 PPP1R15A

SRGN NOTCH4 CP MYCT1

FGR ABI3BP PCP4 PCDH15

BCHE CES1 FBXO32 SEMA5A

SYT15 PDK4 CEMIP STX11

FXYD1 ALDH2 HIST1H2BG SH3BP5

GPM6B NES CENPI AHNAK

SLC19A3 CALCRL ADAMDEC1 WASF3

PEBP4 SLC6A4 SLC7A5 NPR1

LGI3 H3F3B AK4 CNTN4

TMEM100 S100A4 IGK///IGKC FMO2

AP1S2 AQP4 SNORA56///DKC1 SLC5A4

ACADL FEZ1 GCNT3 HSPB8

CXCL12 CLIC3 CDKN3 MSRB3

GMFG LRRC32 UGT8 PALMD

C5AR1 HBEGF GSDMC RTKN2

PRKCH MYH10 IGK///IGKC ID4

C1orf186 FERMT2 NQO1 KHDRBS2

GKN2 ADGRL2 ITGA11 TMEM204

GIMAP5 CYBRD1 SPINK1 GIMAP6

KLF4 TOX2 CD79A ST6GALNAC5

DCN HYAL2 PLA2G7 C1orf198

TMEM88 VGLL3 SULF1 GHR

GJC2 CGNL1 IGHM///IGHG1///IGHD///
IGHA2///IGHA1///IGHA2///

IGHA1///IGH

TNXB///TNXA

SEMA6A GNG11 CYP24A1 TNXB///TNXA

FAM189A2 S100A3 CHI3L1 ART4

NDRG2 IL1RL1 MMP7 LRRFIP1

GIMAP4 LAMP3 TOX3 TCF21

FABP5 TGFBR2 ADAM12 ADGRB3

EML1 COX7A1 COL11A1 EMP2

PLA2G4F SFTPC TTK ANOS1

FZD4 LILRA5 FDCSP ADCY4

ARHGEF6 PLEKHH2 MMP1 TTLL7

APH1B LMCD1 CR2 B3GALNT1

SEPP1 SRPX HABP2 CD93

CALCRL MFAP4 IGKC CAV1

PID1 IL18R1 CFB C8B

CAT PPARG VWDE VWF

AP1S2 PEBP4 IL2RA RHOJ

RASIP1 SVEP1 CFB KLRF1

HOXA5 ANKRD29 IGKC EMCN

DCN LHFP MUC3B///MUC3A TNS1

TACC1 KLF9 LOC102723407///IGHV4-
31///IGHM///IGHD///

IGHA2///LOC102723407///
SKAP2///IGHA2///IGHA1///

IGH

HEY1

EPB41L2 MMP28 IGKC OVCH2

FOXF1 DKK3 SLC7A11 ANXA8L1///ANXA8

GPBAR1 PPP1R15A EGF CSRNP1

FPR1 CSRNP1 CD1A JAM2

SOX17 MYADM DEPDC1 NXF3

RAMP3 P3H2 AIM2 GUCY1A2

CCL23 TMEM47 NEIL3 TSPAN18

MT1M PLA2G1B IGF2BP3 COLEC10

FAM212A VSIG4 SNORA74A CAV2///LOC105375463///
CAV2

CDO1 ETS2 CEACAM5 LRRC36

AOC3 ENG IGKC FCN3

HSPB6 DKK3 CCL19 SHROOM4

LPXN NOSTRIN EGLN3 RGCC

C10orf67 FZD4 LCN2 RPL23AP32

CLDN18 HOXA5 CD180 RRAS

TIMP3 SMAD6 GLB1L3 NRG1

LPL HSPB8 ADGRF1 FAM167A

C1orf21 OLR1 XAGE1B///XAGE1E THBD

FERMT2 DUOX1 XAGE1B///XAGE1E CGNL1

IL33 NDRG2 XAGE1B///XAGE1E SULT1C4

LILRA5 PDE5A XAGE1B///XAGE1E ANXA8L1///ANXA8

CD34 ARAP3 XAGE1B///XAGE1E FERMT2

ACKR1 ALOX5AP CDK1 MYL9

SOSTDC1 SLC46A2 MMP13 DES

ALOX5 VWF LCAL1 PIR-FIGF///FIGF

CGNL1 FCN1 IGHV3-48///IGHV3-69-1///
IGHV3OR16-7

COL6A6

GIMAP8 FAM150B IGKC CPED1

MARCO RPL13AP17 SULT1C2 TNXB///TNXA

SRGN ANKRD20A1 SCFV///IGLJ3///IGHV3-
23///IGHV3-41///IGHV4-
31///IGHM///IGHG2///
IGHG1///IGHA1///IGH///
C14orf99///IGK///IGKV3-
20///IGHV3-23///IGHV3-

48///IGHV3-75///IGHV3-69-
1///IGHV3OR16-7

LYVE1

AQP9 ADH1A HGD SOGA3///KIAA0408

HBEGF CAMK2N1 HGD HBA2///HBA1

CRBN ALOX5 SCFV///IGLJ3///IGHM///
IGHA1///SCFV///

C14orf99///IGK///IGKV3-
20///IGHV3-23///IGHV3-

30///IGHV3-48///IGHV3-69-
1

HBA2///HBA1

TMEM74B PLA2G4F CKMT1A///CKMT1B///
CKMT1A///CKMT1B

JAM3

HSPB8 KLF6 CKMT1A///CKMT1B///
CKMT1A///CKMT1B

PDE5A

PPP1R15A WFS1 SCFV///IGHM///SCFV///
IGHV3-30

PRKG1

EMP3 CPB2 GDF15 CAB39L

SLIT3 MAL CHIT1 ARHGAP31

MSRB3 GIMAP5 IGKC LRRC32

DUOX1 CRYAB MUC5B FAM13C

RECK ANGPT1 GPX2 TLL1

ZNF106 C1orf162 CABYR ABCA8

C2orf40 PMP22 IGKC MME

WISP2 CAV2 TNS4 GALNT13

GPX3 GPER1 TMPRSS11E HECW2

COL13A1 SLC25A25 TDO2 FAT3

GPER1 ADGRE5 IGLJ3///IGHV3-23///
IGHV4-31///IGHM///

IGHG1///IGHA1///SCFV///
C14orf99///IGK///IGKV3-
20///IGHV3-23///IGHV3-

48///IGHV3-69-1///
IGHV3OR16-7

PID1

RAMP2 IL1RL1 GPR87 ITIH5

STXBP6 CACNA2D2 TMPRSS11E CNTNAP3B///
CNTNAP3P2///CNTNAP3

LEPR WISP2 IGKC ADGRL2

TOX2 LRRK2 SCFV///IGLJ3///IGHV3-
23///IGHV4-31///IGHM///
IGHG2///IGHG1///IGHA1///
SCFV///C14orf99///IGK///
IGKV3-20///IGHV3-23///
IGHV3-30///IGHV3-48///
IGHV3-75///IGHV3-69-1///

IGHV3OR16-7

ANXA8L1///ANXA8

TGFBR2 CXCL2 STK32A PLCL1

LTBP4 GAS6 MXRA5 PHACTR2

SESN1 CRTAC1 DSP CTNNAL1

MGP MT1M MUC16 SMAD6

CD33 CD83 IGHV3-69-1///
IGHV3OR16-7

GPM6B LEPR CHRNA5 FXYD6-FXYD2///FXYD6

ANGPT1 GAS6 EPCAM SLIT2

RTKN2 FRAS1 S100P SCAI

TGFBR2 PLBD1 IGHM///IGHV3-48///IGHV3-
69-1

C1QTNF7

MSR1 APOL3 LGSN TNXB///TNXA

AIF1 PGM5 MUC21 SYNE1

REM1 PGM5 SCFV///IGLJ3///IGHM///
IGHG1///IGHD///

C14orf99///IGHV3-48///
IGHV3-69-1

KLF4

IL17D NKD2 MUC21 FIBIN

FBLN1 SOCS2 MUC21 TACC1

HHIP BMP2 SLC44A5 ACKR4

VIM ID1 IL37 CNTNAP3B///
CNTNAP3P2///CNTNAP3

RILPL2 FAM110D MS4A1 LOC102725104///
ANKRD20A12P///
ANKRD20A8P///
ANKRD20A5P

RAMP3 SPARCL1 CLDN10 NCALD

FCN3 BCHE VSIG1 AGTPBP1

VIM GKN2 CD24 GAB1

FCGR1B S100A8 HORMAD1 MAMDC2

CD69 TPSAB1 AKR1B10 RBMS3

LMCD1 MS4A7 PRSS3P2///PRSS2///
PRSS3P2///PRSS2

ANGPT1

RRAS C2orf40 AGR2 LOC102725104///
ANKRD20A12P///
ANKRD20A8P

PDE5A ZNF385B IGKC AOC3

PPM1F CA2 NMRAL1P1 CYYR1

SPTBN1 ZBTB16 SLCO1B3 ANKRD29

MSRB3 CYB5A MUC13 TGFBR2

VGLL3 ZFP36 OLFM4 PPBP

ARHGAP44 CX3CL1 TCN1 BMP6///BMP6

JAML NDNF MEIS1

TMEM47 GBP4 ZFYVE9

ID3 TNFSF10 ADARB1

LILRA2 FBP1 AFF3

GJA4 ADGRF5 LIMCH1

CD300C ZBTB16 MYH10

PDZD2 AQP9 CCDC141

WASF3 EFEMP1 HEG1

CPB2 GADD45B TBX4

TNFSF12 IGFBP6 IL1RL1

TMEM204 CD55 ZNF106

FGFR4 SUSD2 PECAM1

CACNA2D2 FOLR3 ICAM2

LMO2 C10orf10 CHIAP2

CAMP DNASE1L3 IL18R1///IL18R1

PDK4 TPPP3 PDZD2

SFTPA1 FLRT3 CNTNAP3B///
CNTNAP3P2///CNTNAP3

ALOX5AP ADAMTS1 S100A3

KIAA1324L SLPI NPR3

LRRC32 DUSP1 BMPER

ITPRIP FPR1 LGI3

LHFP ABCA3 RNF144B

COLEC12 VSIG2 PREX2

AGRP KLF2 MT1M

TCEAL2 FBLN1 SELP

SLCO2B1 EDN1 RUNX1T1

ID2 IL6 TSPAN12

GNG11 FBLN1 FILIP1

SASH1 TSC22D1 PTPRM

ID2 CPA3 ABCG2

FGR SFTPD MS4A15

CD163 CD52 PGM5

BTK DCN ARHGAP29

SYNM MYH11 DNM3

UBL3 A2M DPYSL2

KANK2 MT1A GPC3

DCN EMP1 CNTNAP3B///
CNTNAP3P2///CNTNAP3

OLR1 DCN CNTNAP3B///
CNTNAP3P2///CNTNAP3

FGFR4 FOSB PDE8B

SFTPA1 ALPL GPX3///GPX3

S100A8 ATF3 FPR2

DPT CCL2 CAT

EML1 SOX18 FGF10

MSRA FOLR1 DOCK4

RCAN1 NTM LIFR

FAM65A MT2A GLDN

MYH10 PTGDS ACADL

PTRF SCGB1A1 PIP5K1B

C7 SCGB3A2 GPA33

PLSCR4 FOS PHACTR1

TUBB6 SFTPB CALCRL

SASH1 PGC PLA2G4F

OSCAR C4BPA ADH1A

ECSCR HBG2 FLI1

EFEMP1 KLK11 ITGA8

ADAMTS1 EDN1

EVI2B LMCD1

PPARG CRIM1

CLDN18 PCYOX1

PTGDS WIF1

RAMP2 LINC00472

MAP3K8 CX3CR1

ESAM NTNG1

CDH13 GABARAPL1

ECM2 ARHGEF6

CAV2 MARC2///MARC2

HSPC324 TMEM47

CD302 ABLIM1

CLEC12A AOX1

FBLN5 GSTM5

SCN4B NECAB1

SERPING1 ADGRE3

SEMA5A TCP11L2

MS4A7 AKAP12

ZNF106 ARRB1

C1QA PHLDB2

MAOB IL3RA

CBX7 IL3RA

ADCY4 NOSTRIN

RAB8B ADGRD1

ARMCX1 GKN2

SOX7 HBB

IL6 SLC39A8

SOCS2 ITM2A

FIGF ZBTB16

PTH1R LHFP

SLC39A8 MIR30C2

NTNG1 MATN3

EGR2 PDK4

LAMA4 NEDD9

KLF2 ANKRD20A8P///
ANKRD20A4///
ANKRD20A2///
ANKRD20A3///
ANKRD20A5P///
ANKRD20A1

TSPAN32 NPR3

TLR8 F8

FPR2 FAM150B

STX2 NPNT

FCER1A LGALSL///LGALSL

CTNNAL1 FAM105A

CD300LF PAPSS2

LRRN3 KLF6

TSPAN7 DENND2C

OSR1 OR5P2

CCL23 SESN1

CYB5A ARHGAP44

SLC46A2 EPB41L5

RPL13AP17 TTN

AOX1 C2orf40

HSD11B1 NEXN

RNF144B AGBL1

SOCS2 CFLAR

CD53 GRAMD2

SDCBP ADH1B

TBX3 PCDH17

PRG4 ANKRD20A21P///
ANKRD20A8P///
ANKRD20A4///
ANKRD20A2///
ANKRD20A3///
ANKRD20A5P///
ANKRD20A1

FCER1G EPB41L2

TYROBP ANKRD20A21P///
ANKRD20A8P///
ANKRD20A4///
ANKRD20A2///
ANKRD20A3///
ANKRD20A5P///
ANKRD20A1

SLIT2 ANKRD20A21P///
ANKRD20A8P///
ANKRD20A4///
ANKRD20A2///
ANKRD20A3///
ANKRD20A5P///
ANKRD20A1

MYADM CYBRD1

CD34 KRT4

SMAD6 HHIP

UBE2E2 SCN7A

TFRC IL33

FCN3 P2RY14

SLCO2B1 CASQ2

GLDN PEBP4

CD53 PXDC1

DOCK2 SOCS2

MAF FLT1

RARRES2 FAT4

INSIG1 VGLL3

ENPP2 TBX5

DACH1 MIR218-1

CIRBP SPARCL1

DUSP1 ABI3BP

DUOXA1 SRPX

P2RY13 PLEKHH2

FGFBP2 NDRG2

CYBRD1 DCC

CXCL12 OR5P1P

CCDC50 ABCC9

CYBRD1 NLRC4

HYAL2 RECK

FMO3 DOCK9

CES1 PECAM1

HYAL1 PPFIBP1///ALK

ZFP36 PLSCR4

CLIC5 FAXDC2

GATA2 SORBS1

COX4I2 SLIT3

PMP22 MIRLET7F1

PRX PCOLCE2

GAS6 SVEP1///SVEP1

IL7R GPM6B

RETN HBEGF

FMO3 TNR

FBLN1 MIR27B///C9orf3

NOSTRIN OR5P3

MNDA CHRDL1

MGP LEPROT///LEPR

SIRPA MARCO

ENPP2 GIMAP7

B3GALNT1 ABCA9

CXCL2 SEMA3B

MSR1 TMTC1

LIMCH1 FRAS1

TSPAN7 LPL

ANKRD29 KIAA1324L

SORBS3 CD36

DOCK11 FGF14

HCK RAB11FIP1

ARHGAP24 ZEB1

DPYSL2 MFAP4

VIPR1 NEBL

NPNT ANXA3

TMEM178A MAOB

LMO7 NHSL1

TSC22D1 GIMAP1-GIMAP5///
GIMAP5

CLDN18 RFX2

WFDC1 PLCXD3

ANXA3 IL18RAP

S1PR4 ABCA6

ZYX FBLN5

ICAM2 ETS2

GAS6 SYDE2

CYP4B1 ADAMTS1

CD163 LOC102725104///
ANKRD20A21P///
LOC101059935///
ANKRD20A12P///
ANKRD20A8P///
ANKRD20A4///
ANKRD20A2///
ANKRD20A3///
ANKRD20A5P///
ANKRD20A1

STXBP6 FAR2

LST1 FRMD4B

LST1 CARMN///MIR145

TMEM140 TPPP3

SH2B3 BMPR2

SEC22C CDON

LILRB3 PLLP

DES LAMA3

STARD8 TSPAN7

CES1 MMRN1

HSD17B6 PGM5P2///PGM5

GAS1 SGCE

S100A4 HSD17B6

GSTM3 LRRC49

BORCS7 SYNPO2

PROS1 MPDZ

S100A4 EFEMP1

SFTPC CRTAC1

ALDH1A2 SLC5A9

BTG2 DPT

TPSAB1 KLRD1

LST1 RANBP3L

FBLN1 PGM5P2///PGM5

UPK3B ID1

CD163 PLCE1

DAB2 MYADM

ABCA3 PGAP1

KLF9 ABCA10

PLA2G1B DKK2

DUOX1 UACA

GSTA4 P3H2

WIF1 DISP1

PRICKLE2 GIPC2

ADTRP MGAM

KLF13 CACNA2D2

ALDH1A1 GLIPR2

GRASP MYH11

LYL1 F11

MYADM CXCL2

TPSAB1 DUOX1

FRAS1 CYP4B1

CYP4B1 OLFML1

C11orf96 TIMP3

MAL ST6GALNAC2

CTNNAL1 ST6GALNAC2

ZFP36L2 DUSP1

GSTO1 SLCO2A1

ZBED2 CLDN18

PIK3R1 PROS1

TMOD1 PPARGC1A

CYB5A NTN4

SH3BGRL AKT3

KCNJ8 ACOXL

TRPV2 RERG

SLC6A4 ROBO2

S100A3 ALS2CR12

CNN1 TIMP3

NCF1C RNF180

MS4A6A STAC

AVPI1 ACSS3

NCF1 KDR

DENND2A VEPH1

LHX6 LRRN4

ABCG1 EYA4

CASP1 C1orf168

CA2 COL6A5

GADD45B LOC102725104///
ANKRD20A8P

ETS1 LDLR

TUBB6 CXCR1

CD37 SLC2A12

DLL1 CPB2

IL1B MAOA

NDN BMP5///BMP5

SPON1 DNAJB4

LY86 LRCH2

PILRA ERBB4

F13A1 PPARG

CD68 SLC1A1

AHNAK GIMAP4

CES1P1 RP1

SOX18 SUSD2

TSPAN4 LOC102725104///
LOC101059935///
ANKRD20A8P

DKK3 CD34

SGCE SFTPC

CD37 UNC13B

FCGR2A IL5RA

GLIPR1 FGFR2

PDPN LAMP3

QDPR ADGRL4

GABARAPL1 PLA2G1B

GPR162 LINC01140

SDCBP HACD4

TPPP3 AADAC

NOTCH4 PROS1

TSC22D1 NEDD4L

HYAL1 METTL7A

CD59 S100A12

ACTG2 IL20RA

SLC15A3 LOC102725104///
LOC101059935///
ANKRD20A8P

MGAT3 LOC102725104///
LOC101059935///
ANKRD20A8P

EFEMP2 HSD17B13

NEDD9 SNX25

CASP1 SCEL

NTAN1 AQP4

LILRB5 SEMA3D

TSC22D3 GPC5

PGC WDR49

SPARC ABCA3

CCDC178 LMO7

FAM167A SEMA3E

UPK3B PPP4R4

FOSB GJA5

CCL21 SFTPD

ADGRL2 PLAC8

PPARG ADGRG6

CYP27A1 FOSB

FAM43A TLR4

CCND2 LOC102725104///
LOC101059935///
ANKRD20A8P

KLRB1 PRG4

CSRNP1 LRRK2

NDRG4 A2M

AAMDC GJA1

MS4A6A HLF

LCP1 FLRT3

WFS1 ZFP36

CHI3L2 AQP1///AQP1

RBP1 PPIL6

GFOD1 KCNMB4

IFI30 OGN

IRF8 PDLIM3

NCF4 LOC100131581

CCND2 ADH1C

PPP1R16B CDHR3

ADGRE5 GBP4

ZAK FOS

PDLIM3 EMP1

HCST ESYT3

DACT3 LOC101059935///
ANKRD20A8P

CA2 RBP4

CCL2 VSIG4

C1QB ACTG2

IFT57 NDNF

OSCAR PLCB4

CTSG OLR1

STOM IL6

UPK3B RSPH4A

RGS2 PGC

GIMAP7 CHI3L2

ETS2 CES1

MYL9 TREM1

ATF3 MFSD2A///MFSD2A

CHPT1 SCN1A

FOLR3 ADGRF5

TSC22D3 ITLN1

FGD3 FMO3

FGL2 FAM184A

SLPI TGFB2

PTGIS DCN

AK1 SCGB1A1

DKK3 ZNF385B

PDLIM3 C10orf107

LRRK2 MRC1

PLBD1 MRC1

FCGR3B SNTN

ENG RGS22

CLIC4 C1orf87

ARAP3 CCDC39

CD83 WDR17

CPVL CCDC68

MYOM2 IL7R

SECISBP2L MAP2

PLIN2 RNF128

TSPAN4 MROH9

NTN4 MSR1

KLF6 ROPN1L

GSN TMEM232

C8B SFTPA2///SFTPA1///
SFTPA2///SFTPA1

INAFM1 SFTPA2///SFTPA1///
SFTPA2///SFTPA1

RERG MS4A2

BEX4 MIR32

LAMC3 C7

ALDH2 SLC15A2

CD83 FAM216B

APOL3 C20orf85

EMP1 TMEM212

SBSPON SEPP1

LBH GPRC5A

LXN CYP4X1

SGK1 CA2

CLIC3 LRP2

CAT SFTPA2///SFTPA1///
SFTPA2///SFTPA1

SPI1 SFTPA2///SFTPA1///
SFTPA2///SFTPA1

ARRB1 HPGD

TNS3 SAXO2

CTGF KIT

METTL7A SELENBP1

CRTAP SLCO4C1

SLCO2A1 SELE

MYH11 ZBBX

ACSL4 EDIL3

FCGR2A FREM2

BTG1 PTGIS

EPB41L3 IQUB

MS4A15 SLPI

MMP23B APOBEC4

C1orf198 CFAP43

OLFML2A MUC15

SFTPD S100A8

EMILIN2 AQP9

PAPSS2 DNAH12

CSF3R KCNJ15

AQP1 SPAG6

ID1 DNAH12

ANKRD1 AGTR2

PLEK ENKUR

MS4A6A CFAP47

IL6ST CPA3

CTGF CHST9

C1orf115 DMBT1

IFNGR1 SCGB3A2

NKD2 MS4A8

FOLR2 ATP13A4

MATK CYP2B7P

MTURN AGR3

LYZ C4BPA

H3F3B

STOM

GALNT18

PLIN2

RCAN1

MAL

HBG2

IGFBP7

GBP4

CXCR4

CPVL

ANO6

CYBB

SUSD2

PLLP

UPK3B

HLA-DRB4

CD44

A2M

RAB11FIP1

LAPTM5

NKG7

PRKCDBP

HEY1

LYZ

HBG1

PPP1R3C

SBDSP1

ZNF331

ITLN1

PODXL

RPL17

GZMH

PLAC8

CD9

PLAC8

MMP28

CPQ

PRNP

SCD5

SELE

CHPT1

SLC2A3

HLA-DRA

HDC

SOCS3

C1R

EIF1B

SCGB1A1

P3H2

SLC6A4

AADAC

FLRT3

C3

LDLR

HCLS1

C1QC

MXRA7

MT2A

DEFA1

FGGY

TGM2

TSPAN18

CX3CR1

CHMP3

RGS5

HLA-DPA1

ALPL

ACKR3

PHACTR2

CCL3

PAMR1

RGS5

ROPN1L

SNURF

NR4A2

C1orf87

EGR1

CD14

C11orf88

NDNF

TAGLN

TUBA1A

FAM216B

VNN2

IGFBP6

UBE2L6

FOS

IL1RL1

PLLP

MT1E

TBX2

CHMP3

NUPR1

MT1A

RNASE4

CD44

TEKT1

C9orf24

LUM

C20orf85

C9orf24

NEDD9

NUPR1

JUN

RPL21

TNFRSF19

WLS

TSPO

AXIN2

EFCAB1

RARRES1

C2

SNRPN

FBP1

CCL5

SELENBP1

C1R

ALDH1A1

ZNF385B

HSD17B11

MT1E

MT1X

HLA-DRB3

SCGB3A2

GCHFR

ZBTB16

LAMA3

RNASE1

SPRY1

VSIG2

NEDD4L

JUNB

UBB

ACP5

DYNLRB2

C6

APOLD1

MAOA

CFH

IL7R

FOLR1

GPRC5A

ANG

CTSC

HSD17B11

GNG10

GPNMB

MATN2

CAPSL

GNLY

SFTPB

IRF1

CYR61

CALB2

CCL18

FLNC

ETS1

C4BPA

IL1RL1

NINJ2

TMSB15A

ZBTB16

GJA1

DMBT1

ANXA2

JCHAIN

SLC39A8

OLFM1

CH25H

EDN1

CDHR3

CCL3L3

HP

ATOH8

FAM183A

APOC1

MS4A8

NR4A2

S100A9

AGR3

SERPINA3

KLK11

FOLR1

SCGB3A1

CAPS

CAMK2N1

MT1G

HPGD

CXCL8

CAPS

CXCL8

HLA-DRB6

HLA-DQB1

ACTG1

MSLN


