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Research progress in resistance mechanisms of
carbapenem-resistant Escherichia coli

LI Deyu, HE Zhiyi
(Department of Neurology, First Affiliated Hospital of China Medical University, Shenyang 110000, China)

In recent years, the widely use of carbapenem antibiotics has led to the emergence and spread of carbapenem-
resistant Escherichia coli. The emergence of drug resistance increases the difficulty in the treatment of diseases
and even leads to death of patients. The mechanisms of drug resistance may be as follows: production of
carbapenemases, loss of the outer membrane porin and enhancement of efflux pump. This article summarized the
current situation of infection and resistance mechanisms of carbapenem-resistant Escherichia coli, in order to help
medical workers gain a deeper understanding.
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