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Erratum to: Ann Transl Med 2020;8:380

In the article (1) entitled “The genetic association between type 2 diabetic and hepatocellular carcinomas” (Ann Transl Med 
2020;8:380, doi: 10.21037/atm.2020.02.13), a mistake was made in Figure 6 due to misplaced pictures of Figure 6B, 6C 
and 6H. For correction, Figure 6B, 6C and 6H were replaced with corresponding correct images generated by the GEPIA 
platform (http://gepia.cancer-pku.cn/). The authors confirmed this mistake did not affect either the results or the conclusions 
of the paper. 
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Figure 6 mRNA expression of hub genes. mRNA expression of hub genes in HCC tissue (red; n=369) and normal tissues (black; n=50). 
(A) CCNA2; (B) CCNB1; (C) MAD2L1; (D) BUB1B; (E) RACGAP1; (F) CHEK1; (G) BUB1; (H) ASPM; (I) NCAPG; (J) TTK. * represents  
P value <0.05.

The correct version of Figure 6 is shown below:
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Click here to view the updated version of the article.

Open Access Statement: This is an Open Access article distributed in accordance with the Creative Commons Attribution-
NonCommercial-NoDerivs 4.0 International License (CC BY-NC-ND 4.0), which permits the non-commercial replication and 
distribution of the article with the strict proviso that no changes or edits are made and the original work is properly cited (including 
links to both the formal publication through the relevant DOI and the license). See: https://creativecommons.org/licenses/by-nc-
nd/4.0/.
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