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Expression of AGGF1 in breast cancer tissues
and its prognosis
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Abstract

Objective: To investigate the expression and its significance of angiogenic factor with G and FHA Domains 1
(AGGF1) in breast cancer tissues. Methods: The levels of AGGF1 protein expression in 110 breast cancer and
corresponding adjacent noncancerous tissues were assessed by immunohistochemistry. The potential associations
of positive AGGF1 expression with clinicopathological variables and the prognosis of these patients were analyzed.
Results: The positive and negative expression rate of AGGF1 expression in breast cancer and corresponding
adjacent tissues were 41%, 59%, 13.6% and 86.4% respectively (P<0.0S). The positive expression of AGGFI in
breast cancer tissues was positively associated with ER, PR, HER-2 and Ki-67 (P<0.0S). There was no correlation
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between the age, tumor size, TNM stage and lymph node metastasis (P>0.05). Kaplan-Meier analyses revealed

that the positive AGGF1 expression in breast cancer patients was significantly associate with a shorter disease-free

survival and overall survival (P<0.05). Cox regression analyses indicated that the positive expression of AGGF1

was an independent prognosis factor for breast cancer patients. Conclusion: The positive AGGF1 expression may

serve as a novel marker of poor prognosis and a potential therapeutic for breast cancer patients.
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Figure 1 Expression of AGGF1 in breast cancer tissues and normal breast tissues (IHC, X 400)
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(A) Normal breast tissue; (B) Breast cancer tissue.
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Table 1 Relationship between the expression of AGGF1 and clinicopathologic features of breast cancer

- AGGF1E [14%35/[#1(%)]
e PR BEFE B X P
[ PR

iERe/ % 1.907 0.167
<60 39 (60.0) 21 (46.7)
=60 26 (40.0) 24 (53.3)

iR B42/ cm 1.650 0.438
<2 31(47.7) 16 (35.6)
>2H<S$ 19 (29.2) 17 (37.8)
>S 15(23.1) 12 (26.7)

YL 0.013 0.994
1 22(33.8) 15 (33.3)
1I 22 (33.8) 15(33.3)
III 21(32.3) 15(33.3)

A5 1.985 0.159
g 46 (70.8) 26 (57.8)
e 19 (29.2) 19 (42.2)

TNM53-H 0.321 0.571
I+11 34 (52.3) 26 (57.8)
111 31(47.7) 19 (42.2)

ER 4.395 0.036
B4 19 (29.2) 22 (48.9)
R 46 (70.8) 23 (51.1)

PR 6.764 0.009
B 40 (61.5) 38 (84.4)
FHAE 25(38.5) 7 (15.6)

HER-2 4.621 0.032
[ 45(69.2) 22 (48.9)
FHME 20 (30.8) 23 (51.1)

BAFH R R (Ki-67) 4.395 0.036
<14% 49 (75.4) 20 (44.4)

= 14% 16 (24.6) 25(55.5)
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Figure 2 Relationship between AGGF1 expression and survival
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Table 2 Univariate Cox proportional hazards model analysis

of prognosis in patients with breast cancer
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TNM 0.636 0.274~1.477 0.293
Ki-67 0.409 0.175~0.958 0.039
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Table 3 Multivariate Cox proportional hazards model

analysis of prognosis in patients with breast cancer
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