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Research advances of viral metagenomics in
HPYV infection related diseases
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(Department of Dermatology, Affiliated Hospital of Jiangsu University, Zhenjiang Jiangsu 212001, China,)

Human papillomavirus (HPV) is a circular icosahedral double-stranded DNA virus, belonging to Papovaviridae.
In recent years, viral metagenomics based on the second generation sequencing technology is gradually emerging,
which can obtain all the viral nucleic acid information directly in a specific environment and carry out sequential
evolution analysis. It can be used to study the diversity of virus in the environment, identify unknown virus,
monitor the variation of virus in real time and find new virus that may exist. In this paper, we review the recent
studies of viral metagenomics and related detection methods in HPV infection related diseases, in order to provide
new ideas for the detection of HPV related diseases.
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]\?L%@ﬁ%(human papillomavirus, HPV)%
225 Wi 7 Bl (Papovaviridae) FL 3k I8 9 7 J& o (1Y —
i LA R - 1 AR 45 4 ) AL B dsDN ARG 2
B %2202 F R RIHPVIE AL A]
S Ha. By, mufilnu $AJE. HAETX FHPVE
RUPY RGN 32 A v TR AL IRIT A, W HPV
R J7 A B A i BE SN A I i . AR AR AC
B MR A i AR AR, AR R B X T E A
IHPVIE S, T4 AR ¥ (next generation
sequencing, NGS) AR B9 15 2 3 K 21 2% (viral
metagenomics, VM) ik LUREE P8 4 309 7
MR R AR B AR 4, R G s Iy B304
Bepk O R JECER Y, 32 8 TR B AR A SR A B AT L
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Eﬁ(formalin fixed paraffin embedded, FFPE)%H =
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Wong 2% 201 34F 2201 94F [0] 77 3 AR 0 %
= B B 12 1 9 7 191 i B M H PV AH G 1 3k 25150 5 R
?H}H@%(head and neck squamous cell carcinoma,
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PEH LA =Y 2 (p16 immunohistochemistry,
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PE3AE T 0T DL 42 5 I e 4 i N B S 1 9 5
DNAB #H B A5 i 5 i RNAY 5t &,
INHPVDNA-ISHXIHPV E A ¥ B (1) 45 5 1k H 4
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2o AHIRE, — WL T Ob % K 2% 110 5 ER 20 i e
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R A0, HPV RNA-ISHAEMS7E95% 1 p 16 FH 1
g 5 rh K THPV RNA, EHIHPV RNA-ISH/Z i &
HP VAR S M A 3007 . BB R h &0
A HPV ISHXTHR-HPVAG I GE 1 it & B . X F
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WL B BRI T), B VMo BB A o 9% 7 7
§, KRMHPVIFH & F AL, ATikoowld .
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o LI PR B S8 A T R P 1 B 3 T — A
By R A BRI T i, A E T e PR B AR R TR
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