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Background: Breast cancer recurrence is associated
with poor survival. Identifying patients likely to develop
recurrence remains a challenge to the oncologist.
Therefore, the identification of novel biomarkers which are
capable of detecting breast cancer recurrence is imperative
to improve patient outcomes. Mi(cro)RNA are small, non-
coding Ribonucleic acid (RNA) molecules which impact
genetic expression and are recognised as novel biomarkers
in malignancy. Aim: to perform a systematic review
evaluating the role of miRINAs in breast cancer recurrence.

Methods: A formal systematic search was performed of the
PubMed, SCOPUS, Web of Science, and COCHRANE
databases according to the Preferred Reporting Items for
Systematic Review and Meta-Analyses (PRISMA) checklist.
Results: A total of 19 studies which included 2,287 patients
were included. These studies identified 44 miRNAs whose
expression predicted breast cancer recurrence. Results
from 9 studies assessed tumour miRNAs (47.4%), 8 studies
included circulatory miRNAs (42.1%) and 2 studies assessed
both tumour and circulatory miRNAs (10.5%). Increased
expression of 26 miRNAs and decreased expression
of 13 miRNAs were exclusively identified in patients
with recurrence (compared to those free of recurrence).
Furthermore, 5 miRNAs (miR-17-5p, miR-93-5p, miR-
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130a-3p, miR-155 and miR-375) had conflicting data in the
literature regarding their expression, with studies indicating
Conclusions: This systematic review outlined miRNA
expression patterns capable of predicting breast cancer
recurrence. These findings may be used in future
translational research studies to identify patients with breast
cancer recurrence to improve oncological and survival
outcomes for our prospective patients.
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