I -5 9 Bl A 35

J Clin Pathol Res

2018,38(5) http://lcbl. .
(S) hittp://IcblL.amegroups.com -

doi: 10.3978/j.issn.2095-6959.2018.05.027
View this article at: http://dx.doi.org/10.3978/j.issn.2095-6959.2018.05.027

/.

K EIE4R D RNA FEHZ B4 iE PR R it E

EZ? TR

(EAHREERLR A 1. 20159 K2l IR “5+3” LRl 2. JERIEE 7= B P &, st 100069)

2 B 20 R R L B UL B AN SR IR, R LI R R R T A e B R o R BE A G

[ =]
fRNA(long non-coding RNA, IncRNA) & K @I 200M IR, AREISE B, AEA4Y
FINRERIRNA . I A HF TR W In cRNATE iR % A K e ad A vh 2 55 A MO 08 T 4% . B iR i 5
Mgk fe, BAEEAEM . A0 4 0l & A 1E 2 bR A MUR 2 0 3697 . U BRI RERY
IncRNA, DU N i 28 BR 20 MR #9297 K Ao Ll fe =%

[REIA] M EAE, KREEEGISRNA; DL

Research progress of long non-coding RNA in
neuroblastoma
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Abstract
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Neuroblastoma is the most common extracranial solid tumors in children, accounting for the highest incidence
and mortality of malignant tumors in infancy. Long non-coding RNA (IncRNA) is an RNA transcript longer
than 200 nt with no capacity for coding protein, possessing numerous biological functions. A large number of
studies have found that IncRNAs played important roles in cancer progression, such as regulating cancer cell
apoptosis, invasion, migration and metastasis, etc. In this review, we will summarize the roles of several IncRNAs
in neuroblastoma progression, which would be helpful for the diagnosis and prognosis of neuroblastoma.

neuroblastoma; long non-coding RNA; mechanism
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2.1 NcRAN

NcRAN(non-coding RNA, ncRAN)f; F
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