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gene expression database based on R language. Methods: Following screening the endometrial cancer sequence
set GSES6087 from the Gene Expression Omnibus (GEO) database, differential analysis of genes and signal
pathway analysis were performed based on R language. Potentially significant genes with high expression were
selected from the results for immunohistochemical verification. Results: Through genetic difference analysis,
enrichment analysis, and signal pathway analysis, high expression of metabolism-related genes CYP3A4 and
NR1I2 in endometrial cancer tissues were screened out. Immunohistochemistry of clinical specimens showed that
the expression of CYP3A4 and NR112 in cancer and adjacent tissues was statistically significant (P<0.05), but they
were not highly expressed. There was no significant difference in expression of CYP3A4 and NR1I2 in different
endometrial cancer stages (P>0.05). Conclusion: It is feasible to analyze the gene difference and signal pathway
in the existing gene expression database with R language. Differential gene analysis of GSES6087 sequence results

showed that the CPY gene family and NR gene family related to lipid metabolism were highly expressed, especially

CYP3A4 and NR112, which are worthy of further research.
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Figure 2 Heterogeneous clustering heat map of differential gene expression value in GSES6087 dataset
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R1GSES6OS7EREFESHEEELER
Table 1 GSE56087 enrichment results of differential genes in signaling pathways
GO ERezilis LogP BEE Z- TPy
CORUM:430 185 U11/U12 snRNP -7.59 55.91 16.46
R-HSA-77387 JBE 5 R 2 AR 1L -5.60 4129 12.57
CORUM:1181 C B AR A -14.12 37.37 19.80
R-HSA-917977 TR AR N A RN -5.28 34.63 11.46
CORUM:2755 175 U2 snRNP -5.17 32.53 11.08
G0:0000387 B4 snRNP B i ~7.40 30.97 13.23
R-HSA-72165 mRNA 854 - LR ~7.40 30.97 13.23
G0:0033572 R s -5.01 29.82 10.58
GO:0015682 His -4.92 28.25 10.28
G0:0015991 ATP 7Kl & -5 -3.72 26.84 8.66
G0:0039694 G RE RNA HEK 4142 il -3.72 26.84 8.66
G0:0099131 ATP JK AR IR 25 715 i i -3.64 25.16 8.36
CORUM:351 EUEEZEN ~14.23 24.75 17.29
hsa04721 e fil/NELFIR —4.04 17.04 7.80
R-HSA-72172 mRNA 5§ -11.17 16.86 13.46
R-HSA-72203 EFA S AT HY pre-mRNA AT ~13.75 16.50 14.88
hsa05120 A TR R R b B AN S S -3.91 15.79 7.47
hsa04145 AR -5.75 12.20 8.53
hsa00190 LN g -4.97 12.11 7.86
G0:0015909 KA R IR ie -2.70 12.02 5.52

SR E Sl B s AT, B e i G A DG B G O: 0015909,

Gene set enrichment pathway analysis shows that the results include long-chain fatty acid transports pathway GO: 0015909.

F2 FENREREARSHMAE KT LB

Table 2 Comparison of blood lipid levels in different stages of endometrial cancer patients

I AEFE bR 1] (n=41) 11 1 (n=36) P

TG/(mmol-L™) 1.62 (0.96, 2.20) 1.34 (0.84, 1.86) 0.14

TC/(mmol-L™") 5.32 + 1.05 5.55 (4.70, 6.36) 0.55

HDLC/(mmol-L™") 1.28 +0.32 1.38 +0.42 0.23

LDLC/(mmol-L™") 3.51+£0.77 3.86 (3.07, 4.32) 0.35

ApoAl/(gL™) 1.34 £ 0.28 1.37 £ 0.38 0.72

ApoB/(gL™) 1.05 +0.22 1.02 +0.38 0.62
CYP3A45NRILTES S5 42U Rk 2 BUIZER G E L (P>0.05, &4).

A G X (P<0.05), HIAER %Kik (F3), CYP3A4 5 NRIT2 B LU~ F ik R W

CYP3A4 5 NRII2TEAN[A] -5 PN 48 43300 v 110 8 3k 1

K3,
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3R3 CYP3A45NRIRERE SEFARMRIZER (n=77)
Table 3 Expression of CYP3A4 and NR112 in cancer and adjacent tissues (1=77)

RIREFEA RIRGEHL 9 /[ 1) (%)) S5 /1] (%)) X P

CYP3A4 HHERiE 41 (53.25) 15 (19.48) 18.97 <0.01
Rk 36 (46.75) 62 (80.52)

NRII2 B 37 (48.05) 14 (18.18) 15.51 <0.01
RIRih 40 (51.95) 63 (81.82)

4 CYP3A45NRIRTEF E W IRE AR E I RIZER
Table 4 Expression of CYP3A4 and NR112 in different stages of endometrial cancer

FIREEA FIRAF L T /[ 1 (%)) 139 /[ 4] (%)) X p

CYP3A4 Rk 23 (56.09) 18 (50.00) 0.29 0.59
3Rk 18 (43.91) 18 (50.00)

NRII2 [=E37 21(51.22) 16 (44.44) 0.35 0.55
ik 20 (48.78) 20 (55.56)

E3 CYP3A4. NRIRFENEEREFSHRARRHELIN FLEE(Ventana, X 200)

Figure 3 Inmunohistochemical staining of CYP3A4, NR1I2 endometrial cancer and adjacent tissues (Ventana, x 200)

(A) CYP3A4TET By MBI ALV BT K s (B) CYP3A4TE T NI 5 L SUh MRk s (C) NRI T8 B 418U
FAPERIK; (D) NRIAE T8 N B 5 H AU R BT Rk

(A) Positive expression of CYP3A4 in endometrial cancer tissues; (B) CYP3A4 is negatively expressed in the tissue adjacent to the
endometrial cancer; (C) positive expression of NR112 in endometrial cancer tissue; (D) NR1I2 is negatively expressed in adjacent tissues of

uterus endometrioid adenocarcinoma.
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