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BH: K508 S 4 4 P miR-let-7b . IMP3 X HMGA2HZEIR TG, IR HAH M DL K Il R 2
Mo Ak HHR20164F1H £20204F7 H Hx M T 0 BE BE B 207 61 B ST SR A A I X 4, Hirbfg
?ﬁﬁﬁgéﬁ(normal cervix, NC)30T§U N 1&&%%L§Wﬁ/}f(low-grade squamous intraepithelial lesion,
LSIL) 326 . g R b FZ Y95 4% (high-grade squamous intraepithelial lesion, HSIL)39fi . ‘& Fifif i
(squamous cancer cervix, SCC)106f], >Kreal-time RT-PCRIE A M B 5 2H 21 1 miR-let-7b [} 3 3k 7K
W, R AR AR I B F AP IMP3 . HMGA2I KL, /3 HrmiR-let-7b. IMP3. HMGA27E
B T R IR A OCHE DL K = HSCCRE IR 2R IE I C R . &R MiR-let-7b7ENC .,
LSIL., HSIL. SCCH IS ik & B i T W% (P<0.01), IMP37ENC. LSIL. HSIL, SCCH"
B PR 23R R0 0 H3.3% . 46.9% . 79.5% . 89.6%; HMGA2TENC, LSIL, HSIL. SCCH M A
FAr A 13.33% . 53.13% ., 87.18% . 88.68%. SCC., HSIL., LSILSNCKSCC, HSIL5LSILAJIMP3 KX
HMGA2HH I, 255 G it L (H4P<0.05); SCCHHSILILH, —HMELHNEF LS IT%E
X (P=0.05)., SCCHEE EDTAHLA PmiR-let-7b. IMP3, HMGA2FK ATEA 4R N 2R LG 24 X
(43 5|P=0.691, P=0.957, P=0.132), 1M = HTEAF SRR | WESEERIRE . FIGOH . RiEH
B B3k 22 A Ge i X (3P<0.05) . 4518 : SCCHZ HmiR-let-7bfK 15, IMP3, HMGA2E %
35, miR-let-7b5IMP3, HMGA2FE A2 MM X, IMP3 SHMGA2E LR IFM G, =HFFikSGSCcCH
HINFIGO ] . /LRI | KB A RIS | RIAREA G, BARK M miR-let-7bHIIMP3 . HMGA2
IR T BEXT B S e i L2 L B o L RIS SR — e B
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Abstract

Objective: To explore the expression of miR-let-7b, IMP3, and HMGA?2 in cervical squamous cell carcinoma
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tissues, and explore their correlation and clinical significance. Methods: A total of 207 cervical tissue specimens
from Xuzhou Central Hospital from January 2016 to July 2020 were selected as the research objects, including
30 normal cervical tissue (NC), 32 low-grade squamous intraepithelial lesion (LSIL), 39 high-grade squamous
intraepithelial lesion (HSIL), and 106 cases of squamous cancer cervix (SCC). Real-time RT-PCR method
was used to detect the expression of miR-let-7b in cervical tissue, and immunohistochemical method was
used to detect the expression of IMP3 and HMGA2 in cervical tissue. The correlation of miR-let-7b, IMP3,
and HMGA?2 expression in cervical tissue and the relationship between the three and the clinicopathological
characteristics of patients with SCC were analyzed. Results: The relative expression of miR-let-7b in NC, LSIL,
HSIL, and SCC decreased gradually (P<0.01). The positive expression rates of IMP3 in NC, LSIL, HSIL and
SCC were 3.3%, 46.9%, 79.5%, 89.6%, respectively; the positive expression rates of HMGA?2 in NC, LSIL,
HSIL, and SCC were 13.33%, 53.13%, 87.18%, and 88.68%, respectively. Comparison of SCC, HSIL, LSIL
and NC groups, and comparison of SCC, HSIL and LSIL groups, the expression of IMP3 and HMGA?2 are
significantly different (all P<0.05). Comparison of CSCC and HSIL groups, expression levels of both was no
significant difference between groups (P=0.05). The expressions of miR-let-7b, IMP3 and HMGA?2 in cervical
tissues of patients with SCC were not statistically different in different age groups (P=0.691, P=0.957, P=0.132,
respectively), while significant differences in the expression among the three were shown in different levels of
differentiation, lymph node metastasis status, FIGO stage, and depth of invasion (all P<0.05). Conclusion: The
expression of miR-let-7b is low in cervical squamous cell carcinoma, and IMP3 and HMGA?2 are highly expressed.
miR-]et-7b has a negative correlation with IMP3 and HMGA?2 expression, and IMP3 has a positive correlation
with HMGA2 expression. The expressions of the three are related to the FIGO stage, differentiation degree,
lymph node metastasis status and depth of invasion of cervical squamous cell carcinoma. The combined
detection of miR-let-7b, IMP3 and HMGA2 expression may provide a certain help for the early diagnosis,
disease staging, and prognosis of cervical squamous cell carcinoma.

miR-let-7b; IMP3; HMGA2; cervical squamous cell carcinoma

Yy, kG BUA BT A 05 ik O s SURE RS W

—, AR, EBUR RN FBOR R, RO AR
R B AL . B AR A BRORT HS O B0 R 1 29
S2UT B, A 2 B E B SR, XL IE
TR B h 2947 85% K A e K E %8, JLF—F 1)
RV U R R TR S W R Ry . B
T I R A R i R 5 v fe N FL Sk 9 6 ¥ (human
papilloma virus, HPV) R R UM, BRE
909 1) e I 2 T LA 5 R A B H P VRS I K U
4f Jifd 2% ¥ £ (thinprep cytologic test, TCT)ki#r (1)
Jr Ui R B, B T AT 215 5T i 2oy
BHUREAARE BT, P AR IR RO A
TEARHK . SCIERREEAR . WA KR . TE 2 PR A 5l
{1295 /ST AR TS U o = 1Y < e A o G DO
I D76 S U U A AR AR AR AR, HoR
o A RE R AR AE S MR B O e SORG YT
B LS A T8 R TR I A R S 1Y
A R Al b, SR BB RO A R AR

P A3 L D TS B AL R A A K
MicroRNAJE — 2 5 B2 51 19 3F i % FRL 4% /)N
4y TRNA, I microRNAR W) & i % K 21 4
b, WS SRS . A A, FEd
NG aB IR =R NN BB R N W Yl
P mRNAK 3 -UTRIX 3, i TR E A K
VE I W i mRN A S T~ 5030 I m RN A 1 B 33 0 72
TE i SR ACE UG SR G ACE M R ], N2 5
I AN LR35 . R2E . TR ME T LR, A
KmiR-let-7 FK G & H A b 5% e A miRNA K 5 2
—, CHOIESEAE 2 R AE T R AR, i
L AW . FLMR . BRI R N R A
WA B b 1 4P miR-let-7b 7E LT
T 5T 248 B ) ARG 3 38 AT BE 5 IR A0 A g 1Y) AR
RIEALN, S FERARKNFI aRNAL G &
F13(insulin-like growth factor II mRNA binding
protein 3, IMP3)J& R KA K FmRNAZS &
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EHRGER R . IMP3 T2E7 5 Jeikpl1.s,
BRI E A, HAEE R AL RIRRAL, T
5 22 Tl g vh Rk B B, e e e
?ﬁﬁiﬁ%ll(insulin-like growth factor II, IGF-
IT) 956 5 10 412 3 e e 400 L3 A=, R4 B0 AR T
o IR A M A DL R N R 2 —, BRTE
WEZE R . IMP3FE AR | B L A
B . S EWE . B B . OREUE . T
P REE g | D A7 i R IR T R R N e A — R
Ji g vh G 2R3k o IMP3 R SR IAAR T 40 I & B R0
1RZBVERIIE W, 428 IMP3TE ilad & J 0 ik e F Jié
A AR R I R R 2 P RS E ] . TR R
A2(high mobility group A2, HMGA2) 2L E 4%
R, R—fERES, T4 EE SAT
MY DNAJT 1 DI 52 0 G4 (05T (R 45 4, 3 4o 98 5 48
Ja91 . A2t b gk - 8] 7 5 4% AL (epithelial-mesenchymal
transition, EMT)&q:é[HH@Q&E%ﬁ\ I DNA
05 16 52 45 v A 4 o I g 1 S o Sl L R B RN EG
F%, b n] DLd 3k OR A i R 0 il e ogg e g T, A
KRR e A e b il B e B IR T,
HMGA2 15 IR R A R UG, AT RERLH
SR UG 9 — DS AR . R, H AT B
9% P miR-let-7b . IMP3, HMGA2 /YK A B 5 i
Do RS K Freal-time RT-PCRIZE K M miR-let-
TbIEA B SH L P Rk, SRR A 2
ERIIINIMP3 . HMGATE B il 202U iy 3k
I3 BT =38 B AR DG DL K 5 i PR BRARAE 19 O &R
PRI =38 18 B SR A R e h AR

1 MR EFHE

1.1 ##

P 2016471 H 2202047 H 4R M T o B2 B
19207 (A7 T -80 °CUKAE B9 B BT R LU WEFY
X%, HPal$E E® E Fl(normal cervix, NC)30
i AR EEIR B A A (low-grade squamous

%1 MiRNA-let-7bF I S U6HIS | ¥ 5

intraepithelial lesion, LSIL)32f . & wk b5
9% 4 (high-grade squamous intraepithelial lesion,
HSIL)39f . ‘& #if§ I (squamous cancer cervix,
scC)1o06fl, HFFER22~72% , Hrp1o6fF Hi
ZHAURR 4 [ B 43 7= BB 2 (Federation of Gynecology
and Obstetrics, FIGO)FrifE/r M1/ k66 . 111/
VI IEa0f]; HRYE 5 AFR B 53 M v rh o Ak 4 se ]
TR ZH SO 5 ARl AR 5 o FHUAS: A ik U 45 A 2B 5 7%
B s2M, TERERE A S4B ARG ik EE R A iR
HRE <1/200F 550, RIHEE>1/2094 5141,

i BE R SR, W2 T RIBIT, SCC
BBE AR ET SR FEAT AT, R B U 2 2
LSIL., HSILEHHEUIAR BB H4140; T E IR
R H A AR B 250 78 £ R rh B IUE W B S 4L,

1.2 FERASXEE

MiRNA 1st Strand cDNA Synthesis Kit(by
stem-loop)(MR101-02) ., miRNA Universal SYBR
qPCR Master Mix(MQ101-02) . ¥ AIMP3
SLREUIA (ab179807) . BT AHMGA2 HL 58 FEHT
& (ab207301) . BB W0 2P A K 77 &5 (P V-
9001) ., DABIE {0 ¢ (i & (ZL1-9018) ¥ F F
SOEMEREE VIR IR A A .

1.3 Real-time RT-PCR j£E#2 il miRNA-let-7b 7£'§
AL R RIE

R 4 B miRN A ) & UL W] % miRN A AT
PRI, FEIUE (A% B2 v 52 4G I S0 AG: T RN A Ve 32
K s B, i R VR B Sk W AT cDNAG I,
R 25 A4 HR R SRl ) e U I A T, IR
M EAF: 25 °C Smin, 50 C 15 min., 85 °C 5 min,
P RNAJE: 5% HcDNA, LIU6YENNZ, fiiHIPCR
WA & X miR-let-7bHEAT 2 EAGI o B 451 M
A 98 C 5 min, PEHNI9S C 10s, 60 C 30 s
(40 MEF) . NZU6FHImiRNA-let-7b5 | ¥ JF 51 W,
Fl, R A miR-let-7b AT X Rk K-

Table 1 Primer sequence of miRNA-let-7b and internal reference U6

5149 miRNA-let-7b U6

EIS% 5-GCGCGTGAGGTAGTAGGTIGT-3' 5'-AGAGAAGATTAGCATGGCCCCT-3'

5% $-AGTGCAGGGTCCGAGGTATT-3' 5'-AGTGCAGGGTCCGAGGTATI-3'

— S'-GTCGTATCCAGTGCAGGGTCCGAGGT- §'-GTCGTATCCAGTGCAGGGTCCGAGGTA-

ATTCGCACTGGATACGACAACCAC-3'

TICGCACTGGATACGACAAAATA-3'
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1.4 REHZAWLZE SP E#R N IMP3 & HMGA2 &
BESMALPHERIE

W A7 4 R S S R (R4 um) S
BT R JEOK ZE K PB ST T R AT I 0 Ab
B, SR 5l 3% 5 AL K TG N TR AL, B
R I I PBSIE W R 3IK, HIKS min, fiff
Mg kit iriiBe g, %k E TrH 6.0
P A A R 4 0 R TR, AR i A R R S S R T
H, EEBRAELRG HPBSTHUE3 R . 1 vEsE B
PIF, 10 min, MIARYAIMP3 ¥ 5 4T
A (1:150) A%t A\AHMGA2Z ol Hiik (1:100),
4 CHFHE12 he WHERTRE, MALEDREIRicH
TP, 4 CHBFE20 min, WHE S HRELR, N
ADAB RO B S min, ZJZ&mve. EY: . i
Ko BHRTFIRFDME T, HHPBSE
FR—HTAE Ay BH 1 X

1.5 REAANFLERAE

IMP3 BRI T4 M o, L4 j 5 P s B
T 00 B A (0 R N IMP3 YL {6 [HE . HMGA2
TEE AL h EEONMMAZLE A, 2R A
WO, M R . Y P AN
Ji (5B S < 10%205, 10%~29%iC 1457,
30%~59%iC29F, =60%ic35; YeimE N
FHE0 . REM L. RG22 R A3,
Bk U R e €05 B2 A5 43 55 BH M 40 i 4 R AR 4 1Y
TR <3 MAMERIR, >3 MHMRIE,

1.6 GritF4bE

SRINSPSS 19,08 H25 5 P X HCHE HE 1753 47
T OB A B bR i 22 (Res) R, 4] LR
T2 HT s BT A (%) o, IR AR
KB . P<0.05 K22 AT GEIH 28 3

2 AR

2.1 MiRNA-let-7b ZE A E B I H L PRI FRIAKF

MiRNA-let-7bZENC . LSIL, HSIL. SCC 44
A AR 6 R 3R K RIR A1.2240.16, 0.8140.08
0.56+0.09. 0.34%0.10, SIKK PR, 1E
SCC 4, miRNA-let-7b5% A K B E (K TNC
20 . LSILZ . HSILA, HSILA AUmiRNA-let-7b%
KK EMCTNCA . LSILA, 2% H %1%
= X (#p<0.01, K1),

LSp=
i
|
B 10
=
>~
Z T
E‘
=)
o
3
<
Z ospe
g
—
0.0
NC LSIL HSIL Nelo

El1 miRNA-let-7bTEAR [E] B HA R AR IZKF
Figure 1 Expression levels of miRNA-let-7b in different
cervical tissues

**P<0.01.

2.2 IMP3, HMGA2 EHEE AL FHIRIEKF

IMP 38 [ 3222 4547 T V90 4 A6 7 &4 e o v
LR A UOR . HMGATE B S 240 2 h 40 il
MEA, BREEEASEEO, MR hwa s
#ik(®2), IMP3fENC, LSIL, HSIL. SCCHAY
PHE 2K AN 3.3% . 46.9% . 79.5% . 89.6%.
HMGA2{ENC. LSIL. HSIL. SCCH M £k
BRI 13.3% . $3.1% . 87.2% . 88.7%. SCC.
HSIL., LSIL5NC4], SCC. HSILSLSILZIMP3
FMHMGA2L#, —#HRINWAH M 2= 5940 5112
= Y (¥P<0.05); SCCHHSILAIMP3FIHMGA2
B, ZREHEIFEL(P>0.05; #2, #3).

2.3 MiRNA-let-7b 5 IMP3, HMGA2 Rix/kFELH
EISEIERRIEHIENX R

IMP3 ., HMGA2% k5 5 #9845 MIEFIGO
S RIETEE . SR e RREA (Y
P<0.05), 1fi G4 TCK(P=0.05, F4).

2.4 B M 8 % A H | miRNA-let-7b, IMP3,
HMGA2 RiXFIHE XM

Spearman X 0 My K W . H B 6k I 4H 21
FIMP3 . HMGA23K K Z [ B A U] Y 1F A5 ¢
:(r=0.367, P<0.001, #5). miRNA-let-7b 5
IMP3 ., HMGA2TE £ S 95 v 1) 28 35 7K 7 34 522 47 A
X (r=-0.461, r=-0.538, ¥JP<0.001, %6).



MiR-let-7b, IMP3, HMGA2 7F'& s 3k S R & X Jp3dif,

4

LSIL
i

i

IMP3

HMGA2

E2 AEIEFHAL T IMP3. HMGA2PAHERIAER(SP, x 100, x 400)
Figure 2 Positive expression of IMP3 and HMGA?2 in different cervical tissues (SP, x 100, X 400)

K2 AEESHAL IMPIRIEKTE

Table 2 IMP3 expression levels in different cervical tissues

T ) IMP3

PR /451 B4/ 151) PR /%
NC 30 1 29 32
LSIL 32 15 17 46.9*
HSIL 39 31 8 79.5%
Nele 106 95 11 89.6*
X 90.231
P <0.001
5NCHLIbEE, *P<0.05; HLSILA HLES, "P<0.05,
Compared with NC group, *P<0.05; compared with LSIL group, "P<0.05.
R3IAEEHAL HMGA2RK LK F
Table 3 HMGA2 expression levels in different cervical tissues

HMGA2

S B n

PR /11 B4/ 151) PR /%
NC 30 4 26 133
LSIL 32 17 15 53.1*
HSIL 39 34 S 87.2*
Nele 106 94 12 88.7
X 75.925
P <0.001

5NCH H#E, *P<0.05; SLSILAH HL#, "P<0.05,

Compared with NC group, *P<0.05; compared with LSIL group, “P<0.05.
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34 MiRNA-let-7b, IMP3, HMGA2RIA S F 5 HEHE I KR IEFFIERI X R
Table 4 Relationship between the expression of miRNA-let-7b, IMP3, HMGA2 and the clinicopathological characteristics of

cervical squamous cell carcinoma

S MiRNA-let-7b IMP3 HMGA2
n = J
FEE gf; iff; ¢ P fjﬁ; R 70 N
R % 0.158  0.691 0.003 0.957 2274 0.132
<50 49 8 41 44 (89.8) 41(83.7)
>S50 S7 11 46 51(89.5) 53(93.0)
FIGO/ 7294 0.007 5754 0.016 6.490 0.011
/11 66 17 49 55(83.3) 54 (81.8)
11/1vV 40 2 38 40 (100.0) 40 (100.0)
IR 6336 0.012 4139 0.042 8190  0.004
kst 50 4 46 48 (96.0) 49 (98.0)
=Pt 56 15 41 47 (83.9) 45 (80.4)
N REAT 7 10251  0.001 11.819 0.001 8.980  0.003
g 54 16 38 43 (79.6) 43 (79.6)
f 52 3 49 52 (100.0) 51(98.1)
R 6.790  0.009 4405 0.036 12.548  <0.001
<1/2 SS 15 40 46 (83.6) 43(78.2)
>1/2 51 4 47 49 (96.1) 51 (100.0)
s EHGBALPIMP3, HMGA2RIEHIHE XS 3 Tt

Table 5 Correlation analysis of IMP3 and HMGA2

expression in cervical squamous cell carcinoma tissues

IMP3 e

PH 4 FF
FHE 95 88 7
Br 11 6 5
r 0.367
P <0.001

Fo6 EHEE AL PmiR-let-7b5IMP3, HMGA2RIEHK)
EESES i)
Table 6 Correlation analysis of miR-let-7b, IMP3 or HMGA2

expression in cervical squamous cell carcinoma tissues

IMP3/ 4 HMGA2/ i
miR-let-7b
fEPE B B FA M
ek 19 9 7 7 8
(50 87 86 4 87 4
r ~0.461 -0.538
P <0.001 <0.001

B S e ME AR T R S0 T i B E L
(R 2z —, HRENAIT F B EEE TR
I, BARIRIT FR A B SR, HEEW)E
BRTEIF A2, J0 I 2 i 1) ol A B8 M e S
ALK R R T, R, S5 5 S L R &
JEMIFE W ARG, X B S 1297 I Wis H)
Wi KR S

MiR-let-7bJ& —Fl 12 17 78 T Wi 7L 20 ) 40 i
YR 45 T, miR-let-7b Y 5% 2838 5 2 Fh 25 10
PG 98 4 %) 8 2 TR A R TR MR O , JHETE R TR 28 Y
{14 Jie Jg v 49 YRR i s T VE R, BRI B Al
SURESE, TERFMAM P, miR-let-7b 7] LU0l
CCNDI1FE ML, T E W m e, 6
PR R VE . HeZ " IHFSE KB let-7b4D
1] PLK 14101 6l 1T 4 i %6 (hepatocellular carcinoma,
HCC) 4K I 18 i W55 PLK 140 5 19 A 7 R e 1k
SR A T, N R AE . AR
iR . miR-let-7bfESCCH L, HSILAH L
X R IBHRLSILAH L . NCHL P M REBET
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P F, TE W] SR b 2Rk A L) SR
fi%, BlEE MR, MRIEHIRER . FIGOS)
Wi . b RREZE . AMEEHEE, miR-let-7b
) 2% 35 DU A K A, P miR-let-7b7E B 551 i 97
rhoA] e R R B A AE . IMP3 A E HHIMP1 |
IMP2FIIMP3 38 A R . XEeHEHFILF R
FEIR NG A& AR R Rk, B T LU T mRNA
Wiz . BIEEMER ., HTEMNSmueE. 3
. REAEB A, EN1WIRZETI6E T fgHE T
JE AT HAB LB 4> F, fU45CD44. CD24. 40HE %,
B/ T (ALCAM. Syn CAM. MCAM) . 48
FEEE ORI, IR E T IMP3EE R LI AR A
VNIE &SRR =T N 1 o8 N A D I
BIAR, BRI IR IMP3mFEIA S .
DP L | PR F R S L e Ok R R TS A R
HMGA2 & —FfE IR 8 1, 8 78 155 i A\ 2121
R R AR A B RE ORGSR Rk,
o A0 R A2 HEEMT K T 40 3R T
P DNAFE B A5 AR A Mg 1 S H 0 L A7
MR, L5 RESE T I, WITHMGA2
S5 TR . FLIR I A g S R AR R A
RS, ZhuZEVR . HMGA2M b VR T 0
FEHJEMT . Huang%[ls]ﬂﬁggﬁj\*ﬁﬂﬂ?: e 7K
HMGA2 1] 625 1% B 40 i B 4 e . ks . 2
6 s R R A I AR R RAE AR R A L, AR
FoE e e LUk A 25 R BoR . SLSILAL . NCHLM
I, SCC4l. HSILZIMP3 . HMGA2 M BHH: %=
s mAh, MOEREE . . k. A
WRELESFE R Al 5 M R . IR Al
To Uk B 45 G R 4 AH L IMP3 . HMGA2 Y BH M 3234
RPBTE, ZRA5I¥E X (P<0.05), £
IMP3 . HMGA2 5 235 0] g5 B S5 1Y o e % D)
M. LinZEMWFSEIESE . miR-let-7bif 1o 5 Hi3'-
UTRIX 454 HEMHE IMP3 R F ik, 7813 F A miR-
let-7b XS S LZH I, TGE2 1Y & 1 /K SF ifi i
mRNAK V2B, U IMP3 A miR-let-7b (1 # f
Z—. HMGA2M3'-UTRE A 71 5let-7 miRNAH.
BRSO . LiZEPOIRRSE R B AE HUR IR L Sk
AR T miR-let-7b Al RE S FEINHMGA2 R IA K-,
HHMGA2R GES Wi let-7b )4 ThfiE, £ M
HMGA2 A B s&let-7b i N iF PR . SNHG16H] LLid
T HCCH flet-7b-5p/HMG A2 %l e 41 17 41 Jifg
R FEMTHE R, Sheen®SW LI, AR @ E
JEh, IMP3 W] LA%S A I R HMGA2 mRNAMI 54
ENE, HE KX SHMGA2E L R IEMH L, MiR-let-
7L 7E FOR IR PO MR YL A

Pk 25 i i 9 4 A S iR P A S HMGA2 I R 38 .
AWFIE Spearman M K HT A5 R R I . TEE Hilgh e
FrmiR-let-7b FIIMP3 ., HMGA2E A 2 M AHx,
IMP3 5 HMGA2 KB R IEM K, 5 FiFIFEEsR—
H, £ miR-let-7b ] {88 i 1 12 ¥ ) B[R] 422 8 12
IMP3 . HMGA?2 [ %35 5% Wi B 806 1 & 4 R
{EABF T A Z AL 7E THSIL, LSIL M NCZ A ZH
KRB JE e H H A2 #imiR-let-7b 5 IMP3 |
HMGA2Z ] 75 7 #f 5 v i BARAE AL J7 1w,
PRI BREA & | 58 3 IR A 40 i 52 5 i — 25 5
UE o BEAh, ASEEG AR AT R B 45 Hh A Il X b
B, EAMNE I miR-let-7b . IMP3 ., HMGA2%
IR HH LUK R, 827 I R oA i =
FHFRIKBAHP VA KT CTH A % B 291 i 5 1
W B HIR TS A R
2 FRNAR, IMP35HMGA2TE B 2 i Jig 4H 21

PIREERE, MENFRBEZIEML, MmiR-let-7b
TE 5 S H 2 rh 2R L, H 5IMP3 AHMGA2
RBBAMK, = FH R H MR W R EEE .
FIGO4r . b . A Uik L4556 55 3% 4
K, MEFERBRITHECR, XRWA=HTREAES
FEE ) A . KRR REEEEM, SR
kB U AR AR B T R F . il BETE IR IR 12
ST 3 B TP A K M miR-let-7b AIIMP3 . HMGA2%
ik, AW AMHPVAAL, TCTHi#, LI HAD
HH S I PRAG A 45 5%, ml BB B Sl 98 19 L3 12
Wi, B L RIS PR — e Bl

S 3k
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