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Abstract

Objective: To explore the feasibility of serum methylation SFRP2 in the diagnosis of upper gastrointestinal tract
cancers (UGITC). Methods: The serum of 41 patients with UGITC and 36 patients without gastrointestinal
tract diseases individuals were collected and tested by methylation specific PCR based assay detecting methylated
biomarkers—methylated SFRP2 (mSFRP2). Results: The sensitivities of SFRP2 were 68.3% in UGITC, 60.0% in
esophageal carcinoma and 71.0% in gastric carcinoma. The specificity was 77.8%. There was no evidence proving

the correlation between methylation status of SFRP2 and patients’ age, gender and tumor attribute (primary or
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secondary) (P>0.05). In addition, methylation positive rates were increasing gradually with the increasing of
tumor size and clinical differentiation. Conclusion: It is possible to use colorectal cancer methylated biomarkers
(SFRP2) to detect upper gastrointestinal tract cancers. Methylated SFRP2 in serum may have a new promising
prospect as the non-invasive screening tool for UGITC.

Keywords  upper gastrointestinal tract cancers; methylated biomarker; SFRP2 gene
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Table 1 Correlations of mSFRP2 and patient’s age, gender
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Figure 1 ROC curve of mSFRP2 in UGITC patients’ detection
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Figure 2 Positive rates of tumor’s sizes, stages and differentiations
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(A) Positive rates of mSFRP2 in tumor’s sizes; (B) Positive rates of mSFRP2 in tumor’s stages; (C) Positive rates of mSFRP2 in tumor’s

differentiations.
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