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Introduction

Immune checkpoint blockade (ICB) has substantially 
improved the clinical outcomes of advanced non-small-cell 
lung cancer (NSCLC) (1,2). However, only a minority of 
patients satisfactorily respond to ICB treatment. Currently, 

all clinically approved companion diagnostic tests for ICB 
immunotherapy, including immunohistochemistry of 
programmed cell death ligand-1 (PD-L1) expression (3), 
tumor mutational burden (TMB) (4), and microsatellite 
instability-high (MSI-H) (5), are based on formalin-
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fixed paraffin-embedded (FFPE) tumor tissue specimens. 
Despite the availability of these assays, the identification of 
responders to ICB immunotherapy is not always possible, 
partially due to the unavailability of archived tissue, 
refusal of re-biopsy, or lack of sufficient tumor cells in the 
specimen. Therefore, it is imperative to develop novel 
predictive biomarkers to expand the number of patients 
who may benefit from receiving ICB immunotherapy.

Circulatory tumor DNA (ctDNA) has been considered 
as a promising biomarker in guiding decision-making in 
numerous tumor types (6-8), and the utility of ctDNA 
sequencing is under active investigation in the field of ICB 
immunotherapy (9-11). Accumulating evidence supports 
that the estimation of TMB from blood ctDNA (bTMB) 
has application potential in cases where archival tissues 
are lacking or insufficient for routine tissue-based TMB 
assessment (12,13). However, the evaluation of bTMB 
requires sufficient input genomic DNA, which is not always 
available. Moreover, a cutoff for delineating high or low 
bTMB and an optimal sequencing pipeline to determine 
bTMB remain incompletely defined and need further 
investigation.

Recently, non-synonymous mutations in Titin (encoded 
by TTN), which is responsible for the passive elasticity 
of muscle tissue, have been related to higher TMB 
and improved ICB treatment efficacy (14). However, 
the usability of TTN mutation in ctDNA in selecting 
responders has not been investigated. Here, the predictive 
significance of TTN mutation was investigated in two 
independent cohorts of patients with NSCLC to determine 
whether TTN mutation in ctDNA can serve as a biomarker 
for sensitivity to ICB immunotherapies. We present the 
following article in accordance with the STROBE reporting 
checklist (available at http://dx.doi.org/10.21037/tlcr-20-
1118).

Methods

Study design and patients

This retrospective study enrolled 29 and 63 patients who 
were diagnosed with advanced non-small cell lung cancer 
(NSCLC) and were treated with ICB immunotherapy at 
Xinqiao Hospital (Army Medical University, Chongqing) 
and Shanghai Pulmonary Hospital & Thoracic Cancer 
Institute (Tongji University School of Medicine, Shanghai), 
respectively. Patients were enrolled from Jul 2017 to Feb 
2019. Both males and females were enrolled. Patients 

older than 80 years were excluded from the study. Clinical 
response to ICB treatment was evaluated with RESCIST 
1.1 criteria using radiological assessments. The median 
follow-up was 12 months (ranging from 3–21-month for 
all patients). Plasma from 5 mL of peripheral blood was 
obtained immediately before the first infusion of ICB 
treatment for all patients. Meanwhile, we performed TTN 
validation sequencing using peripheral blood and matched 
FFPE biopsies in additional 24 NSCLC cases. In these 24 
NSCLC cases, matched samples from 6 patients were used 
for investigating the consistency between panel-based and 
whole-exome sequencing (WES); the remaining 18 cases 
were used for comparing blood-based and tissue-based 
sequencing of TTN gene. 

Sample preparation and DNA isolation

Plasma was isolated from the blood via centrifugation at 
1,600 ×g for 10 min and then at 16,000 ×g for 10 min. Cell-
free (cf) DNA was extracted from 3 to 5 mL of plasma 
using the QIAamp Circulating Nucleic Acid Kit (Qiagen) 
according to the manufacturer’s instructions. Tumor FFPE 
DNA was extracted from 5 to 10 sections (5–10 μm thick) 
using the QIAamp DNA FFPE Tissue Kit (Qiagen), and 
genomic DNA (gDNA) was extracted from white blood 
cells (WBCs) using the Blood Genomic DNA Mini Kit 
(CWBiotech).

Target capture and sequencing

A custom-designed panel with DNA probes covering the 
entire coding sequence of TTN was developed on the 
BOKE TargetCap™ platform. For each sample, 20–100 ng 
cfDNA or 200–500 ng FFPE DNA and 500 ng gDNA was 
used for library preparation and quantification according to 
KAPA HyperPrep protocols (R). Pools of four libraries were 
hybridized to the capture panel at 65 ℃ for 16 h. Washing, 
recovery, and amplification were conducted sequentially 
according to the manufacturer’s standard procedures 
(BOKE). Next, the libraries were purified using AMPure 
XP (Beckman) and quantified using the Qubit™ dsDNA 
HS Assay Kit (Thermo Fisher). xGen Exome Research 
Panel v1.0 (Integrated DNA Technologies) was used to 
generate WES data for tumor tissue DNA, according to 
the manufacturer’s standard procedures. The libraries were 
sequenced on an Illumina Novoseq6000 instrument in 
PE150 mode (Illumina). 

http://dx.doi.org/10.21037/tlcr-20-1118
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Quality control and variant calling

Adapter sequences were trimmed from the raw reads using 
Trimmomatic (15). The reads were then aligned with the 
human reference genome (hg19) using BWA (16). Duplicated 
reads were removed using Picard (http://broadinstitute.
github.io/picard/). Mapped reads were realigned to the 
genome using the Genome Analysis Tool Kit (17). Somatic 
and germline mutations were observed using Mutect2 and 
GATK’s HaplotypeCaller (3.7) with a paired workflow 
and GATK, respectively. Variants were annotated using 
ANNOVAR (18) and an in-house developed code. An in-
house script was used to verify the identity concordance 
of paired samples. Somatic copy number alterations were 
detected using GATK (17). 

Germline variant filtering

Germline variants determined by GATK in WBC samples 
were first filtered using a threshold of minimum coverage 
of 50× and an allele frequency of >30%. Variants outside 
coding regions and synonymous mutations annotated with 
ANNOVAR (18) were filtered out. Further, variants with 
a minor allele frequency of >0.1% in the ExAC database 
were considered less functional and ignored in downstream 
analysis.

Somatic variant filtering

Somatic mutations detected in cfDNA samples were filtered 
according to the following parameters: (I) ≥4 allele reads 
support the mutation; (II) >0.5% allele frequency; (III) 
<4 supporting reads in the WBC control; (IV) mutation 
frequency is 5 times higher than in the WBC control; (V) 
mutations do not occur more than two times in the PoN; 
(VI) no significant strand bias (GATK parameter FS >60 for 
single nucleotide polymorphisms and FS >200 for indels). 
Similar filtering rules were applied for somatic mutations 
from FFPE samples, except that allele frequency had to be 
>5% and mutation frequency had to be 8 times higher than 
in the WBC control. Mutations within non-coding regions 
and synonymous mutations were removed for downstream 
analysis.

Statistics

The number of mutations in TTN was defined as the 
sum of missense, nonsense, and indels in the coding 

region of TTN. The correlation between plasma-based 
panel-assessed TTN mutation and FFPE-based WES-
assessed TMB was determined via the Pearson correlation 
coefficient. Discrete variables (partial response, stable 
disease, or disease progression) were summarized as 
percentages. Kaplan-Meier curves and the log-rank test 
were used for survival analysis. The hazard ratio (HR) 
and 95% confidence interval (CI) were estimated using a 
Cox proportional hazards regression model. P<0.05 was 
considered statistically significant. Basic statistical analysis 
was performed using Excel in Office 365 or GraphPad 
Prism software, version 5.0 (GraphPad Software Inc.).

Availability of data and materials

All raw sequencing data are accessible upon request to 
the corresponding authors. The clinical characteristic and 
survival outcomes can be found in the supplementary tables.

Study approval

The trial was conducted in accordance with the Declaration 
of Helsinki (as revised in 2013). The study was approved by 
the institutional review board of XinQiao Hospital, Army 
Medical University, Chongqing (Identifier: 2017YD104-
01) and Shanghai Pulmonary Hospital & Thoracic 
Cancer Institute, Tongji University School of Medicine, 
Shanghai (Identifier: 82072568). Individual consent for this 
retrospective analysis was waived.

Results

Development of a sequencing panel for detecting TTN 
mutation in ctDNA

We developed a customized panel of oligonucleotide 
probes targeting the TTN gene (Table S1) to determine 
the mutation status of TTN in ctDNA via high-throughput 
sequencing. This customized panel was designed to cover 
the whole coding sequencing (CDS) of TTN. By sequencing 
tumor tissues from six NSCLC patients, technical validation 
of the sequencing panel confirmed a sufficient depth of 
coverage of the sequencing pipeline (Figure 1A, Figure S1), 
supporting the reliability of the assay to identify mutated 
sites in the TTN exons. Subsequently, we investigated the 
effectiveness of the TTN panel by comparing the results 
with parallel WES results based on tumor tissues from six 
treatment-naïve patients with NSCLC. The concordance 

https://cdn.amegroups.cn/static/public/TLCR-20-1118-supplementary.pdf
https://cdn.amegroups.cn/static/public/TLCR-20-1118-supplementary.pdf


1259Translational Lung Cancer Research, Vol 10, No 3 March 2021

© Translational Lung Cancer Research. All rights reserved.   Transl Lung Cancer Res 2021;10(3):1256-1265 | http://dx.doi.org/10.21037/tlcr-20-1118

between the panel-based and WES-based TTN mutations 
in tumor tissue are summarized in Figure 1B. The mutation 
status was consistent between panel-based and WES-based 
sequencing results, measured either by the total number 
of mutated sites (Figure 1B, left panel) or by the allele 
frequency of each mutated site (Figure 1B, right panel) in 
the TTN coding region. Furthermore, a positive correlation 
was found between the panel-based total number of 
mutated sites and WES-based TMB (Figure 1C, R2=0.9027, 
**P=0.0037), which has been previously established in an 
analysis based on The Cancer Genome Atlas (TCGA) (14). 
Finally, the performance of TTN panel-based sequencing 
of ctDNA was examined using tumor tissue samples and 
peripheral blood samples from an additional 18 patients 

with NSCLC (Figure 1D). In brief, for these 18 cases, all ten 
mutation sites detected via panel-based ctDNA sequencing 
were successfully recapitulated using tumor tissue-based 
sequencing. In contrast, 14 of 16 ctDNA TTN mutation-
negative patients (87.5%) were verified via tumor tissue-
based sequencing, suggesting a reasonable false negativity 
rate of our pipeline in detecting TTN mutation in ctDNA.

TTN mutation in ctDNA predicts responsiveness to ICB 
treatment in patients with NSCLC

To investigate whether TTN mutation in ctDNA allows 
identifying patients with a great likelihood to benefit from 
ICB immunotherapy, two independent cohorts of patients 

Figure 1 Validation of the sequencing strategy for detecting ctDNA TTN mutation. (A) Sequencing depth for the panel of sequencing 
probes designed to detect TTN mutation in ctDNA. Data represent the mean percentage and standard error of the mean. (B) Consistency 
between panel-based and WES-based assays using tumor tissues. Left panel, number of detected mutations in the TTN exons. Right panel, 
allele frequencies for each mutation detected. Upper quadrants, panel-based sequencing; lower quadrants, WES. (C) Correlation between 
panel-based number of mutation sites and WES-based TMB. Solid line, regression fitting line; dashed curves, 95% CI. R2 and P values for 
Pearson correlation are shown. (D) Consistency of panel-based TTN mutation between tumor tissue and blood samples. Grey/blank lanes, 
samples for validation of the sequencing results. Blue bars, mutated site in the TTN exons. Upper quadrants, blood-based sequencing; lower 
quadrants, tumor tissue-based sequencing. 
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who were diagnosed with advanced NSCLC and treated 
with ICB immunotherapy were enrolled in this retrospective 
analysis (29 patients in cohort 1 and 63 patients in cohort 2 
(Tables S2,S3). The overall positivity rate of TTN mutation 
in ctDNA was 28.26% (26/92) for all the patients enrolled 
(10/29 or 34.5% for cohort 1 and 16/63 or 25.4% for 
cohort 2), which was comparable to the reported frequency 
of TTN mutation occurrence (14) (2,928/9,654, 30.33%) in 
TCGA database. 

Compared to TTN mutat ion-negat ive pat ients 
(absence of detectable TTN mutation by panel-based 
ctDNA sequencing), TTN mutation-positive patients 
(with detectable TTN mutation) demonstrated a superior 
objective response to ICB treatment (Figure 2A,B,C). The 
objective response rates for the TTN mutation-positive 
and negative patients were 40.0% (4/10) and 15.8% (3/19) 
for cohort 1, 50.0% (8/16) and 23.4% (11/47) for cohort 
2, and 46.2% (12/26) and 21.2% (14/66) for the combined 
cohorts, respectively. In addition, TTN mutation-positive 
patients were associated with a durable progression-free 
survival (PFS) compared to TTN mutation-negative patients 
(Figure 2D,E,F). The median PFS was 212 days for positive 
patients and 113 days for the negative patients (Figure 2D,  

*P=0.0335; HR =0.40; 95% CI, 0.18–0.90) in cohort 1. 
In cohort 2, the median PFS was 334.5 and 147 days 
for patients with and without detectable TTN mutation, 
respectively (Figure 2E, P=0.0916; HR =0.52; 95%, 0.27–
1.01). Overall, the median PFS for the positive and negative 
patients was 212 and 135 days, respectively, (Figure 2F, 
*P=0.0154; HR =0.49; 95% CI, 0.29–0.82) in the combined 
cohort. When designating patients achieving CR/PR or SD 
for more than 6 months as responders, we found that the 
proportion of responders were significantly higher in TTN 
mutant patients in cohorts 1, 2 and the combined cohort 
(Figure S2, *P=0.021 for cohort 1, *P=0.041 for cohort 2 
and *P=0.002 for combined cohort). Taken together, these 
observations suggest that the ctDNA TTN mutation may be 
a promising biomarker to identify potential responders to 
ICB immunotherapy.

In the univariate Cox proportional hazards regression 
model, only TTN mutation status was significantly 
associated with PFS (Table S4, HR =0.40; 95% CI, 0.18–
0.90; *P=0.03) in cohort 1. In cohort 2, the pathologic 
type (squamous vs. non-squamous carcinoma), treatment 
regimen (single agents or combinational regimen), and TTN 
mutation status tended to be significantly associated (with 

Figure 2 Usability of ctDNA TTN mutation to predict the clinical efficacy of ICB treatment for patients with NSCLC. Comparison of the 
best objective response between patients with and without detected TTN mutation for cohort 1 (A), cohort 2 (B), and combined cohorts (C). 
CR, complete response; PR, partial response; SD, stable disease. (D,E,F) Survival analysis based on TTN mutation status for each cohort. 
Kaplan–Meier survival plots are shown. P values of log-rank tests and HRs with 95% CIs are shown.
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P≤0.15) with survival outcomes (Table S4, pathological 
type, HR =0.51, 95% CI, 0.25-1.05, P=0.12; regimen of 
treatment, HR =1.71, 95% CI, 0.87-3.38, P=0.09; TTN 
mutation, HR =0.52, 95% CI, 0.27-1.02, P=0.09). By 
examining the combined analysis, the regimen and TTN 
mutation status remained significantly associated with 
PFS with ICB therapy (Table S4, regimen of treatment, 
HR =1.64, 95% CI, 0.97–2.58, *P=0.05; TTN mutation, 
HR =0.49, 95% CI, 0.29–0.82, *P=0.02). Variables with P 
value less than 0.15 were included in the multivariate Cox 
proportional hazards regression model. The mutation status 
showed the strongest association with PFS in each cohort 
(cohort 1, HR =0.39, 95% CI, 0.15–1.00, *P=0.05; cohort 
2, HR =0.56, 95% CI, 0.25–1.23, P=0.11; combined cohort, 
HR =0.47, 95% CI, 0.26–0.85, *P=0.01).

Predictive significance of TTN mutation in subgroups

We further explored the clinical relevance of the TTN 
mutation in different subgroups of patients (Figure 3). 
This stratified analysis showed that patients with positive 
TTN mutation tended to benefit more from the improved 
benefits of ICB treatment in most stratified subgroups. 
The predictive significance seemed more informative in 
female patients, patients with non-squamous NSCLC, or 
patients who received a combinational regimen (Figure 3C).  
Although the effects for most stratifications were not 
statistically significant, probably due to the small population 
size, the numerical trends of better survival for TTN 
mutation-positive patients were observed in nearly all the 
subgroups of each cohort.

Discussion

In the past decades, tumor-associated neoantigens, which 
arise from non-synonymous somatic mutations, have been 
recognized as the main targets of cytotoxic T lymphocytes 
in the tumor microenvironment (19,20). These tumor cell-
recognizing T cells can be potentiated by the administration 
of ICB agents, either by reinvigorating their exhausted 
cytolytic activity (21,22) or by depleting immunoregulatory 
cell types (23). The quantity and quality of the neoantigen 
repertoire significantly contribute to clinical response 
to ICB treatment in patients with NSCLC (24). There 
is currently no consensus on how to extract biologically 
meaningful neoantigens from massive genomic data (25). 
Due to this shortcoming, TMB is still the best alternative 
measure of neoantigens. However, accurate estimation 

of the TMB remains a technical challenge and is not 
always possible in clinical practice. In the present study, 
we developed a non-invasive, cost-effective, and easy-to-
accomplish method to detect TTN mutation in peripheral 
blood samples. Using this method, we demonstrated that 
the detectable TTN mutation in ctDNA was associated 
with significant benefit from ICB treatment in patients with 
advanced NSCLC. 

In addition to MSI-H (5), KRAS/TP53 (26), POLE (27),  
or STK11 (28), high TMB (≥10 mutations/MB) has been 
approved as a biomarker for predicting responsiveness 
to ICB immunotherapy in patients with unresectable 
or metastatic disease. In the KEYNOTE-158 trial, the 
objective response rate for TMB-high patients was 29%, 
including 4% of patients with complete response and 25% 
of patients with partial response. As for response duration, 
57% of patients exhibited a response duration of more than 
one year, and half of the patients experienced response 
of more than 2 years. These data supported that high 
TMB is a practical predictive biomarker. However, there 
are two major issues with the clinical application of high 
TMB. First, high TMB was determined using an FDA-
approved companion diagnostic test, FoundationOneCDx, 
which counts non-synonymous mutations in tumor 
tissues, whereas the implementation of TMB assessment is 
limited by the availability of nucleic acid materials or the 
heterogeneity of the tumor microenvironment (29). Second, 
as a continuous variable, there is no absolute cutoff value to 
define high TMB, making it difficult for clinicians to make 
decisions in some cases. The cutoff of 10 mutations/MB to 
define high TMB was selected rather arbitrarily. Based on 
this definition, only 15.89% of patients (120 of 755 patients 
with evaluable TMB) were classified as TMB-high, and 
inevitably, a considerable portion of the patients must have 
missed the opportunity to receive ICB immunotherapy. 
Therefore, it is necessary to improve the strategy for 
selecting optimal candidates who will benefit from ICB 
therapy.

ctDNA sequencing is actively and widely used in 
immuno-oncology (10) and has also been introduced in 
routine clinical practice. An advantage of the technique 
is that dynamic monitoring of treatment can be easily 
achieved using ctDNA sequencing without the limitation 
of tissue availability (30,31). Using ctDNA-assessed bTMB 
as a surrogate measurement of tissue TMB has been long 
investigated in the stratification of patients suitable for 
ICB therapy (32). However, the protocol and sequencing 
panel used in bTMB assessment is not fully standardized 

https://cdn.amegroups.cn/static/public/TLCR-20-1118-supplementary.pdf
https://cdn.amegroups.cn/static/public/TLCR-20-1118-supplementary.pdf
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Figure 3 Stratified analysis of the predictive significance of TTN mutation. Forest plot showing the association between ctDNA TTN 
mutation and PFS for patients receiving ICB treatment, stratified by age, gender, pathologic type, regimen of agents, line of treatment, and 
the history of radiotherapy in cohort 1 (A), cohort 2 (B), and combined cohorts (C). HRs within each subgroup are shown on a log2 scale. 
Bars represent the 95% CI.
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yet, and its robustness as a predictive biomarker needs to 
be validated in prospective clinical trials. Most importantly, 
in contrast to tumor tissue-based TMB estimation, the 
ctDNA-based TMB estimation cannot effectively avoid 
interference from germline mutations; thus, it leads to a bias 
in calculations, especially in patients with a relatively low 
mutation count. Further, the cutoff for defining the TMB 
as “TMB-high” needs to be determined. Thus, a ctDNA-
based assay with binary readout may provide an alternative 
solution to overcome the adverse impacts of unreliable 
tissue supply and technical defects.

Titin is a structural protein found in striated muscles (33).  
In our previous study, by performing a genome-scale 
screening, we found that the length of the coding regions 
for each gene was positively associated with mutation 
frequencies of the gene in solid tumors (14). Coincidentally, 
TTN is the gene with the longest coding sequence in the 
human genome. Moreover, the highest number of mutations 
was found in the coding regions of TTN, suggesting a high 
possibility of accumulating somatic mutations in genes with 
longer coding regions. Furthermore, we demonstrated 
that tumor-tissue TTN mutation was associated with high 
TMB, high objective response rate, and durable survival in 
seven publicly accessible cohorts. These pilot analyses led 
us to investigate whether TTN mutation in ctDNA could 
predict the clinical efficacy of ICB therapy in patients with 
advanced NSCLC. 

Our study suggests the value of ctDNA TTN mutation 
in predicting clinical response in patients with advanced 
NSCLC. The binary readout (positive/negative) of 
our assay overcomes the difficulty in identifying a 
reasonable threshold for selecting patients eligible for 
ICB immunotherapy. The clinical significance of TTN 
mutation was confirmed in two independent cohorts of 
patients receiving ICBs. However, there were three major 
limitations to our study. (I) Due to limited tissue availability 
and the high cost of sequencing, the TTN panel for ctDNA 
sequencing was validated in the paired tumor biopsy and 
peripheral blood samples of only 18 patients. Hence, the 
consistency between tumor-based and ctDNA-based TTN 
mutation needs to be confirmed in a larger cohort. (II) The 
correlation between ctDNA-based TMB and the number 
of mutations in TTN CDS should be validated in a larger 
cohort. (III) The association between improved survival, 
objective response, and detectable TTN mutation in ctDNA 
was validated in the two cohorts in a retrospective manner. 
The performance of PD-L1 expression, MSS or MSI-H 
status or other established ICB-predictive biomarkers 

should be compared to the performance of ctDNA TTN 
mutation in identifying responders to ICB treatment. (IV) 
TTN is not routinely included in the commercially available 
sequencing panels. Therefore, publicly accessible data could 
not be used to test the performance of our biomarker in 
mixed solid tumor types. 

Conclusions

In conclusion, we used ctDNA sequencing to demonstrate 
that the TTN mutation has the potential to serve as an easy-
to-apply predictive biomarker for ICB immunotherapy 
in patients with advanced NSCLC. However, prospective 
clinical trials with multiple solid tumor types are required 
to validate the universal application and robustness of this 
biomarker.
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Supplementary

Figure S1 Range of coverage of individual exons of the TTN gene. The blue lines represent the range of coverage of 363 exons from six 
TTN-sequenced tumor tissues.

Figure S2 Comparison between patients with mutant or wild type TTN in ctDNA. Upper bar, patients with wild-type TTN; lower bar, 
patients with mutant TTN. Blue bar, responders; grey bar, non-responders. Comparison is based on Chi-square test.
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Table S1 Panel of probes for TTN sequencing

Chromosome Start End Probe_start Probe_end

chr2 179391706 179392066 179391736 179391836 TCTTAAATGGATCGAATATGTATATTCACAGTGGCAGAGTCAGATCCAAATTCATTCCCTAAACTCAGGGTATAAAGTCCACCATCTTGTTTCTGTACGT

chr2 179391706 179392066 179391836 179391936 CCATGATGATCAGGGTTGTCAGGTCATCTGTGTTTTCAATGTGGAACCTCCCCTGTTCTTGACTGTGGATTTTTCTTCCACCACAGGACCATGTTACTTC

chr2 179391706 179392066 179391936 179392036 TGGGGTAGGCTCACCCGTGAAAGCACAGGCTACTGTTAGAACTTTGCCTTCATCAATGCTGATATCAGATGGAAGAGCTTCAATTTTAGGCGGAATTCCT

chr2 179392143 179392503 179392173 179392273 TCTTATGCCTGCTTTAAGCATTTTACTAGTTGAGCTTTCCAGTTGTGTCATATTAGATATTCCCATAAAGCTGCTGGAACTCATTTCTACAAAGGACTCT

chr2 179392143 179392503 179392273 179392373 TGCATGGAGGACATGCTTTGGGCAGACATGCTTGCAAATTTCATCTCAGTCATGCTGCTAGCACTGCTGCTGCTGAAACTGCTGAAGGAGGCCTCCTGCT

chr2 179392143 179392503 179392373 179392473 TGGAGGCAGACATTTGGACTGACTGAGACGAGAAGCTTCCTTGCAAGCTTGTGTCACCACTTGTTCTCAATACTACCTCTCTGGAAGGTTCTTCAACTAG

chr2 179392957 179393197 179392977 179393077 AAGAAGGGTGAGGAGATACTTACGAAGGACCATTAAGGAAGCTGTAGCTGAACACTGGCCACGGAAATTTTTGGCCTTAATTGTGTACTTTCCACTGTCG

chr2 179392957 179393197 179393077 179393177 CTGACTGATGCATTTCGGATTTCAAGGGAGTATACATTTCTGGAGCGGCTTATGCTGACATTTGAAGAAATAGAAATCTAAGACAAAGGAAAAAGAAAAG

chr2 179393240 179393960 179393250 179393350 TTACTGGCAGGTTGTTTTTAAACCATTCGATTTCAGGGGATGGCTCGCCACTGATTTCACAAGTAAAGAGAACATTTTGTCCTTCATTAATATTTTGAGA

chr2 179393240 179393960 179393350 179393450 TCTAGGCTGTGAGATGAAGGCTGGAGCATCTGAGAGTTCTTTGCTCAGTGTCAAATCATACTGACACTTGACGATTCCTTCCTTGGTTTTGCTTATGCAG

chr2 179393240 179393960 179393450 179393550 GTGAGGATTCCTTCATCTCTGTGACTGGCTTGCTTGATGGTTAGGGTCTGATCGCTGCCTGAGACACCATATCGGTACTCCTCAGAGTTGGTAAGCTCTA

chr2 179393240 179393960 179393550 179393650 CGCCATTCAGTACCCATTTCACATCAGTGGCACCAGCAATGTTGGCTTTTAAAACCAGTCTTTGACCTTCGTTTATGCTCATCTGAGTAGAAAATGCTTT

chr2 179393240 179393960 179393650 179393750 AATCTCAGCATGAGTTCTGACTTCTTCTGATGCCTGTGATGTTTTAGTGATTTCCTCATGGACAATGGATTTTTCCAGGGAGGTTGCTGCTGATTTCTTG

chr2 179393240 179393960 179393750 179393850 ACTTCTTCAGAAATCAGAACCTTTGAAGCTTCCTCTTTGAGGGCTAACTTTTCTTGAGATTTTGCCTCTGACATCTTAATTTCTTCAGACCTTAGGGCTT

chr2 179393240 179393960 179393850 179393950 TTTGGGAAATTTCCTCTTGGACAACAGCTTTCTTCTGAGGTGTAATTTCAGAAGTCTTTTGTGTAGAGACTTTCTGTGCCTCAGTATCTTTTATAGCTAA

chr2 179394645 179394885 179394665 179394765 TAAAAACAAAAGCCAACCTACCTTTTATTGTTAATTTGCAGCTAGAGGACACAGATCCAGCTGAATTTTTTACTGTACAAGTATAAAGTCCACTGTCAGA

chr2 179394645 179394885 179394765 179394865 AGTATCAGTCTTATGAATTTCTAAGAAGAACCCTCCCTTGTCTTCAGAGAGTTTATATTTACCTCCTTGTGTAATGGCCTGTAGAATGCAAATGATTTGT

chr2 179394952 179400592 179394972 179395072 CATCTTTTGTCCAGATGGCAGTTGGCCGGGGTTCTCCAGTAGCCTTAACTGCAAATTTAGCAACACTGTCTGAAGAAACAGTTGTATCCTGCAACCCAGT

chr2 179394952 179400592 179395072 179395172 AACAATTACTGGTTTTGAGGAAATTGGTTCAGGAGCTTTTGGTTCAGTTTTTCTGGTTACTGTTGACTCAGTGGTTTTCTGATCTGATTTCTTAGTTTCT

chr2 179394952 179400592 179395172 179395272 GATATTTTTGATACCTTCTCATGGATACTCTTAAAGGCTTGCCCCATAAATTGTAAGTTGGTTTTAGACGTTCCACCTTCACCAGAAATCTCACAAACAT

chr2 179394952 179400592 179395272 179395372 ATTCTCCTTGATCAGATTCAGTGAGGTTATTGATTTTGAGCTCATAGGTACCATCTGCTGAATAATGAAACTGGAAATGCCCATTTTCCTTCAGTTTCTT

chr2 179394952 179400592 179395372 179395472 GCCATCTTTATACCAGGTGACCTCTTTTGCCCTTAATACACTGCTTTCAACCACACAGGTCAGTTTTGCAATCTCTTTAGAAGCTTCTGCTTTCAGGAAC

chr2 179394952 179400592 179395472 179395572 TGAGTAATCTTTGGTGGGGCAGAGACTGGGAGGTGCTGAACTTTCTCTGTTGGTGTTGGTTTTGTCTCTGTGGGTGATACGGCTTTCGGGTGAGAAGGTT

chr2 179394952 179400592 179395572 179395672 CTGGAGATTTCACTCGTTTTGGAGACTTAACTGCTTCTGGGGATTTCACCCGAGGCTCTGGGGATTTGACTCTTGGTGGTGATGTCACAGCCTTTTCAGT

chr2 179394952 179400592 179395672 179395772 TACCCTGGCCTTTTGAATAGTCAGAGTGAACTCTGCTTCTTGTTTCCCTTCACTGTTTTCTACCACCACGCTGTAATTGCCCTCATCGGAAGCCTGGACT

chr2 179394952 179400592 179395772 179395872 GAAGAGATCTCAAAGGTTGATTTGTACTTTGTGGTGGTCACTTGGTGGCGGGCAGAAGTACTTAGCACTTGTCCTTTACGCAGCCAGGTCACAGTTGGTA

chr2 179394952 179400592 179395872 179395972 CCGGCTCACCATCGGTGTCACAAGAAAACCTTGCAGACTCGCCCTCGTAGACGGTCATGGACCGTGGCTTTGTTAGAATTCTTGCTGCCAAAGTCGTCTT

chr2 179394952 179400592 179395972 179396072 GATCTTTCTGGTTGTGGATTTTTCTTCCAGTGACTTTTCTTCTAATGCAGCACTTTTCATTTCTGCAGATGCAGAGTGTTCATATGAGGAGAGACTTTCC

chr2 179394952 179400592 179396072 179396172 CTTGTCTCCGTCATCTGTGATTTCACTTCCCTGACAGAAGACGAAGCTTCCATCTCAGATGTTTTCTTAAATGATGAAACAGCATACGCCTCTGTTCTTG

chr2 179394952 179400592 179396172 179396272 TCAGCTCAGGGAAAACAGATCTGGGGACCTCTTCATCTCTGCGTTGGGAAGCATAGGTGGTATAATCCCCTCCTGTCACGTCCAACGTTGCATAGTCAGA

chr2 179394952 179400592 179396272 179396372 AGCTTCGCCCTTGTAGTTGGTGCACACAGCACGGTAGGTTCCACTGTCATCAGTATGACAGTCCAGAATTTCCAGGGTGAGGACTCCACTCGTGTTGGTG

chr2 179394952 179400592 179396372 179396472 TAATGAATCTTACTGCTTTCTTGGAGTTCCACACCATTGTGGTACCATTTAACCTCGGCAGTTGGCTTAGACTGAACATTTAAAATAAAACGTGTATTTT

chr2 179394952 179400592 179396472 179396572 GGCCACATGGTACCCTGTGCGAGCGCATTCTCAGTGTGATTCGAGGGGCATGGTCCAGTGTGAAAGGCTGCTGACTCAAAACTTCATACTTCCTTTCTGA

chr2 179394952 179400592 179396572 179396672 TGTCTTCTGAGTTTTTAAAGCAGCTTTCATGGACTCATACCTGGAAAAGATATCAAATCTTGCAGACCTCTCAAATCTCGAGAGTGATCTCTCACTAGAC

chr2 179394952 179400592 179396672 179396772 ACAGGGCTGGGGGATCGTGGGCGAGTTCTCTCTGGAGTAGGTGACCTTCTTTCTGTGTCATCTTCGTATTCCTCAGCCGGTTGTGGACGTGACCGGATCA

chr2 179394952 179400592 179396772 179396872 GCTCAGACACTGGCCTCATTAACTCAATATAAGTTGGAGACAGGGAGCGCCGTCGTCTCAGTAGTCTAGACGCAGATGAGGATGATTCTCTTTGAGCATG

chr2 179394952 179400592 179396872 179396972 TTTTGAGATTTCGTATTCTTCCTCAATTTCTGTTATTTCTGTCACTTCTCTTTGTCGCCTTGATTTCTTTCTAGACTTTTCCTCCTTTGACATGAAGTCA

chr2 179394952 179400592 179396972 179397072 AGTTCGCTTTTGTATTCTGAGAGATGCTGGGTGGTCGTAACTGGGCGAAGCAACTCTTCATCCTCCCTCTCAGCCATGATTCTTTGCCGTTGCTTTGGCT

chr2 179394952 179400592 179397072 179397172 GTCTGTACGCAGCCTGGGCATGCCGTTCCCTCAGTTCTGCATAACTTGTACTAGCTTCAGCCTTCGTTGGGATGTGATAGGTTGAATACCTGAAGTCTTT

chr2 179394952 179400592 179397172 179397272 TCTTGTTTCCTCCACCTTGACATGAGCTTGTGGTGAAGAGTAACGTAGGCTAGAAAGCTCAAAGTGTGGAGGGCTTCGACTTGGGGGTGAAGCTGAAAAA

chr2 179394952 179400592 179397272 179397372 CCTAACTCAAGCTCTTCTTCAAGACGCAGCCTCTCTTCCTCTGTTCTTTTCATTGCTAAGTAGTCATCAATGGGGAGGAGTAATTCTTCATCAGAGATGT

chr2 179394952 179400592 179397372 179397472 CCCCAAGAGAACGTCTTCTAGGTCGGTAGTAAAAGTCATAATCAGGAGAAGGTGTACGCCGGCGGGCTGGTCTCACTATCTCAAGATCATCTTGGGACAG

chr2 179394952 179400592 179397472 179397572 TTTAGGAATACGCCATTTAGGTCTGTATTGATCTGTAATGCGTGGAAGAGGCATCACATAGAACTGTTCCCATCTTGAAAGGCGGATGCGCTTGGGTCGT

chr2 179394952 179400592 179397572 179397672 TTCTGTACAACTCTGTCAAGTTTCCCAGGCATTTCATACTGATCACGTATCTTTTTATACCACTTCATGTCAGACATGGGCACGAACTGCTTGATGCGTT

chr2 179394952 179400592 179397672 179397772 GGTCTTCTTCTATGGTAGTCTGCTTATACTTGCGTGGCTCTGGTACATCATAAGGCATCCGGAGTTTTCTCTCCTCCTTCTTTTCTTCTATCTCAAGTCT

chr2 179394952 179400592 179397772 179397872 GAATTCCCCTTTTACAGTCTTGGTGCTTACAGCCGGTTTATAAAGGACAGCAGCTTCTCTCAGAGCCTCTTTAGCTACCTGTGTCAGTGGTACACTTTCA

chr2 179394952 179400592 179397872 179397972 GTTCCAGAAAGAATTTCAGCCATTCTGAGGGTTTTGTCAATTTGTTTTTGTACGTGTCGCTCATGCTCCTCCTTACTCTTGAATTCCTGTTTCTTGTACC

chr2 179394952 179400592 179397972 179398072 TCAGGCGTTCCACTTGTAGGTGAGCCTGGCAGCTGGTGGACCCAGCTGTGTTAGTGGCTGTGACTCTATAATAACCCGTGTCTTCAGGCAAAGTGTCCCT

chr2 179394952 179400592 179398072 179398172 GATGTGCAGAGCATAATAATCCAAGCCTTCATGGATAATTTCAATGTTAGGCCCGAGGGACAGTGGCTGACCATCTTTCTCCCATTTTAATGTTGGTGGG

chr2 179394952 179400592 179398172 179398272 GGGATGCCAGACACTCTGATCTCAAAGCAGACACTTTGGCCTTCTTGGCATTCTGCATTTGCCAGTAACCTTTTGAACATGGGTCTTAAGGTACTATCTG

chr2 179394952 179400592 179398272 179398372 TTGGAGGTGGGTGTAGGGTTACTGTCAGCTTTGCTTTACAGCTGTCTTCACCATATTTGTTCCTTGCCACAACAGTATATTCAGCGTCATCATCTGTAGT

chr2 179394952 179400592 179398372 179398472 GACACTGTTGATTGTTAATTGGTAAAGACCCTTGTCTGACTCAAATGTGTACTTCTTGTCATTGTCACCTGGTTTGATTTTCTGACCTGATTTATACCAT

chr2 179394952 179400592 179398472 179398572 GTTACATGAGGCTCTGGGTGGACAGTTATAGTTACTCCAAACCGGACATTTTCACCTACATAAGCTGTCTTATTATAGAGAGGCAGGGTAAATTCTGGTG

chr2 179394952 179400592 179398572 179398672 GCCTTTCCAGGAGTCTCATTGTGTCTGTTCTGCGCTTAATTTTCTTCATGGTTCTACGGCAGTAATAGTCATAGACTTCTCTCACACCTTTAACAAATAG

chr2 179394952 179400592 179398672 179398772 CTCTGCATAAGAACTGTCTTCACCATAGTCATTGACTACTTTGCATCTGTAGGTACCATCATCTAATTTGGTAATGTCTTTGACATAGAGGATGGCCACT

chr2 179394952 179400592 179398772 179398872 CCATCTTCGTAGGTGATTTCGTATTTCTCACTGTTCTCCAGCTGTCGGACGCCAAAGTACCAAGTCACTTGGGTAGACTGATCATAATTTTCAATTTTGC

chr2 179394952 179400592 179398872 179398972 ATACATATTTGACATGTCCTCCTTCTTCACCAACTGCATGCATTATCTGCCCAGAAACTGGGCCAATTTCAATGGATGCCACTTTAACTTTAGCAACACT

chr2 179394952 179400592 179398972 179399072 CACTCCCTTCTGAGATCGAATTGCACCACCACAGGAGATCCGGGCTGCTGACACAACCATGTTGAGGTCTTTCTTGATCAGGGTGTGGTAATAACGCCGG

chr2 179394952 179400592 179399072 179399172 TGTTTTAATGTTCTGATAACTTTAGTACTGACTCTTTCTATCTTCTGCTTCAACCATGGGTGCTGGAGAGCCTCCGATGCTGTCATGCGAGATTTCCTCT

chr2 179394952 179400592 179399172 179399272 CTTTCACTAACAACCGGTCAACAAAATCCATGGCTTCAATGCTAATCTCTTTGAATGCTTCCTCATCGAAAGTATATTCAGCATTCATGATATTCTCAAT

chr2 179394952 179400592 179399272 179399372 GATCTGTTGGTTAGTTTCAGCCAGGAATGGGTTGATACCACTCAATAGCACATATACCAGTGTTCCAAGTGACCACATGTCTGTGGCTGTGCTGACAACA

chr2 179394952 179400592 179399372 179399472 TCATGCTGGTGGACTTCAGGTGCATAGTATTCTGGGGCAGTGAATAGAAGCCTGAAGTTGTCCCCTGGTTTCAGCTGACGGGCTTGACCAAATTCTATGA

chr2 179394952 179400592 179399472 179399572 TTTTAATGGTAGAGCTTCTTCTGGTTTGGTAAATGATATTTTCTGGTCTAATGTCAAAGTGTCCAATATTATGACTGTGTAAAAACTGAAGTGCTTCACA

chr2 179394952 179400592 179399572 179399672 GACCTGGTGAACATAACTTACAATTTCTCTTTCATTAAGTTCAAAAGCACTTGTGTTAATGCGCTCAAATATGTCAAGTCCTGATATAAACTCAAAGATC

chr2 179394952 179400592 179399672 179399772 ATAACTAATTCTTCCATGCTTTCAAATGATTCATGGAGGTGTAAGATGTTTCTATGCCTAGCAATATTCAGAATGGAAATTTCCTTCTTTACCAAAACCT

chr2 179394952 179400592 179399772 179399872 GATCAGTCCCTTTGACTTTAACAAATTTGGCCATGTATGTCTTCTTTGAGGATGTTTCAACACAACGATGGACAATTCCAAACTCACCACGCCCAAGATC

chr2 179394952 179400592 179399872 179399972 TTCAGCAATCATATATTTCTCATAGAGTTCCTTGGTTGAAGAGTGAGATGCTTTAGTCATGGAGACTTCCCTGGTTTCATCTACCTCTTCATCATAGTTC

chr2 179394952 179400592 179399972 179400072 ATAGCTCTGGTCTTATCTTCTTTGGTTATGGTTGGTTCTGAAGGCTCTGAAGGCTTGCTCAGACCAAATTTATTTTCAGCTATTACCCGGAACTGGTAAC

chr2 179394952 179400592 179400072 179400172 TTGTTTTTCCAAATAAGTTGATCACGGTATAACGTGTTTCTCGGGCCTGTCCTACACGGAGCCATCTTTCTGCAGTAGTTGCACATTTTTCAACAATGTA

chr2 179394952 179400592 179400172 179400272 GTTGGTGATTTTGCTGCCACCATCAGAGGCTGGCTCAGTCCATGTTAAGTTGACAGAATCTCGTGAGACATCACTAACTTTGACTCCTCTGGGTGGGTCA

chr2 179394952 179400592 179400272 179400372 GGAACATCAGCCACATCCAGTTCAACTGTCTTCTGATCAATTCCAAATCTGTTTTTAGCACAGACCACATAGAAACCAGCATCTTTTCTCTCTACCCCAT

chr2 179394952 179400592 179400372 179400472 TGGGGAAAACAAGTGATGTGAAGGATCTTGTGACAATAACTTGGTAGTGGCCATTATTGTCAATGAGATCTTGTCCTTTCTGCCAGGTGATCACAGGATC

chr2 179394952 179400592 179400472 179400572 TGGTTTGCCACTGAAAGGAATCTTGATGCTGACCACTTCACCTCGGAGAGCATGAACTGCTCCCATGCCTTCAAGAGTTTTAGGTAAGTGTATCTTAGCT

chr2 179400705 179401305 179400705 179400805 TACCTTCCACTTCCAAGGAGGCAGTGCCAGACACAGATCCCCCTTGGTTGGTAGCTCTGACTTGGTAAACTGTGGCATCATCATCTGTGACACTTGCAAT

chr2 179400705 179401305 179400805 179400905 GATGAGCTGGTGGTAGCCACCCTTAAATTCTTGAATCCTATATTTTAATCCATCTGCAATGATTTCTTTGCCTTGTCTGTACCATTTGACGATAGGTTTT

chr2 179400705 179401305 179400905 179401005 GGATGACCAGTCACTTTGCAGACCAAGGTAGCATTGCTCTGATATCTGACATTTAGATTTCTCAGTTCCTCTTTAAAGTGTGGTGCCTGAATTGGGACAT

chr2 179400705 179401305 179401005 179401105 CAGATTTGGGAGTGATGGGTTCTGATATTTCACTCCATTCACTTTCCCCACCTAGATTTTCACATTTCACACGAAACTCGTATTCAAGACCTTCAATAAG

chr2 179400705 179401305 179401105 179401205 GTTTTTCACTGAAAAGACAGTTTCTCGAATTTCTTCTGTTGTCACAGAAATCCATTTATTCTGCTTCTTCTCACGCTTCTCAAGGTAGTAATTTCTAATC

chr2 179400705 179401305 179401205 179401305 TTTGCACCTCCATCACTGGCAGGTGGCTTCCAGGCCACAACACAAGAATCTTTTGTGACAGCAGTAATAGTTGGTTTGCCAGGAGCACCTGGCTTTTCTA

chr2 179401637 179401997 179401667 179401767 ATGGACTCTTAATGATCACAACTGAGGACACTTCTAGAGGGTCACTGATGCCGAAAGTGTTCTGAGCTGAAACCCGGAAGTAATAGCCAGCATTTTCTGT

chr2 179401637 179401997 179401767 179401867 GAGGTTCACAATTCTACAGGTTGTCACTGAGATGGCTGAAGACACCAATTGCCATTCAGCCCCCTCCTTGGCCTCACATTTTTCCACCACATAGTTGGTG

chr2 179401637 179401997 179401867 179401967 ATCCAGGAGCCTCCGTCATCTGCGGGTGGTTTCCAGCTGATCACTGCGGAGTTCTTCAATAGAGCTTCGATCACAATTGGTCCTGTAGGTTTGTCTGGTT

chr2 179402056 179402656 179402056 179402156 AAAATAAAATACCTTGTATTTCCACATCAAGGATGGCATCAACTGTTCCAAAAACATTGCTGAGCTGGACTTTGTATTTCCCAGCATGAGTCTTACGTTG

chr2 179402056 179402656 179402156 179402256 GACATTCTTCATGACAAGATGAGTATAGTGCTCAGTGTTTTCAATAGTAATGTTTTCTGAGTTTTGCAAAAGTTTCTGACCATGGAACCAAGTCATGGCA

chr2 179402056 179402656 179402256 179402356 GGTACTGGACGACCAATGTACATAACATGAAGCCGAAGTGTGGAACCCACAGCTCCATAATATTTCTCTTTCAGTGGGTAACCAGGATGGAACTGCGGTG

chr2 179402056 179402656 179402356 179402456 TTGCTTGCAGGAGAAGCTTACTACTGGTTTCTACTTCTCCAACCTCATTGGTGGCTATGCAGGTATAAACACCTTCATCTTCCTGTTCCTCTGTCATTAC

chr2 179402056 179402656 179402456 179402556 TGTAAGAGTGTGTGTGCGTCCATCTGAAGACATTTTGTATTTCCGGCTTTGTATGAGCTCTTTACCAAATCTGTACCATTTAATGTCAGGAAGAGGCCTT

chr2 179402056 179402656 179402556 179402656 CCAACAATCTGGCATGAGAGTTGAGCAGCTTCACCCAATTTTGTGGTAACATCCTTCATTTCTTTGCGTATTCCTGGGGCCTCTCCAGCTGAACAATATG

chr2 179403236 179403596 179403266 179403366 ATGTGAGTTTAGTCTTTATAGACATAGCAGTTCTGCGAGGTCTGCTCAGCCCAGTCTCATTCTCAGCAAAAACCCTGAATTCATACTCAGTAGCTTCCAG

chr2 179403236 179403596 179403366 179403466 CAAACCTCCTATTGTGAATTGCTTGTCCTTAATACGTTCCTTATTGCTCTTCTTCCAGGCACTGTCTCCAGACTGTCTATATTCAACCCAGTATCCAAGA

chr2 179403236 179403596 179403466 179403566 ATTTCTTTACCACCATCACATTCAGGTTTCTCCCACTGTAGAGTGACACTATCTTTGGATATTGAAAGAATCTCAAGTTCTCCTGGTTGGCTTGGTTTAT

chr2 179403645 179404005 179403675 179403775 ATGGATCTTTGCAAACAACTGGTTCAGAAGCAGGGCTGGTCTCACTCAGGCCAACATCATTCTGTGCGATGATGCGGAACTGATACTCAGCATCGGGAAC

chr2 179403645 179404005 179403775 179403875 AAGCCCTGTGACAGTGTACATTGTGGTGGTGATCTGAGTCTTGTTGTGTCTGACCCACTTGTCAGTGGATGTCTCTTTGCGTTCGATGTAGTAGCCTGTG

chr2 179403645 179404005 179403875 179403975 ACTCTAGAACCACCATCATCTTTGGGCCGGGACCAGGACAAGCTAACAGAACTCTTGGTTACATCGAGTACTTCTGGAGGATTGCTTGGAGGTTCTGGAG

chr2 179404101 179404701 179404101 179404201 CACTTACTCAATGGTGTTTTTGGTGTGACTGGTTCCTCAGATTTCAAGGGTTTGCTTATGCCAAACTGGTTTTCTGCTGAAACACGGAAATGGTATTCTA

chr2 179404101 179404701 179404201 179404301 CATTCTCTTTGAGGCCTTTTACCACCAGAGATGTACCTCGGACTCTGGAATCAATGGTATACCAGGCGGCTTTAGGCACTTCTCGTCTCTCGAGGATGTA

chr2 179404101 179404701 179404301 179404401 GCCTAAGATGTCAGCACCACCATCATCAGCAGGAGGTCTCCAGCTGACCCTCACAGAGCGGACTTGGATGTCATCATATTCCAGTGGCCCTTCTGGACTG

chr2 179404101 179404701 179404401 179404501 TTGGGACTTCCTATCACCCTGACCTTGATGTAGACAGCCTTCTTGCCACATTTATTTTCCAGAACCAGGTCATAAGTGCCAGAATCACCCCTGTCTGCTT

chr2 179404101 179404701 179404501 179404601 CTTTGATCACAAGCTCAGTGTGTGTTTCAGATGTTGCAATCATGGCACGCTTACTAATATCCTGGCCTTCCTTGGTCCATTTACATATTGGGAATGGTTT

chr2 179404101 179404701 179404601 179404701 TCCTTTGATTGGTATGGTAAGTCTGATGACGCCACCTTGCCTTACAAAGATACCTTCTTGGTATCTTTCATCAAGTTCATAATCAGGATATTCTGGAAAA

chr2 179404765 179405125 179404795 179404895 AAGCATTTCAGTGACTTTGACTGTTCCTGGTACCTCAGCAGGCTCACCAGGTCCACCAGCATTACAAGCTAGGACGCGGAACCTGTATTCTGCACCCTGA

chr2 179404765 179405125 179404895 179404995 GGTAGGTGTGTTAGAGTATACTCTCGAATCTTGGTTGGAGTGGTGTTACACTTGGTCCATTCATGTTGATCTACTTTTTGCATTTCAATCAAGTAGCCTG

chr2 179404765 179405125 179404995 179405095 TGACTTTAGATCCTCCTTCATCTTCTGGAACACTCCAGGCCAGGGAGACTGATGTCCTTGTTGTATCAGTAACTCTTGGGTTTTGTGGCTTTCCTGGAGG

chr2 179405979 179406339 179406009 179406109 AATTGGATCCATGGCAACGATGGGTTTGGAAGGACGACTTGGTTTCCCAGACCCTCTTGCATTAATGGCTGTGACACGGTGTTCATATTCTAAGCCTTCA

chr2 179405979 179406339 179406109 179406209 GTAAGGCCAGTGGAGCGGTACCGTGTCATTGTCACAGGTACTTTATTTACACGGACCCATCGATCTGCTCTCACTTCTTTGCGCTCCACAATATATCCAG

chr2 179405979 179406339 179406209 179406309 TCACTTGGGAGCCACCGTCATCCTCTGGTGGGTACCAAGTAAGTGTCATGCCATCACGGGAAACATCAAATATCTGTAATGTTTCTGGGGGTCCAGGAAT

chr2 179406960 179407320 179406990 179407090 GGATGCTGCTGCGACACTCTATGACCTCAGACTGCAAGTAAGAGCCAATCCCGAAGCGGTTTGTTGCAGCCACACGGAACACATACTCATTTCCTTCGGT

chr2 179406960 179407320 179407090 179407190 GAGTCTGGTAAACTTAAACGTGGACCTAGTCACTGATTCAGAAACGGGCAGCCATCCTGGACGATGAGCGTCACGTTGTTCTACCACATAACCACTCAGT

chr2 179406960 179407320 179407190 179407290 GGAGCACCACCGTCCAATTCAGGTGGTTCCCAGGAAATGGTAATTGATGTAGCATCAATTTCATCAATCTTAATAGGTCCTGTTGGTGGACCAGGCTTGT

chr2 179407352 179407712 179407382 179407482 CCTTACCAAGAATGATAACTTTAATGGTTTCTGAAGTAGTTCCGGTAACATTCTTCAATTCAAGTGTGTATTCTCCAGTATCTCTGATAGTGGTTTCACG

chr2 179407352 179407712 179407482 179407582 GATGGTTAATTTAGCTACTTTAGTGTGAGTTTCAACTGTGACACGCTCTGATTCTCTCAGTTTAGAACCAGCAAAGAACCAGGAAGCAGCAGGAGGTGGA

chr2 179407352 179407712 179407582 179407682 CGGCCAGCAATAGGTATCACCAGCTCTACTGGTCTGCCAGCTGGGACATGGATGGTCTTCTGAGGCATTGTAGAAAGATCGATTGTTGGCAACACTATGG

chr2 179407792 179408392 179407792 179407892 TACCTCTGAGGTCTTGTACAGTCACGGCTGTGACAGTCTCTCTTGGTTCTGACACACCTTTCTCATTTTGTGCCCTTATTCTAAATAAGTATTGTTCACC

chr2 179407792 179408392 179407892 179407992 TTCATTTAAGGAAGTAACAGTGTGCTCTAGGACTGTGGGTTTTAAGGTGACAACCTTCATCCATCTCTCTGTGCCAGCTTTGCAGGCCTCGAGAACATAT

chr2 179407792 179408392 179407992 179408092 CCAGTGAGTCGGCTACCACCATCGTAGAGTGGTTTTTCCCAGGCAAGGGTAACAGTGGATTTGGTGACATCGACCACTTCTAGCTTTGCAGGCACCAAAG

chr2 179407792 179408392 179408092 179408192 GCACTTCTGAGACCAGTACTGCATCAGATGTTTCACAAGGTTCTCCAATGCCATAAATATTTTCTGGCAGCACTCTGAAATAGTACATGGTTCCTTCTAC

chr2 179407792 179408392 179408192 179408292 AAGTCCAGAAATTCTGTAAAGTGTCTTGCTGCATTTGGTAGTTACTGTTTTGAATGCTCTCATAGCAGCTTCACGCTTCTCAACGATGTAATTGTTGACT

chr2 179407792 179408392 179408292 179408392 GGAGCTCCACCATCAATCGTGGGAATTTCCCAAGTTATAGTCACAGAATCTCTTGATACTTCCTTAACTTTCACTGAAGGACAGGGACCAGGAGTATCTG

chr2 179408521 179408881 179408551 179408651 AATGCTTACCATAGACTTTAACAAGGACTGTTGCTGATTTCTTGCCAGATTGGTTTTCAGCTTCAATTGTGTATTTTCCAGCATCGTACCGATTAACTTT

chr2 179408521 179408881 179408651 179408751 GTCCACTATTAGCAATGAGTAGCTCTCAGTGGTGTCAATAATTGCCCGGCTTGCAAGGTCAATGCCCTGCTTGCTCCACGTTATGACAGGAGGTGGTCTT

chr2 179408521 179408881 179408751 179408851 CCAGATACAGACACCATCAAGCGCAAGGAGGCCCCAGCCCTGATGGTCACAGTCTTCTTTAGATCATCTGCAAGCTCAAGATCTGGTATTTCTGGAAAGT

chr2 179408900 179409260 179408930 179409030 TTCTTTCCACGGGCTCAATTTCAGCAATTGATTCGCTGTATTCGCTCATACCCTTCACGTTCACGGCAGCAACTCTGAAGGAATATTTCTGGCCCATTTT

chr2 179408900 179409260 179409030 179409130 AAGGTCTGGCACAGTGAATTCAGTATTTCTTATTGTGGCATTGGTATGCACTCGGTACCACTGATCAGTGTCCTTCTCTTGCATTTCCAGAACATATCCT

chr2 179408900 179409260 179409130 179409230 ACAATGTCAGTACCACCATCGTACATGGGTTTGGTCCATGCCAAACTAATGCTGTGTTTGGTGGTATCCACAACTCTTGGAGCAGAAGGTGGTCCAGGGG

chr2 179410087 179410447 179410117 179410217 ATGGTTCTCTGCATGAGATGAAGTTGGAAGCTTCGCTGGGCTCACTGTTACCAGCTGCATTCACTGCGGTCACCCGGAACTGGTAATCACAACCCTCCAT

chr2 179410087 179410447 179410217 179410317 CAGGCTGGTCACCTTCAGCCTGGTATCATACACCACATAGTCTTTGTTGACACGTGTCCAGCGCAGGCTCTTCTTCTCACGTTTGTCTACTAGGTAGTTG

chr2 179410087 179410447 179410317 179410417 CTGATTTCATTGCCACCATCAGATTCAGGTTTTGTCCACTGAATGATGATATGCTCTTTGCCAGTCCCAACTTCTTCAGGTATGCCGGGTGGTGATGGAA

chr2 179410515 179410875 179410545 179410645 CTGAATGAGTTTCTGGCTACAATTGGCTCTGATTCAACAGGCACACCAGGGCCATATTTGTTTACTGCCCTCACTCGGAATATGTACTCATTGTTCTTGA

chr2 179410515 179410875 179410645 179410745 TGAGCCTGGTAACGACATAGGATAGGGTTGGGCATTCGCCTTCAACAATCACCCAGTTGAGCCTGCTAGTCTCGCGTCTTTCCACGATGTAGTGAGTGAT

chr2 179410515 179410875 179410745 179410845 TTCTGCTCCTCCGTCTTCCTGCGGAAGGCTCCAGGCTAAAGTGCACTTCTCCTGTGTTACTCTGCTGACGGTGAGCTTTCCACATGGGCCAGGGGAATCT

chr2 179410903 179411263 179410933 179411033 CTTACCAAGCACTTTGACCATGACAGACACGGCCTTGGTCCCGCTGGCATTTTTCACTGTTAAAGTGTATTTTCCACTGTCACTTCTGTCACAGAACTTG

chr2 179410903 179411263 179411033 179411133 ATCACAGCAGTTGCTCGTTTGCCAGTATACTGCAAAGAGACTTTTTCACAGAGATCTAGCTCCTTGTCTCCTTTGGTCCAGATAATTTTGGGTTCAGGTT

chr2 179410903 179411263 179411133 179411233 TGCCACCAACTGCAGCATCCAGAACAAGATCAGAACCTGCTCTGATGGTAACCAGATCACCGTGTAATCGGGCATCCAGTTCGGCTTTGGGTGGAGCTGT

chr2 179411299 179411659 179411329 179411429 ATTCATCTCGGCAAGTGACAGGGCCTGTAGATTCAGACCCTTTGCTAATTACGCCTGCTGCATTCTTGGCTAACACACGGAACTCATAAGTGTCTCCTTC

chr2 179411299 179411659 179411429 179411529 ACTGAGAGCAGTCACGGTGAAGAAATTGTCAGATACAATGGTGTAGTTGCACTTCAGCCAGCGACCATCTCCTACCTCACTGACTGGCTTACGCTCTATG

chr2 179411299 179411659 179411529 179411629 ATGTAGCCCACAACCTTGCTGCCTCCATCATACGCTGGGGCAGACCAAATCAGTGATACTGTTGATCTTGTGACATCTGTCACCTCTGGTCTGCCTGGTG

chr2 179411700 179412060 179411730 179411830 AACTGGATTTTGAGCCATTATAGGTCTTGAAGCTTCGCTGGCCTTGCTAACACCTGCAGCATTGAGTGCATAAGTTCTGAACTGATATTCCAGTCCTTCT

chr2 179411700 179412060 179411830 179411930 ACTAAACCAGTTACTTTGTAGTTGCACTCTAAGCATGGCACTTTGTTTTCTTTCACCCAAAGAATTGTATTACGTTCTTTCTTCTCAACCCAGTAGCCAA

chr2 179411700 179412060 179411930 179412030 TGATTTTACTGCCACCATCGTGGTAGGGTTCTTCCCAACGAATAGACATGGCATTGGCAGACACATGGTAGACCTCAGGTCTGGTAGGAGCGCTTGGTGG

chr2 179412086 179414246 179412116 179412216 ATTTTTATTTTTCTTACCAAATGGATGTTCAGCAATTATTGGTGCTGATTCTAGAGGTTTGCTGACACCAAATCTGTTCTCTGAACTGACACGGAAAGAA

chr2 179412086 179414246 179412216 179412316 TATTCCATGTATTTTGTGAGATGAGTGACTTTAATTTGAGTGCGCTTGACACTGGAATTGACAAGCTGCCAAGCTGTTGTACCCGATTCACGCTTTTCAA

chr2 179412086 179414246 179412316 179412416 CTATGTAATTAGTAATTTCAGTGCCTCCTCCATCTTTAGGTTCTCCCCATGACAGGACACACGATTCAGCTGAGACAGATGAGACCTCAATGGGGCCGGT

chr2 179412086 179414246 179412416 179412516 TACTGGACCTGGCCTTCCAATGACCACAACTGTGACGCTAAATGTTTTAACACCAGCTGTATTTTCCAGGGTCAAGAAGTATCTTCCAGAGTCACCTCTC

chr2 179412086 179414246 179412516 179412616 ATGCTGTCCTTTACAGTCAGTGTGGTTCTGTCTTTTGTTGTTGTAATGCTCACTCGATCTGTCTCTTTAAGTCTCATTTCTTCCAGTTTCCATGTTACTT

chr2 179412086 179414246 179412616 179412716 TGGGGGCAGGACGACCACTGATTGGTACGTCAATGGTAAATGGGCTTCCTGCTTTGCAAGTTATAAGCTGATTGGTAATTCCAGTGAGGTCAGCAGTGGG

chr2 179412086 179414246 179412716 179412816 CTCGATTTGAGGCTCCTTAATGATGACAGAAGAGAAGGCTTCTCTGGGTTCACTATAGCCAGCATCATTCTTGGCCTTCACACGGAATTCATATTCAGTT

chr2 179412086 179414246 179412816 179412916 TTCTCAACAAGACGCTCTACTGTGAAAGTTAGCTGTTTGGTGTGACCAGCTTCAACCCAGAAGTCAGATCCCTTTTGTCTCATTTCAAGCAGGTAGCCAG

chr2 179412086 179414246 179412916 179413016 TGATCCGGCTGCCTCCATCGTGGTCAGGTTTAAGCCAAGCTAAGACTGCGGAGGATTTGCTAGTATCAACAACATCAAGTCTCCTAGGTGGAGCAGGCTG

chr2 179412086 179414246 179413016 179413116 TTCTGTGGCTACAATTGGTTCTGGCATTTCATAGGGCTCACCAACACCATACTCATTTACTGCAGAAACACGGAAATAGTACGGAACACCTTCGGCCAGG

chr2 179412086 179414246 179413116 179413216 TCATTGACCTTGAAGATCTGACGAGTGCATTTTTCACTGATAACCTGCCAACTACGGCGACTTGCCTCTCGTTTCTCTACCACATAATGATGGATTCGGG

chr2 179412086 179414246 179413216 179413316 CACCACCGTCAAGAAGAGGGGCATCCCACATCAATGTAGCAGATCCCCGGGTCACATCTTTGAAGGTAATTGGGCCAGGTGGGCCTGGAGTGTCTAGCAC

chr2 179412086 179414246 179413316 179413416 TTTCACGGTGAATGTGATTGACTTACTACCACTGTTGTTTTCCACAGTAAGGGTATATTTCCCTGCATCATTTCTGTTGCAGTTTTCCACAGTGAGGGTG

chr2 179412086 179414246 179413416 179413516 CTGAAGGAATCTGTTGTATGGATATCAGCCCGAAGGCTAAGGTTAGAGTCTGGTTTGCTCCACACAGCTGTAGGAGTAGGTCTACCTTGGTAGGCAATGA

chr2 179412086 179414246 179413516 179413616 AGAGGCGAATACTGGCCCCAGCTCTAACAACATGAGTCTGTTTGAAGTTTGCATCTATGTCTAACTCAGGAGCTGTTAACCGGTCAACTGCTTTAATTGT

chr2 179412086 179414246 179413616 179413716 GCCAGTCACTTCACAGCTGTCGCCTTTTCCAGCACCATTGATAGCACTAACTCGGAATTTGTATTCTTCACCTGCTTGTAGATCAGTGACTGTATATCTT

chr2 179412086 179414246 179413716 179413816 GTTTTCACACATGCCTCTGCATTCACCTTGTGCCAGTCTCCTAAGTCGGCCTTACACATTTCAATAATATACCCAATTATTTCCATGCCACCATCAAACA

chr2 179412086 179414246 179413816 179413916 CTGGTTTGGACCATTCTAAGCTCACAGTTGTCTTTGATGTGTCTGTTACTTTGACCACTGTGGGAGGACCTGGTGGGTTGACGGGCTCTCTACATTTAAT

chr2 179412086 179414246 179413916 179414016 GAGTCTTGAGATGCCACTTGCAGGTCCAACTCCTGCAGCATTTTCAGCCATGACATGGAATTCATACTCATTGCCTTCTGTCAGACCAGTGACTTTGAAT

chr2 179412086 179414246 179414016 179414116 CTTGTTTCAGAGATTGGTCGTTTGCTGATCACTTTTACCCATCTTGTGCTTTTCTTTTCTCTTCTTTCAAGGATATACTGTTGAATTTCACTGCCACCAT

chr2 179412086 179414246 179414116 179414216 CTGATTCTGGCCTTGCCCATGTCAGGGTAATGCTGTTGCCTGTTATGTTGCTAGGTTCTGGAATGCCAGGGGCATCAGGAACAGCTGTAAAACAAAAACA

chr2 179414266 179414626 179414296 179414396 TATATTGTATTTGAGCAACCACTGGATCAGAATCAAGTGGCCTGCCAACACCAAACTTGTTAACTGCAGAAACACGGAATTGGTATTCATTGCCGTTTAT

chr2 179414266 179414626 179414396 179414496 TAGTTTAATGGCAGTGTAACTTTGGGCTTCACATTTATCCTCAATTAGTGCCCAGGCAAGTCTGCTGGTTTCCCGTTTTTCAATGATGTAGTGGGTTATG

chr2 179414266 179414626 179414496 179414596 GGAGCACAACCGTCATTGAGTGGGGCATCCCACCACAGAGTCATCTTCTCCCCAGTAATATTGGTGAATCTTATTGGCCCAACTACTTTTCCTGGTGTAT

chr2 179414676 179415036 179414706 179414806 AAGTACCTTGTACTTTCACTTTAATTTCTGCTTTTGCAGAACCAGATGCATTTTTGGCTTCCACTGTGTATACACCACGATGGTCCCGAGTAGCATCTCT

chr2 179414676 179415036 179414806 179414906 AACAAATAGGCTGGTGGATCCAAGTACGTCGGTTATTTCCATATTCATCCTCTTTTCGATTTCCACTCCATCTTTGAACCAAGTTACTCGAGGCACTGGT

chr2 179414676 179415036 179414906 179415006 CTTCCTTGTACCAAAGCTTTAATTCTAAGGCTCTCTCCGGACTTAATAATGAGACCATCAAAGTATTCAGGGCCAAACTCTACTATTGGTGGAACTATAA

chr2 179415660 179416020 179415690 179415790 TACCATTTTCATCTCTTGTCATAATAATGCCAGAAGACTGTGAGGGCGGGCTTATAGTTCCAACAGCATTTCTTGCAATTATTCTGAACTCATAGCGATC

chr2 179415660 179416020 179415790 179415890 CCCAGGACTGAGTCCTGTAACTGTGTACTGACATTCACTGACGTCAGTAAAGTTGCATCTCACCCAGCGTTCATTTCCTTGCCGTTTCTCAATGCTATAG

chr2 179415660 179416020 179415890 179415990 CCCACAATCTTACTGCCTCCATCACGCAATGGTGGGTTCCATTTAAGTGTGATGGTTTCCCGGGTGACATCAATGTAGTCAGGAGTGCCAGGTGGGTCTA

chr2 179416339 179418139 179416339 179416439 GAATAATAATCACTTACCTACTGGAGAAACAGCTAAGGTAAATTTGCTTGGGTCACTAGGTGAGCTTAGGCCAGCAGAATTTTCAGCATATACACGGAAT

chr2 179416339 179418139 179416439 179416539 TGGTAATCCAGACCTTCTACCAGTCCAGTGGCTCTATATTCTCTTCCAGAGATTGGTGATGTATTAACTTTTTGCCAGAGGATGCTATTTCTTTCTTTCT

chr2 179416339 179418139 179416539 179416639 TTTCAACATGGAATCCAGTAACTTCTGAACCACCATCATAAACTGGAGCATCCCAAGTTAGTGACATGCCATCAGAAGTCACATTGTATATAACTGGCTT

chr2 179416339 179418139 179416639 179416739 TCCTGGGGGACCAGGAATCCTGAACTGGTGTTTTGCCACAATAATGCTTGAGACAAGTGGTTGGCTGACTCCGTATCTGTTTTCTGCTCTCACTCTAAAC

chr2 179416339 179418139 179416739 179416839 TGGTACTCAGCATCTTTGACTAGATTAGGAACTTTGAAAGTCGTTCTGGCAACACTTGAACACACCATCTTCCAGTTAGTTTGTGAAGTTTCCCGCTTCT

chr2 179416339 179418139 179416839 179416939 CGATGCTGTAACAAGTAATTTCTCCTCCTCCATTATCTTCAGGTACATCCCATGACAGGATGACACTATCAGCCTTGATTTCATCAAATCGAATGGGTCC

chr2 179416339 179418139 179416939 179417039 TTTGGGCTTTGATGGTGGGCCAAGGGTGATGACTGTAATGGGGACTGCAATTCTACACACTGCATTATCAAGAATAACAGTGTATTTTCCTCCATGCTCC

chr2 179416339 179418139 179417039 179417139 TTCTTGGCATTCTTAATACTCAAAGTAATTTTGTTTTCAGTTTTACTGAAGCGAACAAATTCACTTTCTTTCAGTGGCAAGCCATCTTTCAGCCAACTGA

chr2 179416339 179418139 179417139 179417239 TGGATGGTTTGGGTTTTCCCTTATAAGGTAATTCAAGGTGCACATTGTGCCCAATTCTCACAGTGACTTGTGCCCCAGGGATATCTGACAGGTCAACTTC

chr2 179416339 179418139 179417239 179417339 AGGTGTAATAATAAGTTCTTTCACTGTAATTGGCCCAATAGTGACAGGATCACTCAGTCCTTTCTCATTTTTGGCAAACACTCTGAACTCCAGGACTGAC

chr2 179416339 179418139 179417339 179417439 TGCTCCTTAAGTTGGCTAACCTCAATTTCACATGTCTTACTTATGCCAGCGTGGGACCACGTCTGTTCACCTTTACCTTTCCTTTCTACAACATATTCTG

chr2 179416339 179418139 179417439 179417539 TGATGACGCTACCACCATCAAAGTCAGGTTTGGTCCAGCTGAGGATGACAGATGTCTTTGTTGAGTCTTTCATTGAGAGATCACGTATAGGAGCTGGTAC

chr2 179416339 179418139 179417539 179417639 TTCAGCAGCCTTCACTGGCTCTGTAGTTTCACAGGGTTCCCCAATTCCAATTTCATTTTCTGCAAGAACTCTGAAGAAGAATGGAGTCTTCTCCGACAAA

chr2 179416339 179418139 179417639 179417739 TCTATTAGCTTGAAGGATGTGCTAGAACATTTGTGTGACACGACAGACCATGTTCTCTTGGTGGCATCTCTCTTTTCAATGACATAATTAATTATTGGAG

chr2 179416339 179418139 179417739 179417839 ATCCTCCATCAATGAGAGGAGGATCCCAGAGCAAAGTGACTGTGCCTCGAGAAACATGTTTAACCTGTAGTTTCTGGCAGGCAGCTGGTGTGTCAAGCAC

chr2 179416339 179418139 179417839 179417939 TTTAACACTCACAGTTGAAGACTTAGGTTCACCAACTCCATTTTCTATTGTGAGAATATATTTTCCTGTATCATTGCGAGTAACTTGAGGAATGGTGAGT

chr2 179416339 179418139 179417939 179418039 AATGAGGATGAATCAGTGTTTTCAATGCTGTATCTGGCATCACTGCCAAGATTCTTCTCATCTTTTCTCCATGTGACAGTAGGTGGAGGTCTGCCTTTAA

chr2 179416339 179418139 179418039 179418139 AGGGAATCAACACTTGTACATCTTCACCAGCTTTGGCAATAACAGAAGTTCTGAGAGCCACATCCAGGTCAATCTCTGGTGCCTCTGTAGACATAAAATG

chr2 179418201 179418561 179418231 179418331 GTATATCTTTAGCTTGTACAGGTTCATTCATTTCTATAGGTTCTCCTTGTCCAGCACAGTTTACAGCAGATACCCGGAAGTAGTAATTGACTCCAGGTTT

chr2 179418201 179418561 179418331 179418431 CAGGTTGGATACCACATATTCTGTAGTTCTGACCTCTCCTTTGGTAGAGACAGTAGTCCATTCCTCTTCCTCTCCTTGTCTTATCTCGACAACATACCCA

chr2 179418201 179418561 179418431 179418531 GTAACAGCACTGCCCCCATCATAGACAGGCTTACTCCAGCCAAGGGTGATGGATGACTTGGTTGAATCTGCGATTCTTATCTTAGCAGGTGGACCTGGAG

chr2 179418611 179418971 179418641 179418741 AATAGGATCAGCAGCTTTGTAGAATTCAGATGGTTCAGAAAATGGACCCTGTCCAGCAGCGTTTACAGCACAAACTCTGTATTGATAGTCACTGTTTTCT

chr2 179418611 179418971 179418741 179418841 GTGAGTCCTGTTACTTTTTGTCTGGTGTCACGGATAGTCTCTTTTAGTACTTTAAACCATCCTAGGCTCTTCTTGTCTCGTTTTTCAAGGAAATAGCCAC

chr2 179418611 179418971 179418841 179418941 TTATATCACTACCGCCATCTGCAATTGGCCTGCTCCATACAACAGTCATCGAATTCTTGGTAATCTTTGTCACTTCTGGTATGCCTGGTGGCCCAGGTGT

chr2 179419149 179419509 179419179 179419279 CAAATGCGTTCTTGGCTACAACGGAATCAGATTCCAGTGGCTCGCCAATTCCATATTTGTTCACGGCTCGGACCCGGAAGATGTATTCATTTCCTTTGAT

chr2 179419149 179419509 179419279 179419379 AATTTTGGTGGTTGTAATGATGCACTCTTCCAAATGTTCAGACACCATAGACCACACAACGCGGCTTGTCTCACGCTTTTCCACAATGTAGTGAGTGATT

chr2 179419149 179419509 179419379 179419479 TTTGCACCACCATCATCAGCTGGAGGCCGCCAGAGAAGGGTGATCTTCTCAGCAGTTACAGTCTTAAATTCAATTGGTCCACCAGGTGGGCCTGGTTTGT

chr2 179419555 179419915 179419585 179419685 ACCTACCAAGGATCTGTACTCTGATGGTGGCTGAGGCTGAGCCCATGGCATTCCTTAGTTTTAATTCATAGCATCCACTATTAAGGCGATCGGCATCTTT

chr2 179419555 179419915 179419685 179419785 GATGAGTATAGATGCGAGGTCCGTGGTATTTTCAACACACACCAGTGCATTGGTTTGTAATTCTTTATCATCTTTATACCACTCAATAGTAGGCGCAGGT

chr2 179419555 179419915 179419785 179419885 TTGCCAGAAATGCCAGCTCTGAGCTTCACAGATGTACCTGCTCTGTATTTGACAACTTCTGTATATTCTAGAGGCAAATCAATTACAGGACCACCTGCAA

chr2 179421543 179421903 179421573 179421673 CCATAAGAATCGATGCAAGTAATGGGCCCTACAACCTCAGATGGATTGCTAATGGAACCAACAGCATTCCTAGCAAAGACACGGAATTCATACTGGGAAT

chr2 179421543 179421903 179421673 179421773 TCTGAGTCAAGCCAGAGATGATGAATTGAGTTTCAGTAACATTGGTGAAGCTGGCCTTGGTCCATCTGCCATCTGGAAGGTCACGTCTCTCAACAATGTA

chr2 179421543 179421903 179421773 179421873 GCCTGTAATCTTGCTACCTCCATCGAAAGCTGGTTGTTGCCATGAAAGGCTGACAGAGTTCTTTGAAATATCAGTGATACGAACATTTCTTGGGGGTTCT

chr2 179421950 179422310 179421980 179422080 ACAAGCATCAATTGCCAAGACTGGTTCAGAAGGATGGCTAGGTTTTCCAACTCCAGCAGCATTTTCTGCATACACCCTGAATTCATAAATAAGTCCAGCA

chr2 179421950 179422310 179422080 179422180 CTGATTGTTGTGACTTTGAAGTGAGTTGTGCGGATGACCAGTTTGTTGGCTTTTTGCCATAAAATACTGTTTCTGTCTTTCATTTCCAGGTGATAGCCTA

chr2 179421950 179422310 179422180 179422280 CGACTGCACTGCCTCCATTTGACACTGGTTCATGCCAGCCCACAGTGATGCTTTCTCGAGTAACATTAGTGACCCATGGTGTAGATGGTGGTCCAGGTGT

chr2 179422368 179422968 179422368 179422468 ACTTACTGTATGGTAGTTTGACAGTCACACAAGCTGAATCTATATGATCACTGATGCCAAAGCGGTTTTCTGCCTTGATGCGGAATTGGTATTCTTCTCC

chr2 179422368 179422968 179422468 179422568 TGTGGTCAGTTTCATGACTTTCATCATGGTTCTTGCAACTGTTGCAGACACTTCAGTCCACACTGCAGTACTTGTTTCTCTTTTGAGTAGAATGTAGTTG

chr2 179422368 179422968 179422568 179422668 GTAACTTGACTTCCACCGTCATACTTAGGTGGCTCCCATTTGAGAGTCACACTTTCTTCAGTTATATCACTAATAACAACAGGGCCAGTTGGAGGACCAG

chr2 179422368 179422968 179422668 179422768 GCCTGTCTAGCACAACAATGTTAATGAAAGCTTTGGTTGTACCACTGGAGTTGGCAGCAGTGATTTCATATCTCCCAGCGTCAGCTGTAACACTTTCTTT

chr2 179422368 179422968 179422768 179422868 GAGATTGATGGTCAGGTTCTCAGCAGTAATTTCGGTATTAAATCTCATGGTTGCCTTAAGGGGGACACCATCTCTTGATAAGGTCACTTTGGGAAGTGGT

chr2 179422368 179422968 179422868 179422968 TTTCCAGAGATTGGAATGTCAACTTTAAGGTTTGAACCAGCTCTAACATATACAGTGTGACTTGGGAAATTCTTCATATCAATTTCAGGTGGTTCTGAAA

chr2 179423036 179423396 179423066 179423166 CCTAGTTGCTCCTTAATAAGAACAGGAAGCAGAAGCTCTCTCGGGTCACTCAGGCCAGCTTGATTTTCAGCAAACACTCGGAAAAAGTATTCAGAATTCT

chr2 179423036 179423396 179423166 179423266 CTCTCAGACCGGAAACAACGTGATGGGTTGACTTTGCCACTGCACATTTAACCCAGTTTTTCTGTCCTTTTTCTAGTGCTTCAACGACATAGTGTACAAT

chr2 179423036 179423396 179423266 179423366 TCTGCTTCCGCCATCATGTTCAGGCTTCAGCCAGGTCAGGGAAACACTGTCTTTGGATATACTTGTTACTCCAAGTTTTTCAGGTGGGCTTGGTTTTTCT

chr2 179424010 179441170 179424040 179424140 TTATTTTTACTCCTTCCTTTGTTTCAGCTGGTATACCAACACCAAACTCATTTTCTCCAGAGACTCTGAAGTAATAGATAGCTCCTTCTTGTAAATTGGT

chr2 179424010 179441170 179424140 179424240 AACTTTGTAGGAGAGGCGGTTACAGTTGTTGGTCACAGAGACCCATGCTTTCTTGCTGGCCTCACGTTTTTCTATGTGGTAATTCTTCACTGGTGCTCCA

chr2 179424010 179441170 179424240 179424340 CCATCGTTTTCAGGAACATCCCAGGATAACACTGCAGACTCTTTGGTTACATCTTGCACAGTAATGTTGGTTGGAGGACCTGGGGTATCTAAAACTTTGA

chr2 179424010 179441170 179424340 179424440 CAACTAAGGTCAGTGAAGCAGCACTCAAAACATTCTGAATTGTTAATGTGTACTTTCCAGAGTCATTTCTGTTGGCATTTTCAATGGTCAGTGATGTACG

chr2 179424010 179441170 179424440 179424540 AGAGTCTGTGGTATCAACATAAGCTCTAGTACGGAGGTCAGTGTCTGGCTTACTCCACAAGACATTGGGTACTGGTCTTCCTCGGAAAGGCACAGTCATG

chr2 179424010 179441170 179424540 179424640 GTAAATGAGGCACCAGCCTTGACAATCAAGGTCTTCCTCATTTCACTGTCAATATCAAATAAAGGTTCTTCTTCTCTTTCCTTTGCTATCTGAGGGTCAG

chr2 179424010 179441170 179424640 179424740 AGCTATCACTGGGGTCACTAGCACCAACCTTATTGACAGATTTTACTCTGAAAACATATTCAGCTCCTGTTGTTAGTCCGCTTATTGTATATTCTGTCCC

chr2 179424010 179441170 179424740 179424840 TCGTAAGCTCTGAATGGAAGTTTTCCAGTCAGTGTCATCAGATTTTTTGTATTCTACAGTATATCCAGTTATCGGGGCCCCACCATCAAACAGCGGCTTA

chr2 179424010 179441170 179424840 179424940 ACCCAGGCAATAGTTATAGTTGTCTTGCCTGAGTCCACAATTTTGGGTTTGGATGGAGGAGATGGTAGGAACACTGGATCTTCTGCCCTAATTAAGGGAG

chr2 179424010 179441170 179424940 179425040 AGGTTTCACTTGGAAGACTTAGGCCAGCAGCATTTTCTGCATAAACACGATATTCATATTCACATCCTTCCCGAAGTCCTGTTGATTTCACTCTTAGATC

chr2 179424010 179441170 179425040 179425140 ATAAACTGGTTTTTTGTTTACACGCACCCATCTTAGGCTATTTTTCTCTCGCCTTTCAATTATATATCCAGATATTTCACTACCTCCATCACTCTCGGGT

chr2 179424010 179441170 179425140 179425240 CTTGACCAGCAAAGTGTCATAGATTCTTTGGTCACAGAAGTAATTTCCAAAGACGTGGGTGGACTTGGAACTGTAAATGGATCTAGTGCCTTTATAGCTA

chr2 179424010 179441170 179425240 179425340 CACTCTCTAGGGGCTCACCAACACCATATTTATTAACACCAGTTACTCTAAATATATATTCATTGCCTTTGAGTAACTTGGTTACTTTACAGGATGTCAT

chr2 179424010 179441170 179425340 179425440 CTGTAACTCTCCTTCACATATTGTCCATGCAAGGTGGCTTGTTTCACGTTTTTCTACGATGTAATAGTCGATATCTGCACCACCATCTTCTTGGGGACGT

chr2 179424010 179441170 179425440 179425540 CCCCAGGAAAGAGAGCATTTCTCAGCAGTGAGGCCATTTATTTCAAGTGGTCCTGCTGGTGGACCAGGCTTATCAAGTACTTTGCAATTAACGGCCACAG

chr2 179424010 179441170 179425540 179425640 ACCGAGTGCCGGCAACATTCTTCAGTGTTAGTACATATTGCCCAGTGTCTCGTCTTATACAGTCTTTAACTGTTAACAAAGTATGATTGTCTGTTGAGAT

chr2 179424010 179441170 179425640 179425740 GATTTCTGTTCTTGCTCTTTCTTCAATTTCTATACCATCCTTGGCCCAGGAAATTACTGGCAGAGGTCGCCCTGCAATGTCTGCATTTATCTTAAGGACC

chr2 179424010 179441170 179425740 179425840 TCTCCAGCTTTGACAACAATAACGTCTCGGAACTTGACATCCATCATAACTCTTGGAGGCTCAACATCATCTTTAACTATAATAGGCCCAGTGGATTCAG

chr2 179424010 179441170 179425840 179425940 ATGGCTCACTAACTGAGTCAGCAGCATTCCTTGCAAAAACCCGGAATTCATAACGCTGATCTTCAGTAAGTTCAGTTACTTCAAAGTATGTTTCTTGTAT

chr2 179424010 179441170 179425940 179426040 ATTAGTATAATTGCACTTCAGCCACCGGCCATCTGGTAGTTCTCTGCGTTCAACAATGTATCCTGTGATCTTAGCTCCACCATCATAATGTGGTTTAGAC

chr2 179424010 179441170 179426040 179426140 CATTTAAGTGACACTGATTTTCTTGTGATATTTGTGACTTCAGGTTGTCCAGGAGGGTCACAAGGATCTCTTGCAGGGACTGGTTCACAAGATTTACTGC

chr2 179424010 179441170 179426140 179426240 ATTTACCAATTCCAGCAATATTTTCAGCATATACACGATACTCATACATCAGTCCTTCATCAAGGCCGGAGACTTTCATTTGAGTATCAGCAATGAGGAT

chr2 179424010 179441170 179426240 179426340 TTTATTTGCTTTTGACCAAAGAATGCTGCTTCTTTCTTTATACTCAAGATGATAGCCAATTACTCGACTTCCTCCATCATTAACTGGCACTTGCCAGGTT

chr2 179424010 179441170 179426340 179426440 ACAAGCATGGTAGATTTTGTGGCATGCACAACTTTAGGAGTACCAGGAGGACCTGGGGGACTGAATGGATACTCTGCAACAACAGCTGAAGATTCACTGT

chr2 179424010 179441170 179426440 179426540 AGGAGCTCTTTCCATAGCGGTTTTCTGCACAAACACGGAACTGATACTCACTTCCTGTTGTCAGGCGAACTATTTTAATGGATGTTCTTGCAACTGCTTG

chr2 179424010 179441170 179426540 179426640 TGAAACTATGTGCCATGTTGTAGAGGTGGTTTCTTTCTTTTCAACAATGTAATTGCTAATTTGGCAGCCACCATCATATTCTGGAGGATTCCAAGAAATG

chr2 179424010 179441170 179426640 179426740 GTTATGCTGTCACAACTAACCTCATCAATACGTATAGGACCTGGAGGTCCTGGTCTGTCAAGGACAATTATAGTAATAGGAACTGTTATGGATCCAGCAC

chr2 179424010 179441170 179426740 179426840 TGTTTGAAACACATAATTCATAAGTTCCAACATCTTCCTTTGAAGCTTCCTTAATAGATAGTGATGTTACAGTCTTTGAAGAAGAAACATTGACTCTAGT

chr2 179424010 179441170 179426840 179426940 TGTCTCTTTAAGAGTCTGACCATCTTTTCTCCAGTTCACAGTAGCTTGAGGTCTTCCTTTGAATGGCACATCAATCTTAAGTTGTTCTCTAGCCTTTACA

chr2 179424010 179441170 179426940 179427040 TTGAAAGTATGGAAAGGAAGCTCAACTGAAGGCTTTATTTCAATATCCCTTGCAATTACTGGCACTCCAAGTTGTCTTGGATCACTTCTTCCCTTTTCGT

chr2 179424010 179441170 179427040 179427140 TAACTGCAGCTACCCTGAAGACATACTCTTCTCCTGCAGTTAAGCCAGATATAGTTGCTTCTAGAGTCTTAACTTGTGTGCAGGTGCTCCACTTTTCACT

chr2 179424010 179441170 179427140 179427240 CCCTTTAGTCTGCATTTCAACCACATAACCAGTAATTTTGCTGCCACCATCACTTTCTGGTTTCTCCCACTTAATTGTAGCTGTATTACGGGTCACATCA

chr2 179424010 179441170 179427240 179427340 ACAAGAGTTACTCTTCCAGGTGGGAGGGGTGGTTCAGACACTTTAACGGGTTCTGTTGTTTCAGCTGGCAAACCAATCCCATATTCATTGGAAGCCAAGA

chr2 179424010 179441170 179427340 179427440 CTCGGAAGTAGTAAGAACATCCTTCTTGTAGATTTTCAATTCTGAAAGTAGTTTTAGTGCAATTATTTGTAATGGTAGCATAGGCTTTTCTTGTAGTTTC

chr2 179424010 179441170 179427440 179427540 TCGTTTTTCGACAATGTAGTTTGTAATCTTAGCTCCACCATCAATAAGTGGTGGTTCCCAGGACAACGTCACTGAGTCTTTCTTCACTTCTCTTATGGTC

chr2 179424010 179441170 179427540 179427640 AAATTCACAGGGGCACTTGGTGAGTCAAGAACTCTGACGTTAACAAAAGCTGTTTTGGAGCCACTATTATTTTCTAATGTCAGATTATACCGACCACTGT

chr2 179424010 179441170 179427640 179427740 CAAATCTGGTAACATTATCAATCACCAACATTGTAAATGAGCTGGTCACCTCTATCTGAGCCCTGTCAGTGAGAATGCCTTCTGCCTTTTCCCATTTAAC

chr2 179424010 179441170 179427740 179427840 TTCGGGTTCTGGTCGACCTTTGATAGTGACAAATAAGCGTAAAGTAGCACTTGCACGCAGAACGACCACCTTTCTGAGATCAGCATCGAGTTCTATTTCT

chr2 179424010 179441170 179427840 179427940 GGTGGCTCTATCCTCTCCTGAGCAACCACTGAGCCAGGTAGAGTTGCAGGTTCACCTACACCTTCAGAATTGATGGCACAAATACGGAAGTTATATTCAG

chr2 179424010 179441170 179427940 179428040 TGTTTTCTTTAAGCTTGGTCACTGTGAACTGCTTTCCTTGTAATCCTGTTGGTGGAGTGCAGGTTGTCCATTCATCCGCAGCAGCTTCTTTGACCTCTAC

chr2 179424010 179441170 179428040 179428140 AACATAGCCTTTAACAGGTGCGCCACCATCATAAATTGGCTTACTCCATGCCAGGGAGACAGAAGATCTGGAAGTGTCCGTCACTTTTGGATTGCTTGGG

chr2 179424010 179441170 179428140 179428240 GGACCTGGTGGATACAAGGCATCACACGCACGGTAGAAAACAGATGGCTCACTAGGTTCTCCCACACCAGCTGCATTTTCAGCAGCAACTCTGAATTCAT

chr2 179424010 179441170 179428240 179428340 AGGAATGGCCTTCGGTAAGACCAGTTACCCTGAGCCGCAGATCCGTTAATGTTTTCTTGTTGCACTTGGTCCATCTAACGCCTTCCTTATCTCGTTTTTC

chr2 179424010 179441170 179428340 179428440 AAGAATGTAGCCCTCAATTTCGGTACCTCCGTCGTCTACTGGGCGTGCCCATGTTACTACCATAGAATCTTTGGTGATTGCTGAGACTTCAGGTGTTGAG

chr2 179424010 179441170 179428440 179428540 GGAGGACCTGGTGGCTTATAAGGATTACAGGCCGTAACAGGCCCAGATTCCAAGGGCTCTCCAATTCCATATTTATTCACAGCCATGACACGGAAAATGT

chr2 179424010 179441170 179428540 179428640 ACTCATTACCAGGAAGAAGTTTAGTAACTTTGTAGTTAAGGGCCTGTACCTCAGTTGAAACCTGGGTCCAAGAGAGTCGGCTTGTCTCCCTCTTTTCAAT

chr2 179424010 179441170 179428640 179428740 GATGTAATGTGAAATATTAGCACCACCATCTTGCAAAGGTGGGTTCCATGCCAGGTAACATTTTTCCGCAGTAACTCCAGTAACTTTCAGAGGCCCTTCA

chr2 179424010 179441170 179428740 179428840 GGAGGCCCTGGCCTGTCAAGTACCTTTACAGTGATGGGTATAGACTTTGTACCACCAACATTGCTGAGTTTCAGAATATATTGTCCTCCATCAGTCCGTA

chr2 179424010 179441170 179428840 179428940 TACAGTCTTTGACAACAAGAGTTGTTTTCTGAATAGTAGATTTAATTTCCATTCTAGCAGCTGTTTCTTCAAGTTCTTTTCCATCTTTTGACCAAACAAC

chr2 179424010 179441170 179428940 179429040 ATCAGGTATAGGTTTGCCACGGATGTCGGCTTCAAGAACAAAAGTCTCTCCTGCATGAACAACGATGACATCTTTATATTTTGGATCCAGAGAGGCATTT

chr2 179424010 179441170 179429040 179429140 GGTGCATCAATTTCATCTCTTGCAGTAATGGCACCACTACTATCAGATGGTTCACTAAAGTTTCCAGCTGCATTTCTTGCAATTACTCTAAATTCATATC

chr2 179424010 179441170 179429140 179429240 TTTGGTCTTCTACAAGTCCACTCACTGTAAATTCAGTTTCTAATACGTTGGTAAAGCTGGCTTTCATCCAGCGGCCATCAGGTAGATCTTTCTTTTCTAC

chr2 179424010 179441170 179429240 179429340 AATATAACCTGTTATTTTGCTACCACCATCATAGGCAGGTTTCTTCCATTTCAGTGTGACATTGTTTCTTGTAATAACAATGGCTTCAGGGCGACCAGGT

chr2 179424010 179441170 179429340 179429440 GGGTCACATGGATCACGAGCAACAAAGCATTCTGACACTTTGCTAGGCTTGCCAATGCCAACAATATTTTCAGCAGAAACTTTGAACTCATACTCAAGGC

chr2 179424010 179441170 179429440 179429540 CCTCATCAAGCCCAGTTGTTTTGAATTTGGTGTCCTGAATGGGGGTCTTATTTAACTTGACCCATAAAATACTGTTCTTTTCTTTCTGTTCAAGATGGTA

chr2 179424010 179441170 179429540 179429640 GCCAATAATTTTGGTGCCTCCATCATTCACTGGCTCATGCCATTGCACAAGCATCTGATCTTTTGAGATTGATGTCACAAAAGGAGTTCCAGGTGGTCCA

chr2 179424010 179441170 179429640 179429740 GGTTCTTTAAATGGATATTGTACAATAACTGCCTTAGAATCCAGTGGGGCACTTTTTCCATACCTGTTTTCAGCAAAAATTCTAAACTGGTACTCCGTGC

chr2 179424010 179441170 179429740 179429840 CTGTTTTCAGTTTGGTTATTTTAATTGTTGTTCTTGCAACTGTTGCTGATACCATGTGCCAAGTGGTGGTGGTTGTATCTCGCTTCTCTACAATGTAGTT

chr2 179424010 179441170 179429840 179429940 GCTTATTTGGCAGCCACCAGTATAGGCTGGAGGTTCCCAAGATATGACTACAAAGTCTGCACTAACTTCATCAAACCGAACTGGGCCAACTGGAGGTCCA

chr2 179424010 179441170 179429940 179430040 GGCTTTTCTAAAACGATAACACTGAGATTTTCTGTTGCTGTGCCTGCACTATTTGTTGCCGTTACGGTGTATTTTCCAAAGTCATCTTTGTTACCTTCTT

chr2 179424010 179441170 179430040 179430140 TAATGTGCAAAACAGTTGAGGTAGCTGTTTCTTCAACGTTTACTCTTGTTGTCTGTTTAAGAGGCTCACCATCTTTGACCCAAGAAATGTTAGGTCTTGG

chr2 179424010 179441170 179430140 179430240 TCGGCCTATAACTGGAATTTCTATTTTAAGATCTTCTCCAGCTTGGATACTATATGTGTTAAATGGTAACTTTAAACTAGGCTGTATAGTCAAGTCCTTG

chr2 179424010 179441170 179430240 179430340 GCTATGACAGGAACACCCAACACTCTTGGATCGCTTTTTCCTTTCTCATTATAAGCCTTGACACGGAACTGATATTCTTGTCCAGAACTCAAACCAGTAA

chr2 179424010 179441170 179430340 179430440 CAACTGCATTACAGACTTTGGATTCAGCCACAATGCTCCATTTTTCAGTTCCTTTGGGCTGCATTTCAACAACGTACCCCAGGACTCTGCTACCGCCATC

chr2 179424010 179441170 179430440 179430540 ATGTTCAGGTTTCTCCCACATAAGTGATGCACTGGTCTGGGACACATCAGTGAGTGTAACCTTTCCTGGTGGGGAAGGAGGTTCAGCAGCTTTCACGGCA

chr2 179424010 179441170 179430540 179430640 TCAACAGTTTCCACTGGAACACCAACTCCAAATTCATTTTCAGCCATGACTCTGAAGTAATAAATGGCTCCTTCTGTAAGGTTTTCCACTTTAAAACTTG

chr2 179424010 179441170 179430640 179430740 TTTTGCTGCATTTACTACTCACATTAGCATACGCTTTTCTGGTTGACTCACGTTTGTCAATCACATAGTTCTTGACCTTTGCCCCTCCATCAATGATGGG

chr2 179424010 179441170 179430740 179430840 TGGCTCCCATACCAGGAAGGCAGAATCTTTTCTCACTTCTTTGACTGCCAAATTCTGTGGTGGTCCTGGAGTGTCAAGAACTTTCACAGTTACAAAAGCA

chr2 179424010 179441170 179430840 179430940 GACTTTGATCCACTGCTGTTTTCCAACTTAAGAATGTATTTTCCAGCATCATTTCTATCACAGTTATCTATTGATAGTTGGGTATAGTTTACTCCCTTTT

chr2 179424010 179441170 179430940 179431040 CAATTTGGACCTTATCTGTGAATTCACCTTCCTCTCGAGACCAAGTGATCTCAGGCGTTGGACGACCTTTGAATGGAATGTGAATTCTGGCAGATCCACC

chr2 179424010 179441170 179431040 179431140 AGCTCTTACAACAATTCCTTTTCTTAATTCGGAGTCAAGGTCAAGTTCAGGTGCTTCAAGTTTATCTTCTGGTTTCACAGTACCAGGAACTGATGTAGCC

chr2 179424010 179441170 179431140 179431240 TCACCTAAACCAACTTTGTTGAGGGCACAGACTCGTATTTTATACTCTTGGTGTTCAGTGAGTTTTGAAATTTCAAATCGAGTGACTCTCAGGCCAGTCT

chr2 179424010 179441170 179431240 179431340 GTGGAGTAACTATTTGCCATTCTTCTTCATCTGCTTTACAGATTTCTACTACATATCCCAAGATCTCACTGCCGCCATCATAGATGGGTTTACCCCAGGC

chr2 179424010 179441170 179431340 179431440 AAGTGTGATTGAATTTTTAGTGGTGTCTACAATGTGTGCATTGGTAGGTGGGCCAGGTTTGAACACAGGATCACAGGCTTTATAATAAACTGTAGCTGGA

chr2 179424010 179441170 179431440 179431540 CTTGGTTCCCCAACTCCAGCAGCATTTTCTGCAGAGACCCTGAATTCATACTCATGATCTTCTGTTAATCCTGTCACTCTTAGACGCAAATCTGTAATGC

chr2 179424010 179441170 179431540 179431640 GGCGTTTATTACATTTTATCCATCGAATGCCACTTCTGTCTCTTTTCTCTACAATGTAACCAATAATCTCACTTCCACCATCACTATCTGGACGGTTCCA

chr2 179424010 179441170 179431640 179431740 ACAGACGGTCATGGAGTCTTTGGCAATATTTGTGACTTCCAAGCTTTTTGGTGGTCCAGGAAGCACAAATGGATTTTTCATTAGTACTGGTGCAGATTCC

chr2 179424010 179441170 179431740 179431840 AAAGGCTCTCCAACACCATATTTGTTGACAGCCATTATACGGAAAACATATTCATTACCTTCTAAGAGTTTGGTAACTTTCAGAGAATTGGTCACAACTT

chr2 179424010 179441170 179431840 179431940 CTGAAGCAACAACAGTCCAGGCAAGTCGACTGGTTTCTCGCTTTTCAACAACATAGTGAGAAATGTCACTGCCACCATCTTGAAGTGGTGGAGACCATGT

chr2 179424010 179441170 179431940 179432040 TAAAGAGCATTTTTCAGAAGTGACTCCAGTAACCTGGACTGGCCCTTCTGGAGGTCCTGGTCTATCTAATACTTTTACATTTACTGGGAATGACTTAGAA

chr2 179424010 179441170 179432040 179432140 CCTGCAACATTGGAAGCTCTTAAAATATACTGCCCACCATCAATTCTAATTGCATCTTTTACAATAAGTAAAGCCTTGAAATCTGTGTTCTTTATTTCAC

chr2 179424010 179441170 179432140 179432240 ATCTAGCAGATTCTTCAATTTCCTTATCTCCTCTTAACCACTCAATGGTAGGTAGGGGCTTTCCATGGACATCAGCCTCAAGTCTGAATGTTTCTCCAGC

chr2 179424010 179441170 179432240 179432340 ATTTACCACAATTGTGTCTCTGAATTTTGGATCCATTGAAATTCTTGGGAGTTCAACCTCATCCTTGGCAGTTATTGGTCCAGTACTGTCAGAGGGTTTA

chr2 179424010 179441170 179432340 179432440 CTTATTGCACCAGCTGCATTCTTTGCAATGACTCTGAATTCATATCTTTGATCTTCAGTAAGACCTGACACAGTAAATTGAGTTTCAATGACATTTGTAA

chr2 179424010 179441170 179432440 179432540 AGCTAGCTTTCATCCAACGACCATCAGGCAAATCACGTTTCTCTACAATGTAGCCTGTAATCATACTTCCACCATCATACACAGGTTTGGTCCACTGTAA

chr2 179424010 179441170 179432540 179432640 AGTGATTTCATTTCTTTTAACCATTATTGGTTCTGGGGTTCCTGGTGGGTCACAGGGATCTCTGGCTACATAGCATTCAGAATTCTTGCTTGCTTTGCCT

chr2 179424010 179441170 179432640 179432740 ACACCAACAATATTTTCAGCATACACTCTGAATTCATATTCAATGCCTTCTTCAAGATTCTGTGCTTTGAATTGGGTGTCATGAATAATAGTTTTGTTGA

chr2 179424010 179441170 179432740 179432840 CCTTTGTCCACAAAATACTGTTTCTTTCTTTTCTCTCCAGGTGGTAACCTATGACGGGGCTTCCACCATTGTTGACTGGTTCATGCCACTGTATGACCAT

chr2 179424010 179441170 179432840 179432940 GGAGTCTTTGGAAATGGCTGTGGCAAATGGTGTACCTGGAGGGCCTGGTTCTTTGTAGGGATATTGAGCTACAATTGGATCAGACTCTAAGGCAAAGCTT

chr2 179424010 179441170 179432940 179433040 TGTCCATATCTGTTTTCGGCAAATATTCTAAATTGGTATTCTGTACCAGTTTTCAGTTTGGTCACTTTGAGTGTAGTTCTAGCAACAGTAGCAGAAACAA

chr2 179424010 179441170 179433040 179433140 CATCCCATACTGTGGTGGTTGTATCTCTTTTCTGAACAATGTAGTTGGTGATTTGGCAGCCCCCTGTATATAATGGAGGGTTCCAAGATAATGTAATACT

chr2 179424010 179441170 179433140 179433240 TTCAGCACTGACGTCATCAAATTTAACAGGTCCTTTTGGAGGATCAGGTTTATCTAGAGTTACAATTTCGATGGATGCTGTCTTCTGACCAACAACATTG

chr2 179424010 179441170 179433240 179433340 GCAACTGTGATTCCATATTGTCCACCATCATCCTTATGAGTTTCTTTAATACTGAGTGTGGTGAGATCCAGTGAATCGGTAACATTGATTCTTGTGGTCT

chr2 179424010 179441170 179433340 179433440 GCTTCAGTGGGAGACCATCTTTAGTCCAGGTAATGGTTGGCTTAGGACGTCCAGAAATTGGCACTTCTATTTTCAAATCTTGGCCAACCTGTACACTGTA

chr2 179424010 179441170 179433440 179433540 ACTACTGAATGCAGGTTTTACATCTGGCTCAATTACCAGATCTTTGGCAACTATTGGAACTGCAAGGGACCGAGGATCACTTCTCCCCTTTTCATTTACA

chr2 179424010 179441170 179433540 179433640 GCAACAACTCTAAAAAGATATTCTTCCCCTTGAGTTAGGTTGGTAATTACTGCCTGAAGAGACTTTACTCGAGCACACTCTGACCATTTCTCACTGTGTT

chr2 179424010 179441170 179433640 179433740 TAGCTTGCATTTCCACAATATACTGAATGATTTTACTGCCACCATCATGTTCAGGTTTTGTCCAACTCAGAGAGACACTGTTTCTGGTGACATCATCCAC

chr2 179424010 179441170 179433740 179433840 AGTTATTTTTCCAGGAGGTTGTGGCACTTCTGCAACCTTAATTGGATCAGCAGTCTGGGCAGGAAGGCCAATACCATACTCATTCTCAGCTGTGACTCTA

chr2 179424010 179441170 179433840 179433940 AAGTAATAACTGCAACCTTCTTGGAGCTGATCGATTTTCCAAGAATTCTTATGGCAGTTAGTTACAACAGCAGCATATGATTTTCTTGTGGCTTCACGTT

chr2 179424010 179441170 179433940 179434040 TCTCAACAATGTAATTTTTTATTTTGGATCCCCCATCCAACAAAGGAGGTTCCCATGTAATTGATACTGAGTCTTTGGTGATTTCTGTGACTTTCAGGTT

chr2 179424010 179441170 179434040 179434140 AACAGGTGGACTTGGCGTGTCCAGAACTCTCACAGTAACAAAGGCAGACTTTGTTCCACTGCTGTTTTCTAATGTAAGCGTATATTTTCCACTATCATAT

chr2 179424010 179441170 179434140 179434240 CGGTTGACATTGTCAAGAACAAGAGAGGTGAAACTGCTAGTGACATCAATTATAGCTGCATCTCGGATTTCACCATCCACCTTTCCCCATTTAACTTCTG

chr2 179424010 179441170 179434240 179434340 GTGTAGGACGACCTTTTATAGGAACAAATAACCTTAAGGAGCCACCTGCCCTTATATTTATGATTTTCCTTAGTTCTAGGTCAAGATCAATGTCTGGTGC

chr2 179424010 179441170 179434340 179434440 TTCTAATTTTTCTTCAACTATAATAGGTCCAGGGACGTCAGCATGTTCTCCAACTCCAGCTTTATTAATAGCACAGATACGGAAGTTGTATTCATGCTTT

chr2 179424010 179441170 179434440 179434540 TCCAACAGCTTCTCTACTTCTATGTTTGTTTTATTAATTCCTGTTGGTGGAGTGCACATTGTCCATTCACCAACACTCACATCACATTTTTCAACAATGT

chr2 179424010 179441170 179434540 179434640 ATCCTTGAATTTCACAGCCACCATCATATATTGGTTTGCTCCAAGAAAGGAATACTGAAGATCTGGTTATGTCTATGACTTTGGGGTTGTTTGGGGGTCC

chr2 179424010 179441170 179434640 179434740 TGGTTTATAAATAGGATCACAAGCCTTTTGGTAAGCAGAAGGAGGGCTTGGTTCACTAAGTCCAGCAGCATTCTCAGCAGAAACTCTGAACTCATAATCG

chr2 179424010 179441170 179434740 179434840 TGATTTTCTATGAGTCCAGTTACTCTCAGGCGCAACTCTCCAATCAGACGCTTATGGCATCTTGTCCATCTAATGCCTTCTTTATCCCGTTTCTCAAGAA

chr2 179424010 179441170 179434840 179434940 CATATCCAAGAATTTCACTACCACCATCAGATGCTGGTCTTTCCCATACAACAATCATTGAGTCCTTGGTCACTGTTGTGACTTCTGGAGCTTTTGGTGC

chr2 179424010 179441170 179434940 179435040 ATCTGGTACTACAAATGGATTCTTGGCAACTACTGGCTCAGATTCAAGAGGTTCACCAACACCATATTTGTTTACTGCCATTATACGGAAAGTATATTCA

chr2 179424010 179441170 179435040 179435140 TTGCCTTCAAGAAGCTTAGTAACCTTGCAGCTGAGAGTCTGCACATTGGCATCAACCACAGTCCAAACTAAGCGGCTGGTTTCTCTCCTTTCCACAATAT

chr2 179424010 179441170 179435140 179435240 AATTTATGATGTCACTCCCACCATCCTGAAGTGGGGGTTTCCAAGCTAGTGTGCATTTTTCTGCTGTAACTCCTGAGATAACAACAGGTCCTTCAGGTGG

chr2 179424010 179441170 179435240 179435340 CCCTGGTCTGTCAAGAACCTTGACATTCACAGTAACTGATCTTTCTCCTGCAACATTTTTGGCCTTCAGTATGTAATTTCCACTGTCGACACGTACTGCA

chr2 179424010 179441170 179435340 179435440 TCTTTTACACTGAGACTGGTGGCAAAGTCGGTGCTCTTTATTTCTAATCGAGCTGTGTTTGAAAGCTCCTGATCACCTTTTATCCACTGAATGGTTGGTA

chr2 179424010 179441170 179435440 179435540 TTGGTTTGCCATAAATATCTGCATCAACCTTGAATGATTCACCAGCATGAACCACGATTGTGTCTTTGTATTTTGGATCCATACTTATTCGTGGTGGATC

chr2 179424010 179441170 179435540 179435640 TACCTCATCTCTAGCTGTTATTGCTCCTGTGCTTTCTGAAGGCTCACTAAACACTCCTGCGGCATTTCGGGCTATAACCCGGAACTCATATCTGTGATCT

chr2 179424010 179441170 179435640 179435740 TCAACTAGGCCAGTTACTTCAAAATGAGTGTCAATAATATTTGTAAAACTGGCTTTCATCCAACGGCCCTCAGGTAATTCTTTCTTCTCAACAATATAAC

chr2 179424010 179441170 179435740 179435840 CAGTGATCTTGCTTCCACCGTCATAGGTGGGTTTCTTCCACTGAAGAGTCACAGAATTCCTTGTGACAATGATTGCCTCTGGCCGTCCTGGTGGATCACA

chr2 179424010 179441170 179435840 179435940 TGGGTCACGAGCCACATAACATTCTGATACTTTACTCGGCTTGCCAATGCCCACGATGTTCTCTGCAGAGACTCTAAATTCATATTCAACACCTTCTTCA

chr2 179424010 179441170 179435940 179436040 AGGCCAGTTGTCTTAAACTTGGTTTGAGGAATAGGTGTTTTATTCAACTTAACCCAGAGGATGCTATTTCTTTCCTTGCGTTCTAGATGATAGCCAATGA

chr2 179424010 179441170 179436040 179436140 CTCTACTTCCTCCATCACTGATTGGCTCATTCCATTGTACTTCCATGCTGTCCCTGGAGGACAGTGTGACAACTGGAGTGCCAGGAGGACCAGGAACTTT

chr2 179424010 179441170 179436140 179436240 GAATGGATATTGGGCTACAGTAGGCTCTGAATTGAGGTAGGTACTCTTCCCATATCTGTTTTCAGCTGCAATTCTAAACTGATATTCACATCCAGTCTTC

chr2 179424010 179441170 179436240 179436340 AGTCTGCAAGCCTTTATTGTTGTCCTTGCAACTGTAGCTGATACAATTTGCCAGGTGGTTGTGGAAGTGTCCCGTTTCTCAACAATGTAATTATTGATAG

chr2 179424010 179441170 179436340 179436440 AACTTCCACCATCATACTTGGGTGGGCCCCAGGAAAGAGTAATACTATCAGCTGTCACTTCATCCATTTTAACTGGTCCAGTTGGAGGCCCTGGTTTGTC

chr2 179424010 179441170 179436440 179436540 AAGAACGATAACATTAAGGGTTTCAATAGCTTCACCAGCTGAGTTAGTCAGTTTAACCACATAATGGCCAACATCTTCTCGGCAGGCGTCCTTTATTGTC

chr2 179424010 179441170 179436540 179436640 AGTAGTGAATTATTTTCTGTGCTCTCTGCATTTACTCTAGTTGTCTGCTTCAGTGGTACATTATCTTTATGCCAGGTTACAGCTGGGGTAGGGCGGCCAA

chr2 179424010 179441170 179436640 179436740 TGAATGGAACATCAACTTTTAGGTCTTCACCTGCCAGTACAGTGAAAGTATTGAACAGGAGTTTGAAGGCTGGTGGAATGACAAGATCTTTGGCGATCAC

chr2 179424010 179441170 179436740 179436840 TGGCACACTCAGTTGTCTAGGATCACTGATGCCCTTTTCATTCTGAGCTGAAACACGGAAAGAGTATTCTTCACCCTGAATTAATCCAGTGATAGTGGCT

chr2 179424010 179441170 179436840 179436940 TCAGTGACCTTGACTGTGGCACACGTGGCCCATTTGTCACTGCCTTTGGTCTGCATCTCCACAATGTAGCCTAGAATTCGGCTGCCTCCATCATGCTCTG

chr2 179424010 179441170 179436940 179437040 GTTTCTCCCAAGAGAGTGACACACTATTTCTTGTGACATCCATCAAAGTTATTTTTCCTGGAGGAAGAGGTCGTTCTGATGCTTTCACAGATTCTGCGGT

chr2 179424010 179441170 179437040 179437140 TTCAGCAGGCAGCCCAATGCCATATTCATTTTCTGCGAGAACCCTGAAATAGTAGCTACAGCCTTCTTGAAGCTGGTCTACCTTCCAGGAAGTCTTGTGG

chr2 179424010 179441170 179437140 179437240 CAGTTTGTTGCAACAGTTGAATATGCTTTTCTTGTTGATTCCCGCTTTTCAACAATATAGTTCTTGATTTTTGAACCTCCATCAAGGAGAGGTGGGTCCC

chr2 179424010 179441170 179437240 179437340 ATGTGAGTGTGACAGATGTCTTAGTGACCTCTTTTACCTTCAGATCCTGTGGGGGGCCTGGTGTATCGAGAACTCTAACATTGACAAATGCAGACTTGCT

chr2 179424010 179441170 179437340 179437440 GCCTGAACTATTTTCTACAGTTAGTATATATTTGCCACTGTCAAATCTGTTTACATTTCCAACAATAAGCAGGGTGTAAGAGCTTGTGGATTCGATGCTA

chr2 179424010 179441170 179437440 179437540 GCTTTATCTAAAGATTCTCCATGGTCCCGGGCCCACTTCACCTCAGGTGCAGGCCTTCCTTTGATGGGAACAAAAAGTCTCAGGGTGCAGCAGGCCCTTA

chr2 179424010 179441170 179437540 179437640 TAGTAACAACTTTGCGCAGGTCAGCATCCAGTTCAATTTCTGGAGGCAGCATTCTGTCTTCAGCCTTTGGAGTTCCAGGAACAAGGGCAGGTTCCCCAAG

chr2 179424010 179441170 179437640 179437740 TCCTTCGGAATTCATGGCATAGATGCGGATCTTATATTCCTGATTCTCTGTGAGGCCAGTGATAGTATACGAAGTTGCCTTGAGTCCTGCTGGTGGAGTG

chr2 179424010 179441170 179437740 179437840 ACAATCTGCCATTCATCTTCCTCTGGCAGGGCAATCTCAACCATATACCCAGTGATTTCTGAACCACCATCATAGATAGGTTTATTCCAAGCGATTGAAA

chr2 179424010 179441170 179437840 179437940 TGGATGATCTGCTTGTATCCAGAACACGTGGGTTACCTGGTGGTCCAGGTTTAAACACAGTGTCACAAGCCTTGTAAAATGGACTGGTAGGACTTGGTGC

chr2 179424010 179441170 179437940 179438040 ACTAATTCCAGCAGCATTTTCAGCCATAATCCTGAACTCATATTCATGTCCTTCTGTCAGTCCAGACACTTTATATCTTAAATCAGTAAGAGTTTTTTTG

chr2 179424010 179441170 179438040 179438140 TTGCATTTAATCCAGCGTTGGCCAGCTTTATCACGCCGTTCCACAATATAATTGATGATTTCACTTCCACCATCAGAATCAGGATGTCCCCAGCAGACAA

chr2 179424010 179441170 179438140 179438240 CCATCGAATCTTTAGTAATAGTTGTCACTTCAGGGTTTTTGGGCGGATCAGGGGGTCCATAAGGATTCACTGCAAGCACAGGCTCTGATTCCAGTGGCTC

chr2 179424010 179441170 179438240 179438340 TCCCACTCCATATTTATTTACAGCCATGACACGGAATATGTATTCATTGCCTTTCAAGAGTTTAGTGACCTTTAGCTTTGTTACTTGGACTTCTGAGGCT

chr2 179424010 179441170 179438340 179438440 ACATTTGTCCATGCCAATCTGCTGGTTTCACGTTTCTGTACTATGTAATGATCAATTTTGGCACCTCCATCATCCAGTGGAGGGAACCATGATAGTACAC

chr2 179424010 179441170 179438440 179438540 ACTTTTCTGATGTCACTTCAGTTACAGCCAAAGGTCCTTCAGGTGGGCCTGGTCTGTCAAGAACTTTGACATTGAAAATGTGTTTAGCAAAGCCACCAGG

chr2 179424010 179441170 179438540 179438640 ATTAGTCGCTGTAAGGGTATAGGCACCACTATCCCTTCTTGTTGAATCTTTGTTTACCAGATTAGTAGAGAAATCTGCAATTTTTATTTCTAACTTTGCT

chr2 179424010 179441170 179438640 179438740 GTGCCTTCCAGCTCTTTTCCATCTTTGCTCCATTCCATTGTTGGAGGTGGGCGGCCTGAAACATCAGCTTCCAGTCTGAATGCTTCACCTGCTTTTAATA

chr2 179424010 179441170 179438740 179438840 TAACCGTGTCCTTAAATTTAACATCCACCTTTATCTTTGGTGCCTCAACATCATCCCTGCAAGTGATAGCATCAGATGGCTCAGATGGTGGACTGATGGC

chr2 179424010 179441170 179438840 179438940 ACCTGCAGCATTTTTGGCGATCACACGGAATTCATATGCAGCATCTTCTGTTAGGCCACTGACTGTAAATTCATTCTCCAAAATGTTGCTGAAGTTGGCC

chr2 179424010 179441170 179438940 179439040 TTCAGCCACCGTCCATTAGGAAGGTCTCTCTTTTCAACGATATAACTGGTAATTTTAAAGCCCCCAGTATATTCAGGCTTAGCCCATTTAAGTGTTACTG

chr2 179424010 179441170 179439040 179439140 TGTGTCTTGTAATATTTAGAGGTACTGGTTTTCCAGGTGGGTCAATGGGATCCAGAGCCAACATAGGTTCTGATGGCTTGCTTGGCTTACTTTTGCCTGC

chr2 179424010 179441170 179439140 179439240 CATGTTTTCTGCAATCACCCGGAACTCATAAGCAATACCATCTGTAAGTCCACTTGATTTGAAAATGTTGCCTGGTACTAAAGCTTTGCTCACAGTCTGC

chr2 179424010 179441170 179439240 179439340 CAGAGAATACCATTTCGTTCTTTTCTTTCAACATGATATCCTAAAATGGGGCTTCCACCATCAGAAAGTGGCTCATGCCAGCTAATTGTCATTGAATCCT

chr2 179424010 179441170 179439340 179439440 TGGTAACTGCAGTTACCTGAGGGGTACCAGGAGGTCCAGGAACCTTAAATGGATAGTTGGCAACTATGCATGCTGATGTGATGCCTGGTCCAACTCCATA

chr2 179424010 179441170 179439440 179439540 TCTATTCTGAGCTTTTACACGGAACTGATACTCTAATCCAGTAGTAAGGCGGGTGGCTTTATAGGTAGTACGTATAACGGTGGTTGCTAACTCAACCCAG

chr2 179424010 179441170 179439540 179439640 GTAGTACTGTCAGTCTGCCGCATTTCCACTACATAGTTGCTTATTGGTACACCACCATCGTTCTCAGGTGGGTCCCAAGAGAAGGTTACAAAATCAGATG

chr2 179424010 179441170 179439640 179439740 AAACTTCATCAAATTTGATTGGTCCAGTAGGTGGCCCTGGGATATCATGGACTTGAATGGTGATGACATCACCAACCTCTCCTACAATGTTCCTTGCTGT

chr2 179424010 179441170 179439740 179439840 TAATGGATAGGGCCCACTATCACTTCTGACACACTCATTGATATTTAAAATGGTTGAAGTCGCTGTGGTTTCAAAATTAACTCTCTGTGTCTGTTTAAGA

chr2 179424010 179441170 179439840 179439940 ATTTGGTCTCCTTTTTTCCATGTCACTGTGGGCTTCGGTCGACCGAGCACTGGAATTTCAACTTTGATGTTGTCACCAGCTTTGGCAATGACCAGTTTCT

chr2 179424010 179441170 179439940 179440040 GATAGATGCCACGGAGATCCAGCTCTGGAAGCATTGTCTGCTCCTTGACAATGACGGGTCTGCTTTCTCTAGGGGCACTTCTCCCCGCGCTGTTCACTGC

chr2 179424010 179441170 179440040 179440140 CATCACTTGGAAGGTATATTCCTCTCCTTCAGTTAGATTCCTCACAACACATTCTAACCCTTTCACGGTTGTGATGTGGGTCCACTGGTCAGAGCCTTTT

chr2 179424010 179441170 179440140 179440240 CTTTGGGCTTCAATCACATAGCCAGTGATCTTGCTGCCACCATCGTGTTTGGGCTTAGGCCATGCCAGGCTGACGGTGCTCTTAGTTATGTCCATGATGT

chr2 179424010 179441170 179440240 179440340 TAAGGCTGTCTGGTGGAGATGGTGCTTCAGAGGCTTTTACGGGCTCTGTAGTTTCTGTTGGCTCACCAATTCCATATTCATTCTCTGCCATCACTCTGAA

chr2 179424010 179441170 179440340 179440440 GAAATATTCACACCCTTCAGACAAGCCGGTAACTTTATATGTGCATTTATGGCACTTAGTGGTGGCTGTGGAATAAGATTTCCGTGTTGCTTCACGTTTC

chr2 179424010 179441170 179440440 179440540 TCTACAATGTAGTTTGTTATACGTGAGCCTCCATCTATCAGAGGGAGGTCCCAGTGCAGGGTGACACTGTCCTTTGTGATGTCTGTAGGCCGCAGGTTGA

chr2 179424010 179441170 179440540 179440640 GGACTGGGCCTGGCGTGTCCAAGACTCTGACGTTCACAAAGCCACTTTTCTTCCCAGCCGGGTTTTCAATGGTCATGACAAATTTACCGGTATCATATCT

chr2 179424010 179441170 179440640 179440740 GTTACATTCTGGGATAATCAGAAGAGTAAATGATTCCGTATTTTCAATGTTGGCTCGGTTTTTCAGGTTGATGTTATCTTTGGTCCATGTCACTTCAGGA

chr2 179424010 179441170 179440740 179440840 GCAGGACGACCTTTAATTGGCACAAATATCCTAATACTGAGTCCTGCTCTAACAACAAGTGTTCTTCGAAGCTCGGCATCTAGTTCAAAATCAGGAGCCA

chr2 179424010 179441170 179440840 179440940 TCTCCCGTTCTACGATTTCAACATCTGGAATCACCGCTGGCTCCCCAACACCTGCATCGTTGATGGCACTGATTCTGAAGTTGTATTTTTCTTTAGTCTG

chr2 179424010 179441170 179440940 179441040 AAGATCAGGAACAACGAACTGAGTGATTCTGAGGGCGGTTCCTGTGGTATCTTTTATCCAGGCCTCGTCTCCTACTTTTTGATGCTCCACGACATAGCCA

chr2 179424010 179441170 179441040 179441140 GTGATTTCAAGTCCACCATCATAATGAGGCTTGCCCCATGCCAAAGAAGCAGATTTCTTGGTAGTATCAGTGACATGCGGATTTGAAGGTGGTCCTGGAG

chr2 179441226 179441586 179441256 179441356 TGCTGCATCTTTCATCAGAACAGAATCTGAAGCCTCACTGGGTGGACCAATTCCTGCTCTGTTTTCTGCACTGACACGGAATTCGTAGGTGCTTCCTTCT

chr2 179441226 179441586 179441356 179441456 TGCAGTCCTGTTACTTTGCACCTGAGATCGGAAACTGGTGTTTTTATTGCTCTCACCCATCGCAGGCTTTTCTTTTCTCTCCTTTCTACATGATATCCTG

chr2 179441226 179441586 179441456 179441556 TAATTTCGCTGCCACCATCATCCACTGGCCTTTTCCAGCTGACAGTGGCAGTGTTCTTAGTGACATTTGATACCTCTGGTTTTTCAGGAGGGCCAGGGGG

chr2 179441643 179442243 179441643 179441743 ACATACCAAATCTGTCTACCATTTTGACAGGTTCAGACTGTACAGGTTCTCCTTTGCCATAGTGGTTTACAGCTGAGACCCGGAAGATGTACTCATTTCC

chr2 179441643 179442243 179441743 179441843 TTGGATAAGTTTGGTTGCCACATGCCTGCAAGACTGAATATCTTCAGAAACCACTGTCCACAAAAGTCGGCTGGTTTCTCTCTTTTCAAGTATATAGGAC

chr2 179441643 179442243 179441843 179441943 TTAATTGGTGAGCCGCCATCTTCCAAGGGAGGTGTCCATGTAAGTGTTGCTTTTTCAGCAGAAACATTACTGATTTCAACAGGACCTGGGGGACCAGGTA

chr2 179441643 179442243 179441943 179442043 CATCAAGGACTGTTACCTTCACATGTTCCACCTTCGTGCCAAAAGGATTGGTAGCAGTGATGGTATATTCACCCGCATCTTTTCTAGTGGCATACTTGAT

chr2 179441643 179442243 179442043 179442143 AGTAAGCATGGAAGATGTTGGGGTTGAAGTTATCTGAGTGATATCTGATGGTCTAATGTCTTTTCCTGCCTTGGACCAACTTGATTTTGGAAGGGGTTTG

chr2 179441643 179442243 179442143 179442243 CCAAGAATGCTAATGGCATTCAAAACAATGGTATCCCCTGCTTTAATTGTTAGCCCATCTTTTATTGTGGGATCAAGGACAATTGTTGGTGCCTCTGCAA

chr2 179442297 179442657 179442327 179442427 CCGTATTCATCCTTGCAAATAATGGTTTCTGTACTTTCTGATGGAGCACTGATAGCACCTGCTGTATTCTTTGCTCTAATTCTGAATTCATATTTTCCAC

chr2 179442297 179442657 179442427 179442527 CCTCAACAAGGTCAGTTACAGTAAAGGCACATTCTGGGACATTAACATGGTTGGCTTTCATCCAAGACTTCGAAGGTAGATCTCGCTTCTCCACTATATA

chr2 179442297 179442657 179442527 179442627 TCCAGTTAACTTATGACCACCGTCATATTTAGGTTCAGTCCAAATGAGAGTCACTGAATTCCTTGTTATGTTAATAACCTCAGGTTTTCCAGGAGGATCT

chr2 179442693 179442933 179442713 179442813 CCAATTGGGTCCAGTGCCACAACAGGCTCTGATGGTAGGCTTGGCTTGCCCACACCTGCTAAATTGATTGCCATAACTCGGAATTCATATTCAAGACCTT

chr2 179442693 179442933 179442813 179442913 CAGTTAATCCTGTCACTTTAAAGTCTCTCATCCTTATCGGAGTCTTGTTAGCTCTCTTCCACAAAAGGCTGTTTCTTTCCTTGAACTCGAGATGATACCC

chr2 179443290 179443490 179443290 179443390 TGAGGAATCTTGATGTAAAAGCTGTAGGATAAGAACAAACAAAATACCTGTAATTGGAGAACCACCAGTTTTCTTGGGGTCAGTCCAAGTTAGAGATACT

chr2 179443290 179443490 179443390 179443490 GAATCGTGTCTGACATCCACAATATTGGGAGGTGGGGGAGCATCAGGCACATCTAGAAAAAAGTAGATAATGCAAGATTTATAATAAGAAGCCTCCTCAA

chr2 179443526 179444126 179443526 179443626 ACTTACCAAATGGATGTCTCGCAACAATTGGCTCCGATTTCAGGCCTTCCCCTACACCATATTTATTTTCGGCACTGACCCTGAAGGTATATTCCATGCC

chr2 179443526 179444126 179443626 179443726 CTCATGAAGTCTGGTTACTCTAAAGGTGGTTTTCTGGACAGCTGAGGCGCACGTCACCCACTTGTTGTTCACAGAATCCCTCTTCTCTAGGATATAGTTG

chr2 179443526 179444126 179443726 179443826 GTGATTTCAGAACCTCCATCATCCTTTGGAGGAGCCCACTTTAAGGTCATGGCTTCTGCTGTGACTTCATCAAATTTGATTGGTCCAGTGGGGATGCCAG

chr2 179443526 179444126 179443826 179443926 GCTTGCCAACAACCTTTATGGAGATAGTTCCTTCCTTGGTGCCAGCAACATTCTTAAGTGTGATTGTGTATTTTCCAGCATCAGATTTTTGGCAATCGTA

chr2 179443526 179444126 179443926 179444026 CACTATAAGAGTTGTGTTAACCGCAGATGACTCAACACTGACTCTAGTGTCAGTTGCTAGAGGATCTTCCCCTTTCTTCCAGGAGACTGATGGAGCTGGC

chr2 179443526 179444126 179444026 179444126 TTGCCTTTTATGGGGATCTTAAGCCGGAAGTTGCTGTTTTCTTTAGCCAAGTAGCACAAATCAGGTAGACCCTTTAAGTCAAGATCAGGAGCCACTGTAA

chr2 179444251 179444611 179444281 179444381 CCTTACCAACATCATCCCTTGCCACAACAGTGATTTCGCTTGGGGTTCCTTCTCCATTTTCATTCTCAGCACTCACTCTGAAGGTATATTCCTTCCCTTC

chr2 179444251 179444611 179444381 179444481 AGTCAAATCTTTTGCAGAGTACTGTAGGCTTAAGGATTTCATAACTCGTTGCCACTTATTTTCTTCAGTCAGGAAATCAACTACATATCCAATAATCCGA

chr2 179444251 179444611 179444481 179444581 CTTCCACCATCACTGTGAGGCTTTTTCCAGCCAATGCTACAGGATGACTTAGATACAGACCTCACTTTCAGGTCCACAACTGGTCCAGGAGTTTCTAAAG

chr2 179444630 179444990 179444660 179444760 CTTACGGGAAGCTTTGACAGCATCACGAGTTTCACCGGGATCACCAATGCCATACTCATTTTCAGCAAACACTCGGAAGAAGTAGGATTTTCCCTCCTCC

chr2 179444630 179444990 179444760 179444860 AAATTAGCTACTCTGAAGCTTGTTTTGGAGCACTCAGTTGTCACTGTAGACCAGGATTTCCTCTCTGCATCACGTTTTTGTACCACATAGTTTATGATGG

chr2 179444630 179444990 179444860 179444960 GGCTTCCGCCATCAATAATGGGAGGCTCCCAGGTAACATAAGCAGAGTCTTTGGATATTTCCTTAACAGTCACATTGACAGGTGGCCCAGGAGTATCTGG

chr2 179445012 179445372 179445042 179445142 ACTTACCAAGCACTTTCACAACAATGGTATATTCCTTTTTACCACAGCTGTTCTCCAGGGTTAAGATATATTTTCCTGCATCATATTTGTTCACATTTTC

chr2 179445012 179445372 179445142 179445242 ACAGCGCAAGAAAGTGTCAAAGTCAGTTGACTTTATGTCCAGTCCAATCCTGTCTCTTAGATTGACATTTGGTTTAGACCAAGTAATCTTTGGAGGTGGG

chr2 179445012 179445372 179445242 179445342 CGTCCTTTTACTGGTACATATAGTCTCATAGTAACTCCAGCACGTAATATGAGTGTCTTCCTTAAGTCCGCATCAAGTTCTCCCTCAGGTGGAACTGTTT

chr2 179446198 179446558 179446228 179446328 AGATGTCCTTGGGATAGTGTTTATCTGGCACATCACTGGGGTCACTGTATCCAATCTTATTAACGGCATACACACGGAATTGATATTGTGTGTCTTCCAT

chr2 179446198 179446558 179446328 179446428 CAGGCCAGTAACCTCAAAGCGGGTTTTCTGTAGATTCTGTGGTAAGTTGCACCTCACCCAGTTATCGGAGTCAGCCCGTTTTACTTCAACGAGATAACCA

chr2 179446198 179446558 179446428 179446528 ATGATAGGGCTGCCGCCGTCATAGGCTGGCTTGCCCCAAGATAGACTCACAGAGCTGCGAGTTGTATCATATACTTTAGGGAAAGCCGGTGGGCCAGGAG

chr2 179446603 179446963 179446633 179446733 CTGAGGGTCCCGAGCATAAGCGGCCTTGGATGCGTCACTGGGTTTGCCTGGTCCAGCTTTATTTATAGCTGTAACACGGAACTCATATTCGGTACCTTCT

chr2 179446603 179446963 179446733 179446833 TGAAGACCTGTTGCTTTTAATGTTCTTTCTATAATAGGTTTTCTGTTGACCTTAGTCCAGTTAACAGCCTGGGTTTCCCGCTTTTCAAGCAAATAGCCAG

chr2 179446603 179446963 179446833 179446933 TGATGGGTGAGCCCCCATCATCTGCTGGTGGCTTCCAGCTGACTGTCATGTGATCTTTGGTTATGTTGCTAATAACAGGAGGATCACAGCGTCCTGGTGG

chr2 179446990 179447350 179447020 179447120 ACCATATGGGTTTTTGGCAATTGCTGGTTCAGTGAAGACTGGATCGCCTACTCCATATTTATTTTCAGCACAAATACGGAACTGATACTCATGGCCCTCT

chr2 179446990 179447350 179447120 179447220 ATAAGTTTCTCCACGCTGCAGCTGGTGATAGGCACAGTTGCAGAGACTTGAGCCCAGTTGGGCCTGCTTGTTTCACGTTTGTCAACAATATAGTTGGTGA

chr2 179446990 179447350 179447220 179447320 TTTCTGAGCCTCCATCTTCAAGAGGCGGTTCCCAAGAAAGCATAGCACGATCTGAATACATTTTGTTGATTTTAACAGATGCTGGAGGACCCGGTTTATC

chr2 179447630 179447990 179447660 179447760 AGTTACCTAACACTTTAAGCTTAATGGTGGCTGATTTAGAACCACTTGAATTTTCAGCAGTAATGGTATAGTCTCCTGAGTCCTTCCGGTTCACGCTGAA

chr2 179447630 179447990 179447760 179447860 TAGCTCCAAGGTGCACAGATTCCGCTGCATGGCCATCTTTATGCCTTCTGCTGGTTTTAGCAGTGTGCCATCTTTTTTCCAAGAAACTGTTGGCATCGGT

chr2 179447630 179447990 179447860 179447960 TTACCAAAAACAGTAGCATCCAAGCAGACATTAGTTCCAGCTTTCACAGTAAGCAAAGATTTCATAGCCACACTCAGGTCTATCCTGGGAGGGACTGGAA

chr2 179448303 179448663 179448333 179448433 CATTTTCTGCGAGGATAGTCACTGGATCAGAAGGTTCAGAAGGTGGGCTAATGTTTACCGCGGTCCTGGCAATAGCTCTAAATTGATACTGAGCTTTCTC

chr2 179448303 179448663 179448433 179448533 TTCTAGGCCAGTAGCTGTGTACTCTTCCTGGGGAATCTGGTGAGGTGCAGTATTGCACCGTACCCATTTATCACCAGGAAGTTTGCAAGCTTCTACGAAA

chr2 179448303 179448663 179448533 179448633 TAGCCAATAATTTTACTGCCTCCATCATGCTTTGGACGAGCCCAGATCAGAGATACAGTACTCTTGGTGACATCAATAACCTCAGGTTTCCCAGGAGGAT

chr2 179448973 179449333 179449003 179449103 AACTGGCATTCTTGCAGTTACATATTCTGTGGGTTTGCTGGGTGGGCTGGATCCAGCTTTGTTTAGGGCATAGATTCTGAATGAATACTCAAGACCTTCT

chr2 179448973 179449333 179449103 179449203 ACAAGGCCAGCACAAGGATATTCAGTTGACCGGACAAGAGTATCATTGGCTTTCACCCACAGCAAACTGTTTCTTTCCTTGCGTTCAATCAGATAACCAA

chr2 179448973 179449333 179449203 179449303 TAATGGGGCTCCCTCCATCACTATCTGGTCTGTCCCAAGCAACAAAAATACAGTCCTTGTTGACTTTGGTGACTCGTGCATTCTTTGGTTCACTAGGAAC

chr2 179449365 179449725 179449395 179449495 CAAATGGGAACTGCGCAACCATCTTTGGAGATGTGAGAGGCTCTGAAATGCCAAATCGGTTTTCAGCACGGACCCGGAAGATGTACTCCTGGCCTGGGAT

chr2 179449365 179449725 179449495 179449595 CAGCTTTCCAACCCTGCAGGAAGTTTTTGTGACTGAAGCTAGAGCCGTGACCCAGTCACCTCGGCTTACATCACACTTCTCCACTATATAATTGGTGATG

chr2 179449365 179449725 179449595 179449695 TTACTGCCTCCGTCCTCCAGAGGGATGTGCCATGACAGGGAGCAAGCATCAGCGTCTATATCAGAAATGTCAAATGGAGGCTGAGGGGGGCCGGGGGCAT

chr2 179449756 179450116 179449786 179449886 TACTTAACTTACCCATGACTACAACTTTGATTTTCTGAGTGTCTGTCCCAGAACTGTTCTCTGCTGTGAGGCTGTAGTAACCACTGTCTTTCCTAGTCAC

chr2 179449756 179450116 179449886 179449986 ATCTTTTATGATCAGAATTGAAGAGCTGTCTGCTTTATGCACTGCCAGGTGGCTGGATGTGACAACTTCATCTTCTCCTTTTTTCCATTTACAGGTGGGA

chr2 179449756 179450116 179449986 179450086 TGAGGCTTTCCATACACATGGGCTTCAATTCGGAGTTTTTTCCCAGCTTTGATAGTTATTTGCTCTGGCATAAGGATCTTTGGTGGCACTGAAAGTAAAA

chr2 179451202 179451562 179451232 179451332 CAGTTGTTCTTTGGCTTCATACACTCCTTCAGCTTCTCTTGGCAAACTGACTCCAACAGCATTTCTGGCCGCTACTCTAAATTTGTATTTCTTTCCTTCC

chr2 179451202 179451562 179451332 179451432 TTTAGGCCAGTGACAACAAGGCTCAGATCTTTTACCACTGAGTACTCTGTCCAGCGATCTGCAGGCTGCTCTTCTTCTCTGTAACTAGTGATGTAGCCAT

chr2 179451202 179451562 179451432 179451532 CGATTTTAGCACCTCCATCACGTAGGGGAGGTAACCAGGCTAAGGTGGCACTGTTCTTGGTCATTTCAGTCACTTCTAATTTCCTTGGGGGATCCGGCTC

chr2 179451814 179452174 179451844 179451944 TTAGAGGATCTGATGCAAGCACTGGTTTTGGGACATCTGTTGGGACGCCAGGGCCATATTCGTTGACAGCAGTTACTCTGAAGTAATACTCATTCCCAGG

chr2 179451814 179452174 179451944 179452044 GACAAGATTGGTTACATGGAAGCTTGTTTTCTTAACTTCTGGGGTAACGGTCGACCATGTCTTTCTGTCTGCCTCACGTTTCTCCACGATATAATGTGTC

chr2 179451814 179452174 179452044 179452144 ACTTGGCTCCCACCGTCGTTTTCAGGAGGGGCCCAGGACACATGGCATGATGTTTTAGTGACATCTGAAACTTTTAAATCAGACACAGGCCCAGGAGTGT

chr2 179452205 179452565 179452235 179452335 AACCCACCTAATACTCTGACATTTACGAATACAGCCTTTTCTCCTGCTGGGTTCACAAGTGTTAAGGAATATTTTCCTGAGTCATCACGGGTAGAATTGG

chr2 179452205 179452565 179452335 179452435 GGATGACAAGGAAGGCCATAGTGTCAACCAGATCAACTTGTCCTTTTCTGACCACATTATCAATGCCAACTTTTCGCCAAGTGACTTTAGGGGCTGGTCG

chr2 179452205 179452565 179452435 179452535 TCCTCTCACTATAGCAAAGAGACGAATAGGGCATCCTGCTCTCACTATGACCAGTTTCCTCATGCTGGCATCCAAATCAATCTCCGGAGGTTCTGCAAAT

chr2 179452606 179452966 179452636 179452736 TTAGGTTTGATAGCTTCCTTTAGCTCTGCAGGGCGCCCAATACCAACTTGGTTTTGGGCACACACCCTGAACTCATATTCCTGGTTTTCATCCAAGCTGG

chr2 179452606 179452966 179452736 179452836 TAACAGTGAATTCCTTGCGTACAAGCTGTGCTGCAGCATTACACCGTTTCCAGCCTTCATCAGGAGACGCATCTGCTATTTTTGGTCTCATTTCCACAAC

chr2 179452606 179452966 179452836 179452936 ATATCCAATGATCGGTGCACCACCATCATAGACTGGTTTTCCCCACCCAAGAGTTATGGAATGTTTGGTTGTATCAACCACTCTGAAATTGGTTGGTGGA

chr2 179453247 179456247 179453247 179453347 AAACAAGGACATCCTACCTATGGGGTCTTTTGCCACCACCGGTCTTGAAGGCAAGCTTGGTTCTCCAATTCCAATTTCATTTTCTGCCTTGACACGGAAC

chr2 179453247 179456247 179453347 179453447 TGATATTCATGGTCTGGGAGGAGATTCTGTACTTTCATACGTCTCTCAGGGATTGCACTCTTGTTGACAGGGACCCATCGTGTTGAATGCTTTTCCTTTT

chr2 179453247 179456247 179453447 179453547 TCTCCAAAAAGTATCCAGTTATAGACTTTCCACCATCATATTCAGGTGGATTCCAAACCACAGTCATCTCTTCTTTGCTTACTTTAGTGACTTCTGGGGG

chr2 179453247 179456247 179453547 179453647 ATCAGGGCGACCAGGTTTATCATACTTGGTTTTGGCTATGACTGGTTTACTTTCTGTTGGAGGCCCTGTGCCTATTTTATTTTCTGCACGGACTCTGAAA

chr2 179453247 179456247 179453647 179453747 ATATATTCATTTCCTTCTATGAGACGTGTTACTGTAGTACCAGGTGTCAAGACAGTAGCAGAATAGGTAGACCAAACCATTCGCTTTGTCTCACATTTTT

chr2 179453247 179456247 179453747 179453847 CTAGAATATAATTTTGGATTTCACAGCCACCATCATCTTCTGGTGGATCCCAGCAAACAGTACACCTATCACTGGACACATCAACAATTTTCAGATTTCT

chr2 179453247 179456247 179453847 179453947 CACAGGACCAGGCTTATCTAAAACATTGACAGTGGCATAGGCCACAAAACTGCCAGCCGTGTTAGTTGCCGTAACTACATATTTACCCCCATCACTTCGC

chr2 179453247 179456247 179453947 179454047 TTTGCTTTAGTAAGAGAAAATTTAGATGAATCAGCACGGGTATCAATCTTGACCCTTGGTGATCTTGTTAAGTCTGTAGCGTCTTTGTCCTTGGTCCATG

chr2 179453247 179456247 179454047 179454147 CAACTTCTGGGAATGGTTTGCCTCTAACCCCTGCCTCAAGCCTAATGGTGTCCCCTGCTTTGACAGTTAGGACCCCACTTAATTTCAGATCAAGTACTGG

chr2 179453247 179456247 179454147 179454247 TTTTTGTAAGTCTTCTTTCACAACAACTTCCTCTGTCTTCACCCAGTCACTTTCCCCACCTTCATTCTTTGTTTGCACTCTGAACTCATAAATCTGGTTT

chr2 179453247 179456247 179454247 179454347 TCAACACATCTGTCAACCATGTAGTGAGTTTCTTTAATGCTTCCTTTATGCACTCTTTCCCAGTCATCGGAGCCCTTAAGCCTTCTCTCAACATGATATG

chr2 179453247 179456247 179454347 179454447 ACAGATTTGGACTGCCACCATCATAGTCAGGCCTCCGCCACTTTAGATAGACAAATGTCTTTCCTTTATCTGCAATGTGAAGGTTTTCAGGCTCACCTGG

chr2 179453247 179456247 179454447 179454547 TCTGTCAATAGGGTTAATAGCCAGAATGGGAGTTTTTGTTTCGATGGTTGGCCCAACACCTACTTTATTCTCTGCACAAACTCGGAAATAGTATTCATTG

chr2 179453247 179456247 179454547 179454647 TTGGCTAAAAGGTTGGCCTTGATTAATCGTTTAGTGACATCTGATGCAACAATTGACCAGCCTTTCTGGTTTGGTTTGCGATATTCTACTATGAAGTTTG

chr2 179453247 179456247 179454647 179454747 TTATTTCTGAGCCACCATTATCTAGTGGGTTTTCCCAAGAAATTGTACAGTTCTCTTTGGTTACATTGGTAACCTTCAAATTCTGGCAAGGCCCAGGTCT

chr2 179453247 179456247 179454747 179454847 GTCAAGGACGTTAACGATGGCTGAACCTTGGGCATGTCCACTGCTGTTCTTAGCTGAGATGATATACTTGCCATGATCAGCTCTAACAGCTTCTTTAATT

chr2 179453247 179456247 179454847 179454947 TGTAACTCAACACGAGGTAGATCCTGAATAAGGTCCACCCTCTTTTCTCGGACCAATACTTTGCCTTCCTTAGTCCAAGTTATGTCTGGTTCAGGTCTGC

chr2 179453247 179456247 179454947 179455047 CTTTGACTCGAGCTAGAATGCGGATAGTTTGGCCTACTCTCACGGTAATAACATCACGACAAGTAACATCAAGTTCTACTTCTGGAGGATGAAGGATATC

chr2 179453247 179456247 179455047 179455147 TTTTGCAATCACAGATTCTGCTAGTTCTCTTGGCTCACCCTCTCCTACAATATTAGCTGCCTTTATACGGAATCTGTACTCATTTCCTTCAATTAGTCCA

chr2 179453247 179456247 179455147 179455247 GGTACCCTAAAGGCACATTGCCTAATGAGTTCATCTTTATTAATCCTGTTCCATTGTGCTGTGCCAGGTTTCTGACATTCCACTACATATCCTAGAATGG

chr2 179453247 179456247 179455247 179455347 GGCTACCACCATCACTGAGAGGCTTTGTCCACACCAAATCAGCTGTTTCTCTGCTCTTGTCTTTCAGTTTAGGATTAATAGGTGGTCCAGGTGGTTTGAT

chr2 179453247 179456247 179455347 179455447 GGGCCGGCAAGCTTTTATTGGATCAGAACTTGGGGATGGTTTGCTTAGTCCTGCAAGATTTTCAGCAAAAACTCTAAACTCATATGTATTTCCTTCATAG

chr2 179453247 179456247 179455447 179455547 AGTCCAGTCACTCTGAACTTCAGGTCAGCGATAGGTGTTTTGTTGACCCTCACCCATTTGCCAGTTACTTCTCGACGTTCCATATAGTAGCCAGTTATTG

chr2 179453247 179456247 179455547 179455647 GACTGCCACCATCAGATTTTGGCAGGGTCCAAGACACTGTTGCTGCATTTTCAGTAATGTCAGTAACCACTGGTTTACCAGGAGGAGACGGAGGACTAAA

chr2 179453247 179456247 179455647 179455747 TTTATGCTTAGCAACAGTAGGTGTGGAGTCAAGGGGAGGACCAACACCTATCTTATTCTCTGCTCTAACTCGGAAAACATATTCACAGCCCTTCTGCAGA

chr2 179453247 179456247 179455747 179455847 TGTGGGATTTTCAGCTTTGTCTTACTGCTTCCGGAAGAGACAACACCCCACGTGTCTTTCCTTGTATCTTGTTTCTCAACAATATAATTTATCACAGGGC

chr2 179453247 179456247 179455847 179455947 TTCCTCCATCATCCTTAGGTGGCTGCCATGAGATAGTCATGTGTTCAGGAGTAACATCCAGAATATTAATAGGACCTGTTGGTGGCCCAGGAACATCAAG

chr2 179453247 179456247 179455947 179456047 AACAGTAAGATGTACGGCTACTGTTTTGCTACCGGCTGCATTGGAAACTGTGATTTGATATTCCCCAGTGTCTCTCCTTAAGCAGTTCTTAATGGTAAGT

chr2 179453247 179456247 179456047 179456147 ACTGATGAGAAGTTGTCTGTTTCAACTGTGTAGTGCTCATCGGTTTTAATCTCACTCCCATCGGTTGTCCACTTTGCAGTAGGAACAGGCACACCTCTTA

chr2 179453247 179456247 179456147 179456247 TAATAGCAGGGAATCTGACTGTGGTTCCAGCCTTTACCACAAGACCTTCAATTAATTTCACATCTAGCTCCACGGATGGAGGCACTGAAAAGTAAACATG

chr2 179456292 179456652 179456322 179456422 TACCTAGTTTTTCTTGACATTCTATCGGGATAGTTGTGTCAGGGAGACCAAGACCCACAATGTTTTCAGCTTTTACACGGAATCTATAGGTCTTTCCTTG

chr2 179456292 179456652 179456422 179456522 TTGTAGTCCAGTAACCACACACTCTAAGTTTGTCACAGTCTTAAATTTAATCCAGTCCTGGGTGCCTTCTTCTTGATATTCTACCAAATATCCAGTGATT

chr2 179456292 179456652 179456522 179456622 GGAGAACCACCATCACGATCCGGCTTATTCCAGACTAGGGAGACTTCAGTCTTGTCAACATCTACATGGTGCAGGTCCTTGGGTGGCCCTGGGGGATCTT

chr2 179456674 179457034 179456704 179456804 GGAGAGGATCCAAAGCCTTGATTGGTTTTGGTGTTTCAACAAAAGGACCACGTCCATACTGGTTCTCCGCAGCTACTCGGAAGAGGTACTGGTTGCCTTC

chr2 179456674 179457034 179456804 179456904 ATTCAGATGCTTAGCGAAGTGACTCTTTTTCTTTGATGTAGCTGAGAGAGGTGACCACTGGGCGCTGGCAACATCTCTCCTCTCAACCACATAATTGGTA

chr2 179456674 179457034 179456904 179457004 ATAACAGAACCACCATCATCCAGTGGTTCTTTCCAAGTAAGGTAACATGAATCTTTCCTAATTTCACTGACTTCCAGATCTCTAGGTGGCCCAGGTTTAT

chr2 179457066 179457426 179457096 179457196 AATTCTTACCTAATACAAGTACTTTTACTGAGACAGTTTTTGAACCAGCTGGATTCTCCACTGTTAAAGAATAAATTCCACCATCTTCATGGGCAGCATT

chr2 179457066 179457426 179457196 179457296 ACGAATTTCAAGCTTGCTACCAACTGGAGTCACATCAATTCTTGCTTTAGTTGGAGCATCTCTGTCTTCTTTTTTCCAAGTTACTTTTGGGAATGGCACT

chr2 179457066 179457426 179457296 179457396 CCTTTGATGATGGCACTAAGTCTTAGAGTATCACCAACTTTAATGTGTTGTTCTCTTGCCATGTTGGCATCAAGAATCAACTCAGGGGGTTCTAGAATAA

chr2 179457476 179457836 179457506 179457606 CTGTCTTTTACTAGGACTGGCTCCGGAACATGAGCTGGATCTGATTCACCAGCTGCATTGACTGCTAACACTCTAAACTTATAGGTTTGACCGTCCCGAA

chr2 179457476 179457836 179457606 179457706 GACCGGTGACTTTATATTTAGTTTCAGGACATGACTCAGGGGTGTGATTGGCTCTTCTCCACTCTTCATCTCCAACTTTCTGGTACTCAACAATATAACC

chr2 179457476 179457836 179457706 179457806 CAGAATCTTGCTCCCACCATCATGACGTGGTGGCTGCCAAGTTAGATCGACTGAATTGCATGTTGTATCTATTGCTTCAGGATTAACAGGTGGACTTGGT

chr2 179457870 179458230 179457900 179458000 AATTGGATCTTTAGCAAAGACTGGTTTGGATGGTGGGCTTGGATCTCCAATACCAATTTCATTTTCTGCAGAAACCCGGAATTCATACTGACATCCTTCT

chr2 179457870 179458230 179458000 179458100 AGAAGATCAGGAACCCTAAATTTAGTGTATGGATGAATAGGATCTTTGGTAACTCTAGCCCATCGTTTAGACATAGTTTCTCTCTTTTCCAGGATGTAGT

chr2 179457870 179458230 179458100 179458200 TTGTGATGGGTTTTCCTCCATCATGTGGCTTATTCCAGGTTACTAATGCAGAGTCTTTGGTAACTTCTGTAACAATTGGCTGATCAGGTGCATCAGGAAC

chr2 179458264 179458624 179458294 179458394 TGAAACGATCTTTGGCTTTCATTGAATCAGACACCAGAGGATCACTTATTCCATACAGATTTTCAGCATGTATCCGGAAAATATAATCTTTTCCTTCAAG

chr2 179458264 179458624 179458394 179458494 TAGTTTAGAAACTTTGCATGTTGTTTTAGCACTTGCAGATGTCACTGGCATCCAGACGTCTTTACCCACTTCCTTCTTCTCAATAATATAATTGGTGATT

chr2 179458264 179458624 179458494 179458594 TTACTGCCTCCATCATCTAAAGGAGGCTTCCAAGAGATAACCATGTAATCTTTGGTCACCTCATCAAAACTAACTGGTCCTACTGGTGGTCCAGGACGGT

chr2 179458648 179459008 179458678 179458778 AAGACTTACCAACAACATTAACTTGACAGAAACCTTTCCTAGAGCCTGTACTGTTCTCCACAACCACACAGTATTTGCCGGAATCTGAACGTTTGGCCTT

chr2 179458648 179459008 179458778 179458878 GATCTTCTCTAAAGCAAGTGTTGCTGGTGTAGTCTTTATATGAGTGCGATCATCTTCCAGCACATCAGCTTCATCTTTGAACCAGGAAACCTTAGGCTTT

chr2 179458648 179459008 179458878 179458978 GGTTTGCCTGAGTAACGGCCAGTGAGGGCAAAAGCTTCACCAACTCGAATCGTGAGCTTATCTCTGAAGTCGAGGTGAAGCGTTGGGGGTGCTAAAATTT

chr2 179459041 179459401 179459071 179459171 CAGCTCATCCTTGCAAGTAATTGGTTTGGTGCAAAATGATGGTTTGCCTTGTCCAACAATGTTGACAGCACTGACACGGTACTCATAGGTATCACCTTCT

chr2 179459041 179459401 179459171 179459271 TTTAAGCCTTTAACAGTGTATTTTCTGCTAAGCAAGTTGTCATTTGTAACTTTGTGGAACTTCTCAGTCCCAATGAGCCGACTTTCTAGGACATAGTTAA

chr2 179459041 179459401 179459271 179459371 TAATTTCTGACCCACCATCATACTTAGGAGGATTCCAAGTCAAAGTTACAGTATTTTTAGTAACTTCTTTGACTTCCAGGTCTTCAGGACGCTCTGGTAC

chr2 179460204 179460564 179460234 179460334 TATTGGCTCTCTGATAACAAGTGCCTCTGATGTCTCAACAAATGGACCCATGCCAATACTATTTTCAGCCGCAATTCGGAAAAAGTAGGCTTTTCCTTGA

chr2 179460204 179460564 179460334 179460434 ATGAGACCCTGGACAGTAGCATTTTGTCGGGTAACTGTATATGTCACTGGGGTCCATGCTCTGCGGTCAGATTCACGCTTTTCAATGACATAATTGGTGA

chr2 179460204 179460564 179460434 179460534 TTGGAGAGCCTCCATCATCTTCTGGAGAAAACCATGTCAGTTTGCAGGACTCATTGGTTAGGTTGTGAGCTAGGAATGGTGTTCCAACGGGACCTGGAAC

chr2 179462225 179462585 179462255 179462355 AGTATTTACCTAATACATCAACAATAATTGTCTTCTTTCTTTCTCCGGCTTCATTTTTGGCAAGAAGAGAATAGACGCCTTGATGGCTCCTCTGGCAGTT

chr2 179462225 179462585 179462355 179462455 CTTGATGACCATGGATGAGCTAATGGCTGTGGTCTCAATGGTGGCTTCTTGAGGTAAGGTTCTTTCATTCATGTTCCAGGTGACGGTTGGAGGAGGCTTT

chr2 179462225 179462585 179462455 179462555 CCAGACACATAGGCAATGATTCGGATCACCCCTCCAGCATGGACAACAATTCTATCTCTGACACTGGCATCTAGCTGAAGGTCAGGTGAAACTGGAAGCA

chr2 179462589 179462829 179462609 179462709 GGCATAAGGAAGGATTGATAATTACCAAGTCTGTCCTTCATTTCAATGACATCTGTGACCTCTCCAGGTTCTCCAATGCCAGCAATGTTGACTGCTCTAA

chr2 179462589 179462829 179462709 179462809 CTCTAAATTTGTAGAATGCTCCTTCCTTTAATCCTGTCACAACAAGCTTTGTTCCTCTCACTTCTTTATCTTTACCCTGGGGAGAAATCATAGACATTTT

chr2 179463187 179463427 179463207 179463307 TTTCCTTAGTGCCAAGTTTTCCTACCTTTTCCCATTCTTCTTTTCCTTCTTCTTTATATTCAACGATGTATCCAGTTACTTTGGATCCACCATCTTTTAG

chr2 179463187 179463427 179463307 179463407 TGGGGGAGACCACTCCAGATCTGCAGATGATTTAGTCCAATCTGTCACTTTGGGAAATGGAGGACCAGGAGGGGCTGCAAAGAGCCAGTATACGTTAGTA

chr2 179463451 179463811 179463481 179463581 ATCTCTAGCAGTCGCTGGGTCTGATGGCAGACTTGCTGGACCCACGCCAGCAGCATTGATTGCATATACCCGGAATTGATAGTCGGAACCTTCAATAAGA

chr2 179463451 179463811 179463581 179463681 CCAGTCACTTTATAAGAAACACCCAAAGTCATGGCTTTGATAGGATCTCGGTTAACTCTCTTCCATCTCTTTGAAGTGGTGTCTTTCATTTCCAGCCAGT

chr2 179463451 179463811 179463681 179463781 ACCCTGTCACAGGAGAGCCTCCATCATATTCTGGCTCTTCCCAGTTGACAGTCATGGAGTTACGAGTCACGCTGCTAACTGTTGGTTTATCTGGTGCTCC

chr2 179463842 179464202 179463872 179463972 AGAAGAGGTTTCTTGCTGTTTCAGGTTCACTGTCAAGAGGTTCTCCAATGCCATATTTATTCTGGGCCATGATTCGGAATACATATTCATGGCCTTCTAG

chr2 179463842 179464202 179463972 179464072 CAATTTGGGAATCGTGTACGTGCACTCCTTAGGTTCACTGGAGACATGGACCCATGTCTTCCTGTTAGCTTCTCTTTTCTCAATTACATAGTTTGTAATC

chr2 179463842 179464202 179464072 179464172 TTAGACCCACCATCATCTTTAGGTGGAAACCAAGATAGTGTCATTTGATCTGCTGAAACAGATTCAAATTTTATGGGTCCCACTGGAGGGCCAGGACGAC

chr2 179464249 179464609 179464279 179464379 CCCAGGACATTCAGTCTCATCTCCTTTGATGCTGTTCCCAGATTATTTACAGCTGTGATGGTATATAAGCCAGTGTCACTCCTGCGAGACTGCGGAATAA

chr2 179464249 179464609 179464379 179464479 CTAAAGTGCAAGTATCATCTACCACCAGTTTGTTGACATGGGTGTCATAGAGAACAGGTTCTTTGTTATCAGGCTTCTTTGGAGGAGCTTTAAACCAGGT

chr2 179464249 179464609 179464479 179464579 TAGTGTCGGGAATGGCACACCTTTAATTTTGGCCACAATGTTAACATTGGTTCCTTCTTCAACCTCCATGAATTCTTTTAGATCAATTGATGGTGGGCCT

chr2 179465559 179465919 179465589 179465689 CTTTGACAGTCACAGGGCCAACAGTGGCTGAAGGCTTGCTGACTCCTGCAGCATTGACAGCTTTGACTCGGAATTCATATTCCCCACCCTCTACTAGGTC

chr2 179465559 179465919 179465689 179465789 TTCAACAGTAAATTGCAGTTCTTCCACATCACGCTTATTGCACTGCCTCCAGGCTTCTTTCTTTGTCCCAGTAGGGTCCCATGCAAGGCACTCAACAATA

chr2 179465559 179465919 179465789 179465889 TAGTGGGTAACAGGGGAGCCCCCATCATTCTTCGGGGGTTTCCATGACAGATGCACTGTGTTCTTTGTGATGAGGCCAATCTTGAGTTTAATAGGAGGAT

chr2 179465961 179466321 179465991 179466091 ATATCGGATCTCTGGCAGTGGTCCTCTGAATGGTTTCCACAGGTGGGCCAATACCAAAACGGTTTTCTGCTCGCACACGGAAGAAATATTGCTGTTCAGA

chr2 179465961 179466321 179466091 179466191 GAGGAGATCAGGCACTACAAATGTGGTGCTTCCACAGTCTGGATTGACTTTGGTCCAGGCTTTTCCATCAATAGTCCTCTTCTCAATAACATAGCCTTTG

chr2 179465961 179466321 179466191 179466291 ATCCTGTCTCCTCCATCGTCGTCTGGCATCTTCCATGAAAGTCTGCAACTACCCCTTGTGATATCACTGACTTTCAGATCTTTGGGTGGGCCTGGTACAT

chr2 179466329 179466923 179466376 179466476 TTTCTTACCCATGACTTTAACTCTGCAATTTGCAGTCTTTTGTCCTGCTTTATTCTTGGCTGTGATGCTGTATTTGCCTGTATGAGATCGTTTACACTCC

chr2 179466329 179466923 179466476 179466576 GGAATAATAATTACTGAGGAGTTTTCAGCAGTCTCCAGCTGTACAAAGAAAATAGTAGTCATACATTGAATGAAATCATAGCAATATTGAAGTCAACCAT

chr2 179466329 179466923 179466576 179466676 ATTCTGaattattttaattattatttttttaCCTGTGCATCTTCGGGTATGTCATGAACTCCATCCTATTAGAAAAGGAGACAGTCAGTTGTAGTATAAA

chr2 179466329 179466923 179466676 179466776 TACTCCTTATAGTGATTCAGTGGAAAAAAGAGGAGAATGGTTATTTTCCTACCTTCATTGCTTTCTTTGCCTTTCCATCAAATTCCCAAGATGATTTTGG

chr2 179466329 179466923 179466776 179466876 TGTTGGGCGTCCCTTGATGACAGCAGGAATCCTAATCTGTGAGCCAGCTTTACAAACCAGACAGTCCTGTGCTCCAATGTCAATGAAAACTTCTGGTTCC

chr2 179466983 179467343 179467013 179467113 ATATCAGTGGCAGGGATCTCCCCAGTTGTATCACTTGGTTCAGATTCACCAGCTTCATTGACAGCTTTCACTCTGAATCTGTACTTCCTGAGCTCTTTCA

chr2 179466983 179467343 179467113 179467213 GATTAGGCACCACACATTCACAGGTAGTTATAAGTTTGTCTGGTTCATTTACTCTTTTCCAGTCAGTAGTACCTTCTTCTTGCATTTCTACAATGTATCC

chr2 179466983 179467343 179467213 179467313 TTTGATTGGGCTGCCACCATCTTTGGCTGGAGGTTTCCATCCTAGTGAGATGCTTGACTTCGTTTTATCTTTAACTTCTGGGCAAGAAGGTGGCCCCGGT

chr2 179468577 179469057 179468617 179468717 CAACCTCTGGATCTGATGGTTCACTGGGAGGACCAATTCCTGCAGCATTTATTGCCATGGCTCTGAACTGGTATTTAACGCCTTCAAGCAAACGAGGAAC

chr2 179468577 179469057 179468717 179468817 ATTAAATTCCACGCCTTTCAATCCCACTTTGGTTATTGGTGCTCGGCTAACACGTGACCAATAAGGACTTCCCTCTTCTCTTTTCTCCAGCCAGTAGCCA

chr2 179468577 179469057 179468817 179468917 GTAATTGGAGAGCCACCATTGTCCAAAGGAGGAGTCCAGCTCACTAGCATTGATCCTTTGGTGCGTGCCAAAACTTTTGGTTTTCCTGGAGGTCCAGGAA

chr2 179468577 179469057 179468917 179469017 GGCGATAAGGATCTTGAATGACTACTTTATCTGATTTGCACTCATCACTGATTCCATATTTATTCACTGCCCTGACTCGGAACTCATACTGACCATTGGG

chr2 179469409 179469649 179469429 179469529 TTTACCCCATATCTTTTCTCTACAGCAGTGTTGGTGACTTCCTCCCATTCTGCTTTCTTCCTACTTGCATCACGTTTGTCAATAACATAATGGGTGATTT

chr2 179469409 179469649 179469529 179469629 CACTGCCACCATTATCAAGAGGGGCATCCCATGTCAAGTAGCAAGATTCAGCTTTAATGTCAGTAACAGCAAGATTTCTTGGTGGGGATGGGCGGTCTGG

chr2 179469688 179470048 179469718 179469818 ACTTCAACGTGAACATTTCGGAACACTGAGCCAAGGCGATTGGAAGCAGTAACTGTGTAAGTGCCTTTGTCCTCCCGGACCGCTTTGGGAATGCTAAGCT

chr2 179469688 179470048 179469818 179469918 CAGTTTTTGCCTCACTTCGGGATACCTCTTCCTTGGTTATCTGAAGTGCATCAGTGGGTTTTTCAATTACAGTTTCATTTTTGGACCATTCAATCTTAGG

chr2 179469688 179470048 179469918 179470018 CATTGGAAGGCCTGTCACATCTGCAGGGATGTGGACAGGCTCTCCTGCCTTAACTTTGATAGTGTCTCCTCGAACACTCAGACGCAACTTAATAGTTGGA

chr2 179470110 179470470 179470140 179470240 CTTCATCATCTTGTATGACTACATTAAGAGGTAGGGATGGTTCACTTTCACCAATTTCATTGACAGCTTTGACACGGAACTCATACATTTGGTGTTCATC

chr2 179470110 179470470 179470240 179470340 AAGATTTTCAACCAGAAAAGATGTGGTTGGGCAGAGTCGCTTGTTAACTCTTTCAAAGTCAGGTTTGTCATGACGCCGTTTTTCAATGATATATCCTTGG

chr2 179470110 179470470 179470340 179470440 ATGGGACTGCCACCATTACTGCGGGGCTCTTTCCAGTCAAGTGTGATAGTGGACTTTGTCCTTTCAGTGTATGTGAGCCTCTCTGGAGATGTTGGAGGAC

chr2 179471714 179472074 179471744 179471844 TACCTAGTGGATCAACTGCAAGAATTGGTCCTATTTCAACAGGAGGGCCACAGCCAAACTTGTTCTTGGCAATAACACGGAACTTATATTCTTGTCCCTC

chr2 179471714 179472074 179471844 179471944 AAGCAGACCTGTGATGTCACATTTAGATCTCTCAGTCTCTATTGGTTGTCTCCAAGTATGCATCTTGGCATCTTTTCTTTCAATGATAAAGCCTGTTATT

chr2 179471714 179472074 179471944 179472044 TCACTTCCTCCATCATCTTCTGGATCAGACCAGTTAAGTAGACACATTTTTCTGTTTGTTACAACAGGTTTTAAGTCAAGAACTGGACCAGGGACATCTG

chr2 179472090 179472450 179472120 179472220 TCCTTACCAAAAACTTCTACCCTGGCTGCTGCAAATTTGGAACCACAGCTATTTGTAGCTGTAATCACATATCTGCCATGGTCTTTTCGCAGTGCATCCT

chr2 179472090 179472450 179472220 179472320 TGATAATTAGTTCAGATTTGGTTCCAACGTTGTCTATTACAACACGGTCTTTATCCAGCTCCCCTTCTTCTTTGGTCCATACTTTTGTAGGTACAGGGCG

chr2 179472090 179472450 179472320 179472420 ACCAGTCACCACAGCTGGAATTCTAAGAGTCTTCCCAGCCATTATTTGTATTCCACCCTTGACAGAAACATCCAGTTCCACAGCTGGAGGCTCTGTTGAA

chr2 179472480 179472840 179472510 179472610 CCTTGTGGTTCAGCCACAGTAACAGGTTGTGTTTCTCCAGGCGGTCCTTCCCCTGCGGCATTGACAGCACTCACCCGAAGTTTGTAATCAGCACCCTCTC

chr2 179472480 179472840 179472610 179472710 GGATTTCTTTGACGGTGTACTGACGGACCTTGATCATCTTCTCTGTGCAGCGTGACCATTCATTTGTGCCAACCAACTGCTTATCAACAAAATAGCCAAC

chr2 179472480 179472840 179472710 179472810 AATTTCCCCACCACCATTGAAAGCTGGGGGTTCCCATTCTAGTTCAATAGTTGTAGAGCTTGTGTCAGTGACTCTTGGGATAGGTGGCCCAGGAGGAGCT

chr2 179472874 179473234 179472904 179473004 AGATTGGATCATGTGCTGTTTTGGGATCTGAAGGTGGACTGAACTTTCCAGGTCCAGCTGCATTTTCAGCACATACTCTGAAGACATAGGTGAGTCCTTC

chr2 179472874 179473234 179473004 179473104 TAATAAGCCATCTACATTGGCTTTCAAGGCATTCAGAAGGCTTTTGTTGACACGAGACCAATGTGTACTGTTAACTTCACGTTTTTCAAGCCAGTAACCC

chr2 179472874 179473234 179473104 179473204 AAAATGGGGCTTCCATTATCTTTTGGTTCATTCCATTTCACTAGCATACTGTTGCTGGTAACATCTTCCACAATGGGCTTATCTGGTGCATCAGGTGGTC

chr2 179473303 179473663 179473333 179473433 AAATGGATCTTTAGCCACAAGTGGCTTTGAAACACATGGTGGACCTGGCCCAAATCTGTTTTCAGCTCTTACACGGAAGAGGTACTCTTTTCCTTCAATC

chr2 179473303 179473663 179473433 179473533 AGTTTTGTTACTGAATATTTGCAATGTCTAAGTGTTGAAGTGACAACAATCCATTCTGAGTCGGGTTTTGTCTTGTCTTTCTTTTCCAAAGTGTAGTTTA

chr2 179473303 179473663 179473533 179473633 TGATTTCACTGCCACCATCATCAAGGGGTGGTTCCCATTTACAAAGGACTGAGGTCTTTCTGATATCTTCAAATACAAAGTTGATTGGTGGTCCCGGTGT

chr2 179473875 179474355 179473915 179474015 TGTAGTTTTAATGACTCACCTAACACACTGACAGTACAAGGAGCTTTTGCAATACCGTGGTCATTTTCAACTTTGATCATATACAGACCATGGTCAGGTC

chr2 179473875 179474355 179474015 179474115 GGAGAGAATCTCGGACGCGTAGCTGAGATTCTCCCTTTTTGCTGTTGTCAATACTCAAACGCTGTGTCAGAGGCAGGACAAATGGTTCTTCTTCTTGAAC

chr2 179473875 179474355 179474115 179474215 TTCACCCTTCCTTCTCCTAACCAAGGGTGCTGCACGCTTCTTAATTTCCTCTGGTACAATAACATTTTCATCCTTTATCCATGTAATAGTTGGGTAAGGT

chr2 179473875 179474355 179474215 179474315 GATCCAGAAATACTTGCATCAAGTGCTATTTCATCACCTCGTTTCACTTCTAGGCTTGTTCTCAGAATGACTTTGGGGGCATCTATAGTGATCATAACCA

chr2 179474381 179474741 179474411 179474511 AATGGGATCTACAGCTTTGGTTGGAGGAGTAGCCCGAGAAGGTTCACTAATACCCGCGGCGTTCTCTGCTCGCACACGGAATTGGTACTCTTTCCCCTCT

chr2 179474381 179474741 179474511 179474611 TCAAGTCCTTTTGCTGTATAGGTCAGGATTGGTACCAGGTGTTCATTGCATCTCTTCCACCTTTCTTCACCCTTAGCAATCTTCTCTATGATGTAGCCCA

chr2 179474381 179474741 179474611 179474711 TTATCTTGCTCCCTCCATCATACAAAGGTGGCTTCCATGTAATAGTCATTGCCTCCGCTGTAGGATTATGAACCTCTACATCTACAGGTGGATCAGGGGG

chr2 179474786 179475146 179474816 179474916 GCTTTGGATCTTGAGCAATGACTGGATTTTTCAGTTCAATATATTCTCCTCCACCAACCTTGTTGACTGCTTTAACACGGAAGAAGTATTCACCATTTGG

chr2 179474786 179475146 179474916 179475016 TATGAGATCCTTCACAGTCCATGACAGTTTGTTCTCACCAGACATGACTGGTATATATGTTCTCCTCCCAGCTTCTCTGCGCTCCAGGACATAATGAAGA

chr2 179474786 179475146 179475016 179475116 ATTGGGGTTCCACCATCAAATTCTGGAGGTTCCCAAGTTAACTTACAAGAACTCTTGGTAATGTCACTTGCTTTAATATCTTTGCATGGTCCAGGTAGGC

chr2 179475678 179476038 179475708 179475808 AGAATGATTACCTATGACTTTGACATTGATTGAGGCTGTTGCTGAGCCGAGCTTATTCTCCAGTGTAATGGTATAAATTCCGGCATCTGCACGGACACTC

chr2 179475678 179476038 179475808 179475908 TTGGGAACTTCAAGGTGTGCAGAGATGTGATCATTCTTCATTGTTAATCTATCACTTGCTTTAACTTCTTTGCCATCTTTATGCCAACTAACAGTTGGAA

chr2 179475678 179476038 179475908 179476008 CTGGGACAGCTCTGAAGGGAACAGGAATGCTTAACTTTTCACCTTCAATAACAATAATGTCATGAGTCTCCAGGTCAATTGTTGGCTTGCCTGTAAGATA

chr2 179476071 179476431 179476101 179476201 CTGGGTCTTTGGCAACCACATTTTCAGAGATTTCAGATGGCTCGCTGACACCAATAGCATTGACTGCTCTCACTCTCAGGACATATTCTTTGTCAGGAAC

chr2 179476071 179476431 179476201 179476301 AACACCTTCTTCAACCTTGAATTTCAAGTCCTTTATTGGGCGAGAATTAACTCTCATCCATTTCTCAGTGCCTACTGGACACATTTCAACATGGTATCCT

chr2 179476071 179476431 179476301 179476401 ATGATAGGACTTCCACCATTTTTCTCTGGAGGCTTCCAAGCAATGGCAATGTGTTTTCTCCCAGCATCAGTCACATGTAGGTCAAGGGGTGGTGAGGGAG

chr2 179476463 179476703 179476483 179476583 CTTGTTGGATCTTCAATGGATAGGATTTCTGTGGGTTCACTTGGGTGGCCAACTCCAGCTTCATTTTCAGCCCGAACCTGAAACTGGACCTCTGTTCCTT

chr2 179476463 179476703 179476583 179476683 CGATGACATCAGTTACTCTGAAGTTACAGTCAGGTCCTGCAGTCTTTCCAGCTTTCACCCAACGGGTACCTAACCTTTCTTTCTTCTCAATGACATATCT

chr2 179476736 179476936 179476736 179476836 TTGCAGCCAAGTGTAAGTTATTCTTTATGAATTAATTCAAATTCTACCTCTGTATTGGTCTTCCACCATCATTTTTAGGTGGCTCCCACTTTAGGTCAAC

chr2 179476736 179476936 179476836 179476936 ATGTCGTTTTGTCACATCAACCACTGCCAGGGCGTAGGGTGGTCCAGGAGTGGCTGAAAATAAAATAAACAATGATTAGGAAAACCAGAGGAAAGGTGAT

chr2 179476973 179477333 179477003 179477103 TAAAGGTGTCTTTGGCCAGCACAGAGTCCTCAATTTCGGTGTAGTCGCTTTGTCCTATAGCATTTTCTGCAGCAACTCGGAACACATATAAAGAGCCCTC

chr2 179476973 179477333 179477103 179477203 AGTCAGTGGGGTGACTGTGCACTTGGTGTCCTTGACAGTGGTATCCACTGTTTGCCAGCCTTTTCGCCTGACGTCTCTCTTTTCCACAATGTAGTTGGTG

chr2 179476973 179477333 179477203 179477303 ATGGGGGACCCTCCATCTTTCTCAGGAACTGTCCATTTTAGGTCTGCTGTATTTTTTGTGATATTAATAACTTCAAGCCAGCGTGGTGGTGATGGAGGAT

chr2 179477469 179477829 179477499 179477599 ATAGCTTCTCCCGGCAAAGCACAGGGTCACTGGGTTCACTGGGTTCACTTTCCCCAGCCTTATTCACAGCTCTAACTCGGAATGAGTATTCCTGTCCTTC

chr2 179477469 179477829 179477599 179477699 CATGAGCCCTGGGAGCAAGTGCTGAGTGGTGGGAACCCCTTCCGCCACTCTGACCCACTCATCTGTTCCAGTCTTCAGCATTTCAATGACATAAGACTCA

chr2 179477469 179477829 179477699 179477799 ATCTTTGCACCTCCATCATGTTCTGGTTTTGTCCAATTCAACCTTACTGATGTTTTGCCTACATCTTTTACAGTTGGTTTTCCAGGGGGCCATGGAGGAT

chr2 179477845 179478045 179477845 179477945 ATATGAACTTCGAAATAACCACAAAAATTATATAAATAATACCTATGGGATCCTTTATTAAGATTGGTTCAGTTGATTTGCTTGGTTTTCCAGGTCCAGC

chr2 179477845 179478045 179477945 179478045 AAGATTTTCAGCCAACACACGGAATCTGTATTTTTTCTTATTAGTGAGACCTTTCACTCTGAATTAGGAACAAAGTGCATGTGTATCATCATGGTAAGAA

chr2 179478450 179478690 179478470 179478570 AGCATACCTGTATGTTGTGTCCTTTACTGGCATCTTATTGCATCTAACCCATTTATCTGTATCAGGATCCAGTCTTTCAACCCAGTATCCTGTGATTGGG

chr2 179478450 179478690 179478570 179478670 CTGCCACCATCATCATCTGGCTCACACCATGTGAGAGTCACTGCGTCTTTAGTGATATCAGAAGGTTCTAGGCGAGTTGGAGGACCAGGTGGATCTATAG

chr2 179478747 179479107 179478777 179478877 CCAAACTGATATTTGGCTGTTATTGGAGAGGCCTGAACTGGTTCACCAACACCATACATGTTTTCTGCAGCAACTCTGAAGATGTACTCTTTATTGGGGA

chr2 179478747 179479107 179478877 179478977 TTAATTTGGTGGCCTTGAAGTTTGTATCCTTGACGGTGGATGAGAGCTTGTGCCACACTTCACTATCAGTTGCTCGTCTCTCCACAACATAGTTTGTGAT

chr2 179478747 179479107 179478977 179479077 CTTAGATCCACCATCATCGCGTGGTGGGTTCCATGTTAGAAGACATGACTCATTGGTTACATCTGTGATGTCAAAGGCAGCTGGTGGTCCGGGTTTATCT

chr2 179479156 179479516 179479186 179479286 CCTTACCTAAGACGTTCACTTCCACCACAGCAGTGGCCCGGCCACACACATTCACAGCCTCAATGATATATGTGCCAGTGTCACTTCTCTTACTATCAAC

chr2 179479156 179479516 179479286 179479386 AATAGTCACTGTGGATTTCTTAGGGACATTTTCAATGGTAATTCTTTTGTCCTGCTTCAGAATCATATCAGCCTTTGTCCAAGTTATTTTAGGTTCAGGT

chr2 179479156 179479516 179479386 179479486 TTTCCGGTTACGGTGGCAGGAAGTTCAATCTTGGTCCCAGCTTTTACAGTGAGACCAGCAAGGAGCTTCACATCGAGGAAGATTTCTGGGGCCTCTGAAT

chr2 179479529 179479729 179479529 179479629 AGGTCAGAGGCCTATTTGATAAGACAAAAATCAAAAATAGATACCTTGTGTGTCCACAGCCTGGATTTCCTCTGTGGGTCTGCTTGGTTTGCTAGCACCC

chr2 179479529 179479729 179479629 179479729 TGCCTGTTTAAGGCCTTCACGCGGTAGGCATACCATTTGccttcctcaagacctgtcacttccattctgtcagaaaacagaataggatgttttactgtga

chr2 179480002 179480242 179480022 179480122 TAAAAACCTACTTTGTTTCTGCAACAGGTTCTCCACAGGCAACCCATTTATCAGAACCACGTGGACATCTTTCAACTATATATCCTTTGATGCGTGAACC

chr2 179480002 179480242 179480122 179480222 ACCATCATTTTTAGGTGGATCCCATGTTAAGAAGATGCTATTGGCTGTTCGATCTCTCCATTTAACATTCTCTGGTGGGTCAGGTACCGCTACAACATTT

chr2 179480321 179480561 179480341 179480441 TAAGAAATCATCAAGAATGTACTCACTTGCAGGAGTTGACATATTTACAGGTTCATCAACATATGCAGGTTCTCCAGGGCCACATTTGTTACGAGCACAA

chr2 179480321 179480561 179480441 179480541 ACTTTAAATAAGTACTCTTTTCCTTGAACAAGATCAGGAACTGTGAATTCTAGATCAGTCACAAAGTCCATAACCTGGGACAAAGAAATACAGTTAATCA

chr2 179481161 179481401 179481181 179481281 GATGCAGTGCTGCTCAAAACTCACTTTAGTCCATGTTTTCCGGCTGACTTCTCGTTTTTCAACAACGTATCCAGTTAACGGACTTCCTCCATCATCATCA

chr2 179481161 179481401 179481281 179481381 GGTGGTTCCCAAGTCAAATGTACTGAGTCCTTGGTTATATCACCAAATTTCAATTCTTTGGGTGCACTTGGGCGAGCTGAAAAAAAATGCACTCACGAGT

chr2 179481418 179481778 179481448 179481548 TCCTTACCAATTACATTGACATCAATTTCCCCAGAAATTGTTTTCACACGGTTTTCTAATTTCAGTGTATAAATGCCCTTGTCTGAACGTTCACTTGGAG

chr2 179481418 179481778 179481548 179481648 AAATGACAAGTTCGGCATAGGCAGACAAGGTCTTCATTTTCACCCGGTCCCCTGTTTCTAGTACTTTATCTCCAAAACACCAGGTTGCAGTTGGCCTTGG

chr2 179481418 179481778 179481648 179481748 ATAGCCTGTACTTGGAACCAGGATCGTGATAGGATTTGGGACAATAACTTCCAGACCATCTTTAAATGCACTTAAATCCATTGTTGGTTCAACTACAAAG

chr2 179481803 179482003 179481803 179481903 GCTATGTGCTATTCCCCGATCTAAAAATAAAATATCTATTTACCAAATGCATCGTCAGCGGTGAGAGGACCAAGAATTTCAGATGGATCTGAAACACCAG

chr2 179481803 179482003 179481903 179482003 CTTTATTTTCTGCAGATACTCTATATAAATATTTATTTCCTTTTTCCAATCCGGTAACCTACGATTATGAATTAATATTTGTAAAAAACACATACAGTTA

chr2 179482025 179482265 179482045 179482145 ACCTACCTTGTAAGTCAGTTCAGGGACAAGTTTCATATTGCAACGAATCCAATTATCTTTTCCTTCTTCGCATCGCTCAATTATATAGCCTAATATTGGG

chr2 179482025 179482265 179482145 179482245 CTTCCTCCATCTTTCAGAGGAGGTTCCCATTTGAGCTGAACTGATGACTGAGTCTGATCTGAGGAAGTTAGGTTTACAGGAGGACTTGGTCTCTCTGGAA

chr2 179482476 179482836 179482506 179482606 AATTGGATCAGCAACTTTGACGAAGGGTGTGGCTGCACTTGGTTTTCCAACTCCAATTCGATTTTGGGCTCTCACTCGGAAACTGTACTCCTGTCCTTCT

chr2 179482476 179482836 179482606 179482706 ACCACATCAGTAACAGTTGCAGACAGGTCTTCAGCTCTCACAGTCATGGCAGTATCCCACCTGATAGAAGTCTTGTCTCTTAATTCAATGACGTAGTTTG

chr2 179482476 179482836 179482706 179482806 TGATCTCAGCACCTCCATCATACTCTGGTGGTTCCCATGTCAGTGAGACACCAAATCGATTCACATCAGTGATGGTTACATTCAAAGGAGGGCCTGGAAC

chr2 179482886 179483246 179482916 179483016 ATATTTACTCCTTGCTTCTACAGGATTGTCAGTTTCTACTGGCTCACCAGTGCCAACTCTGTTTCTTGCACTCACACGGAATAGGTACTCAACTCCTCCT

chr2 179482886 179483246 179483016 179483116 TTCTGTAGACCAGTGACAGTAAACTCACAACTCTCTGCACGGTCTGTGGCCAGAACCCAGGTCTTTCTCTTAATGTCACGTCTTTCAACAACGTAACCTA

chr2 179482886 179483246 179483116 179483216 TGATTTTGCTTCCACCATCAGTTAAAGGTTCTTCCCAAGCAAGGCTCACTTCACCATCAAATGTTTCTGTCACTTCTAAGTTACGTACTGGCCCAGGAAC

chr2 179483265 179483625 179483295 179483395 GACCCAAGGGCTTACCAATAACTTTTAAATTGATGAATCCTTCTGCTTTTCCATGTTTGTTCTGAAGCACAATTTTATACCTCCCTTTGTCTCCTTTCTT

chr2 179483265 179483625 179483395 179483495 GGCTTCTAAAATTCTGAAAGAAGTTTGTTCAGCCGTAGTATCAATGGTTTTTGTAGATAAAGGTTCATTTTCTTTAAACCATTCAGCTTCTGCTTTGGGG

chr2 179483265 179483625 179483495 179483595 TAGGCATCATATGGCACCACCATTGTCAGAGGCTTGCCAACATCAACCACAAGGTCTTGGTCAGCTGTCTTGATTTTTGGTGCAGCTAGTGAGAAAGATA

chr2 179484300 179484897 179484349 179484449 GCCAGTTCAAGCTTAGCTCTGGCTTCTTTGTCTTTGGCAATAAATCTGTATTCACCCTGGTCACGGGGCTTAATATCACAAATCTGTAGTCGATGTATCT

chr2 179484300 179484897 179484449 179484549 TTCCTTCACTCATCATCTGGTGTTTATCACCCTGGACAACAACCATGTTATTTCTTAGCCATTGGACTTCCACCTTATCTTTATTGAGTTCTGCTAAAAA

chr2 179484300 179484897 179484549 179484649 GACAACATCAGCACCAGGGGCTTCAAGAATATCTTGTGGAGGCCTGATGATCTCAACAGGAATTTCTGGAAAGAAAATGTGAAATAAATACAAATATGTT

chr2 179484300 179484897 179484649 179484749 TACATTTTGATTAACAATTTTAAAAAATTGGTAACATTAGAATTGTTTTTTCACTTAATATGTACCTTCCACAAAAAGTCTAGCACGAGACTTCCTGTCT

chr2 179484300 179484897 179484749 179484849 TCTACCCCGCAAGCATATTCACACTCATCATCCAGCCTGCAATCTTTTATAATGAGTCTGTGTATACTTCCATCTTTTTCAAATTTGTATCTAAAGGAGA

chr2 179484908 179485388 179484948 179485048 GCCTTCTTTGATTTCTCTCCCATTTCTGTACCATTTTACATTGGCTTTCTCTCTGGAGAGCTGGCAGGAGAAGACAGCGTCATCGAACTCAGTGACTGTC

chr2 179484908 179485388 179485048 179485148 TGATCTTCCAAGTGTTCCACAAATTCTGTCGGGGCTTCTATGATGAGAAGCTCAGCAACAGATTTATCTTGTCCAGCAGTGACAATGTATTCACCTTCAT

chr2 179484908 179485388 179485148 179485248 CTGGGAAGCCACAGTCTTTAATGGTTAACATGTGCTTGTACTTATCAACTCTGTATGAGACACGGTTGTCAAAAGGCACTTCTTCACCATTTTTGGTCCA

chr2 179484908 179485388 179485248 179485348 CTTCAGTGTTACATTGAGACGATTCACCTTGCACCAGAATGTGACAGATTTCTTCTCCATTGTTTCAATATCTTTAAGAGGCTCAACAATCCTAAGGTCT

chr2 179485400 179485760 179485430 179485530 AAATTACTTACCTTCTACTATTAGATTGGCTGCACTTTTAACATTTTCACCTCTGTGATTGGTCAAAGACACATTATAGTTGGCTTGGTCATCTAAGTGT

chr2 179485400 179485760 179485530 179485630 GCATCTCTAATTCTGAGGGTGTAGACTAGGTCTTTTTGGAGAATGATGTATTTTGAACTATCAAATATAGCTTCTTCATTTCTGAACCATTTGGCTTTGG

chr2 179485400 179485760 179485630 179485730 CACCTTCAGTATTGACTTCACAGTTGAAGACAACTTCCTGTTGTTCCTTCACCCGGGTGTCCTTAAGAGGAACTACGATCCTGAGTTTTTCTGAAAGCAA

chr2 179485781 179486141 179485811 179485911 AGCAAGAACAAACTTACCAATGACTGTCAAGTGAGCTGCTGCTCTGGCGGCCCCTACCATGACAACGTAAGTGCCCATATCTTGTAATGTGGCATCTTTC

chr2 179485781 179486141 179485911 179486011 ACAACTAGGACCCTCTTTTTACCATCAGCAATAACGTCATATTTATCTCCAGATTCAAGTGTCTTATCATCCCTCTTCCACTGGACTGGAAAGCTTTCTT

chr2 179485781 179486141 179486011 179486111 TTGATATAGAGCAGACAAATTCAGCCTTTTCTCCTTCAAGTATTTCAAGGTTTTGAGGCTTTGAGATAAATTCAGCAGCCAGTTCTGGGAAGAAAAAGTT

chr2 179486154 179486514 179486184 179486284 CACTGTAGTTTTCATACCATGTACTTTGACTTTGCCATCGGTTCGAGAGCTTGGGAGTCGACAGTTGTAGTTGCCAGCATCCTCAAGGTGAGCGTTCTGA

chr2 179486154 179486514 179486284 179486384 ATGACCAGGATTCTCTTCCGTCCTTCAGTCAGTATTTCATATCTTCCTGTTTCAATGATCTCCTCATCCCCTTTATACCAAATCACTTCTGCGCCAGGTT

chr2 179486154 179486514 179486384 179486484 TGGAGACTTCACAAACCAGTTTTATAGTGTCTGTTTCACTAACTTCAATGTTGGCAAGATTTTTGGTAAAGACAGCTTCTTCTTCTGCAAGCATTGAAAA

chr2 179486531 179486771 179486551 179486651 TGACTTTACTCTTACCCAGAACTGTCAGCATGCCAGAAGTTCTCGCTGTCCTTACTTCACAGGAATATTCAGCTTCATCATCCAGTAGACATTTGTTGAT

chr2 179486531 179486771 179486651 179486751 GACAAGAATGCGCACTGCTCCCTTGGATATGATGTCATATTTTTTGCCCTTTTTAATTTCAGCACCATCTTTAAACCACTTAACCTATATTTAAGATAAA

chr2 179487345 179487545 179487345 179487445 TAAATATAAAGTTATTTGACAGTACAAGATGACAGGTATACAGTCACAGACCTTAGCATTTTCTCGGGAAAGTTCACACTCAAATCGAGCCATTTCTTTT

chr2 179487345 179487545 179487445 179487545 TCTCTAACTTGAAGGTCGGTGAGTGGTCTTAAGAATTCCACATGAGGAGCTGTAAGAGAATGTCATCAGAATTCAAAATGAGGTTTCTGGAAATTTACTC

chr2 179489144 179489504 179489174 179489274 GTAAGAAGAATACTTACGCACGACATTCAGGTTACAGGAAGTCTTAAAATCCTTAGCATCACAAGTGTATGTTTTAATATCCTCTGGGGTACAGTCATGT

chr2 179489144 179489504 179489274 179489374 ATAACAAGTTTTCTGACCCTGCCATCAGCAACAATTTCATACTTCTTGCTTTTGAGGATTTCTGTCCCATTTTTGAACCATTTCACCTTAGCATTTTCTC

chr2 179489144 179489504 179489374 179489474 TGGAGACTTCACACTCCAGCACTGCAGTGGCTCCCTCTTCGACCGTCTGGTCCTCAAGAGGCTTAGTGAATTCAACTGGGGGTTCTGAAAGAATCATACT

chr2 179489941 179490181 179489961 179490061 TGCCTTATACATGTTTTTAAAATAAGCCTTGTAATTACCTTTCACAAAGAGGTTGGCGTGAGTTTTGAAATCTTTTGCTGTTAGTTGGACTTCCCCAGCA

chr2 179489941 179490181 179490061 179490161 TCTTCTAACTTTACATCCCTCAGAGTAAGTGTATGAACTTTTCCTTCTGAACGTGGGACCACCTAGTTGTTTTTAAAAAAAGAATACATGAAACAGCAAT

chr2 179493978 179494218 179493998 179494098 GGGAAAGACAAGGCATGCCTGCTTTTTACCTTATCGCTGGGCTCTAGTTTCTTCCCTTTGAGATACCATTCCACTGGGATATCTTCGTAGGAGAGCTCGC

chr2 179493978 179494218 179494098 179494198 AGTCGAAGGTGGCTGTTTCCCCTGCAGTCACGGTGACATCCTTTAAAGGCCTCAGAAGACCAATTACTCGTGCTTTTCGAGAGGGAAGAAACAGCTTTGC

chr2 179494910 179495150 179494930 179495030 GTTTATTTAATTTCCCTGAAAAATATACAATACTTACGCTTAACTCGGAGGTGGGCACTAGATTTAACATTGGCAGCTTGGAAATCCACCCCACCCGTCT

chr2 179494910 179495150 179495030 179495130 GGTCCAGGCGACAGTTGTGCAAAACAAGGGAGTGTATTTTGCCTTCTTCCTTAATTTCACAATCCTGTACCAACAAAACAGAAAAACTTTCATAGAAAAT

chr2 179495480 179496073 179495527 179495627 TACAGGTGTTTGGAGTAGGGCCTCTCCCTTGAGTTTCCAGTTGGCGTGGATATCATCTTCAGAGATTTCGGTTTCAAAGCGTGCTGTCTCAGTCTCCATC

chr2 179495480 179496073 179495627 179495727 ACCTCCACACTGTGCAGGGGTCGCACCAGTTTAATTTCCCGATCTAGAAAAGTGAAGGGCCAGCATGGGTCATTAGCCTCTGGCACAAATAACCCCAATG

chr2 179495480 179496073 179495727 179495827 CTTCAAGAGTGAAACTCATGGAAATTTCCTTACCCTCAATGTCAAGTTTTCCTGAGGTCTTATCTGTCCCACAGTCACAGGTGTACTGTCCAATATCTGA

chr2 179495480 179496073 179495827 179495927 TTTCAAGGCTTTCTTTAGGATTAGCATGCGTTTCTTGCCATCTGCCTTAATAACAGCATTTTTGGATGGCTTTATTTCCTTCCCATCCTTAAACCATTTC

chr2 179495480 179496073 179495927 179496027 ACTGGTGCATCTGCTTTGCTAATTTCACACTGTAGAATAACTTCATCTTTCTCTACACCAGTATAATCTTGAAGTTTTCCTGTAAAATATGGGTCTCCCT

chr2 179496826 179497186 179496856 179496956 ATTTAAAAAGCACTTACCAAGCACAGTGAGTTTAGCTTCTGAACTCATCCCCATAGCTTCTACTCTAATTTGGGAGGTGTCATCAATAGACAGGTCTTTG

chr2 179496826 179497186 179496956 179497056 AATGTGATCGAATGAGTTTTCCCTTCGTCTTGCATTGAGACCGACCTGGTGGTGTGTAGGCGCTGGTCATTCTTGAACCATTTAACTCGGATGTTATCAT

chr2 179496826 179497186 179497056 179497156 GAGATAACTCCACAGTAAATACAGCACTTTCCTTCTCTTTGGCAGTTACATCTTTGAGAGGGGTGAGGAATTTGAGCCGGATTCCTATCAAGAAAAAAAA

chr2 179497205 179497565 179497235 179497335 TTGATAAAACTATTTACCTTCAATGATCAGTTTGCCACTTGTGTGCTTATCTTCAGCTTCAAACATGTATTTTGCTTCATCTTCAAAAGCAGCTGACTTG

chr2 179497205 179497565 179497335 179497435 ATCACCATTGAATGCTTAGTGCCATCCTTTATAAGCTCAAATCTGTCATCACCTGTGATTTCCTGGGTTCCTTTTAGCCAACGGAATGTTTTGGGCTCCC

chr2 179497205 179497565 179497435 179497535 TGGATACTTCACACTCAAACTTAGCCTCATCTTTCTCGAAGACTTTAACATCACTGAGAGGTGTGATGAAGATAAGAGGCAATTCTGAAAGAAGTGGACA

chr2 179497587 179497827 179497607 179497707 AGAAAATACAAAAACGTGGCTGACAAGTAGAGCATACCTTTCACTTTCAGATTGGCTGCAGATTTGGCATTAGCAGCCTGGAAGGAAACCTCTCCTGTCA

chr2 179497587 179497827 179497707 179497807 TACCCAGCTGACAGTTATGAAGGATCAGAATATGCTTCTTTCCATCCTCAATGATTTCACAGTCCTGTTTGGAGTGAGGGTTAGAAGGAAAGAAAGAACA

chr2 179497863 179498451 179497907 179498007 ACTTACAGGGGAAGCTGTCAAAGGCTGTCCTTTCAGCTTCCACTGGCCGTGAACATCAGGTTCAGAAAGTTCAATTTCAAAGTGGGCTGTTTCACCAACA

chr2 179497863 179498451 179498007 179498107 AACACCTCTACTCCGTACAGAGGCTTTTCCACTTTTATTAGTCGAGCTGAAATGATACAGTTTTGTTAGCATGACTGAACTAATAAACTGCAGATTCAGA

chr2 179497863 179498451 179498107 179498207 TAGGGTAAATTTTACATTGTTGAGCAACTCACCCTCAACAGTAACATTTGCCTTGGTCTTGTCTGTGCCACAGTCACACACATATTCGCCTTTATCTTTA

chr2 179497863 179498451 179498207 179498307 AGGTCCGCCTTTTTGATTTTTAAGATGCGGCGCAGGCCATCTGCCTTGATAGAATATTTGGGTGAAGGGACAATCTCTTCACCATCTTTGAACCATTTCA
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Table S1 (continued)

Chromosome Start End Probe_start Probe_end

chr2 179497863 179498451 179498307 179498407 CTGGTACATCTTTGCTCACTTCACACTTCAAAGTAATCTCATCCTTCTCCACTGCAGTTTTGTCATGTAATTTCACAGTGAAGTAGGGATCGGCCTCTGT

chr2 179498496 179498856 179498526 179498626 TACTTGGTTACATTTACCTAAGACCTTCAGCTGTGCTGTGGAGCTCAGCTCCTTGACTTGAGCTTTTATCTGAGATATATCATCCAATGTCACTTCTTTC

chr2 179498496 179498856 179498626 179498726 ATTTCCAATTTGTGAGTCTTGCCCTCAGAAGAGATGAGTACTGTTCTGCTTGTATGGAGTTTGGCATCATTTTTGAACCAGACTACATGCATTTTTTCAT

chr2 179498496 179498856 179498726 179498826 GAGAAAGTTCACAAACAAAAGTTGCTGTTTCACCTTCTTTTACTGTTTGATCTTCAAGAGGTGACATGAATTTCAGTCTTATACCTGAAATGCAAGCATA

chr2 179499044 179499632 179499088 179499188 TTACCTGTGACAAACAACCGAGCTGAGGTCTTCTTGCCCTCCACCTCAGCAGTATAGACCCCTTCATCATCAAATTGAGAATCATTAATAACAAGAATAT

chr2 179499044 179499632 179499188 179499288 GTTTCTTTCCATCAGCGATGATATCAAATTTGTCAGATGACTTAATTATATCAGGTCCTTTGGACCATATAACATTTGCCTCTCGGGTGAGGACACATTC

chr2 179499044 179499632 179499288 179499388 GAATCGAGCCTGTCGCCTTTCTGGAACAGTGACATCCTTCAGGGGCACAGCAAAGTCAAGTTCGATTTCTGAAAATCAGACATTAAGAATGAGGCTTTTC

chr2 179499044 179499632 179499388 179499488 AGAATGCACAGGGAAGTGAAATAAAGTTGAGACCCCTCCCCAAATTCTAAAAGCCCCATACCTTTTACTGTCAAAATGGCAGTTGTAATTGCATTAAGGG

chr2 179499044 179499632 179499488 179499588 CCTGGTAGAGGACTTCACCAGCTTGGTCCAGTTTGACTTTGTGCAAAGTTAAGAAGCGTTTTCCACCTTCTGCTTTGATTTCACAAGTCTGAAAAACAAT

chr2 179499841 179500081 179499861 179499961 ACTAACAATTTAAAATGTGAAATTACTCACAGGTGAGGGCCTTAGAAGTTCTCCTTTCAGTTTCCATTGTCCAGGAATGTCTGCCTCTGAGATTTCTGCA

chr2 179499841 179500081 179499961 179500061 TCAAAGCTTGCACTTTCTTTCTCATAAATGGTAACGTCCTCTATTGGTTTAAGCAGTTCAACTTCACGCTCTGTATTGGTCAGGGATGAAGTAACATAAT

chr2 179500124 179500484 179500154 179500254 AAGATTTTATACCTCCAAGTGTCAGCTTTGCAGGGTATCTTTTTCCTTCAATTTCCACTGCATACTCAGCAATATCTTCTGGCATAGCATTCTTAATTTT

chr2 179500124 179500484 179500254 179500354 GAGGTACAGATGATTTCCATCTCTCAGTATTTCAGTCTTATCATTTGGTTCCGCAGGGATTTCATCATATCCTTTGAACCACTTAATGTTTGGAGTATCT

chr2 179500124 179500484 179500354 179500454 TTTGCTATATCACAGGCAAAAATAGCTGTCCCCTTGGGTTTCACATGCTGGTCTCGTATAGGTTTCACCAGCCAATCTCTAATGACTTCTATATGAAAAT

chr2 179500648 179501008 179500678 179500778 AAAGTACTAACCTACTACTTTTACGCAAGATGAACACTCCAGGTTGTTGGCGTTTTCCACAGTAACTGTGTATGTTCCAGCATCTGTGTCATCTGCATCG

chr2 179500648 179501008 179500778 179500878 TTGATGGTCAGAGCCCGCATCAAGCCAATGACGCCTGGCACAATTCGGCCAGGTTTCTCCACCACAATCTTGCCATCCTTCCTCCAGACCACGTCACGCT

chr2 179500648 179501008 179500878 179500978 CTTTGTTTAACTCGCAGCTCAAGTACAATGGCTGTCCTTTGACCACTGTGACTTCCTCTTCCAGTGTTTTTACAAAACGCACAGGAAGTTCTATGGAGAA

chr2 179501085 179501565 179501125 179501225 TTCTACAACAAGTTTAGCCGTGGAGGTCTTTTCTTTGTTTCCCAAACGTAAAACACAGGTGTATTCACCAGCATCGGAAAGTTGAACATCAATGATGTGC

chr2 179501085 179501565 179501225 179501325 AGCTTTCTGTCTTTACCATCTGCAATAAACCTGTGCTTGGGACTCTCACGGATATTGCTACCGTCTTTCATCCAGGTTGTAATTGCAGTGGAAGGGGAGA

chr2 179501085 179501565 179501325 179501425 CCAAACATTCAAAGATTGCTGAAGAGCCAACGAACTCTGATTCTGTCAAGATGATGTCTTTGATTTCTTTCACAAACTTCAGTGGCACAGCCTTTAGCTG

chr2 179501085 179501565 179501425 179501525 GTAGGTGAACGGGGCTTCATCAGGAGGTTTCTCTCCACCACTTCCTGGCCTTAACTTTCTCCTTTCGGCTTCTATTGGTGAAGGAGTCTTTTTGGGTACA

chr2 179502020 179502220 179502020 179502120 TTTTCCCCTTGAATATGAACTTTGGAAATTCAGAGTGGAAGGTTACAATGCAAGTACTAGAAAAATGAATTTCACCTTTGATAGGACCTTTTGGCTTGGC

chr2 179502020 179502220 179502120 179502220 AGCCTCTTCCTTAGGTGCTTTGGCTTCTGAAATAAAAATAAAACTCAGCATTTAAACACTTTTCGGACTTATTTCATGTTTAATAGTAAACCATGGAGGG

chr2 179504370 179504570 179504370 179504470 ACTTTTATTAAGTCACCAAAACAAACTAGCAAAAAGAAAGCTACAGGATAAATACCTGCTTTCTTTCCAACCACTGGCACTGTTACTGGGGCAGCGATGG

chr2 179504370 179504570 179504470 179504570 GGGTTGGTTCAGGTTCCACAGGAGGTGGTTTGATTGTTTTCACTTCTGTAGAGAGAAGTCCATTGCATTAGTGTATCAATTTGTCACTTCCTAAAAACTT

chr2 179504705 179504905 179504705 179504805 ATTAAGTACATGTTATGTGTGTGAATACAGAAAGAATATGCTGTTGACATTGAGGATAAGCTTGCTCACCTGCTTCGGGCTTTGGTTTCGGTTCAGGTGC

chr2 179504705 179504905 179504805 179504905 AGGGAGAGGTATTGCTGGCTTGATTTCAGGCACTGAAATAATTTAGAGTAGAGGGCAGATTATTACAGGATTTTTGAAGTTTTTCACAAAGTCAAAACTA

chr2 179505212 179505412 179505212 179505312 AAATGATACATATTTGCATTTTTAGAGACAACTAAGAATGACAGTAGATTTGTACCTTTTGTTGGTTCAGGAATCTTCCTTTCCCTTTTTGTAACAGTAG

chr2 179505212 179505412 179505312 179505412 GTACTTCAACCTCTTCAACAGGTTTTGGAGGTGGTGGTTCTGGTACTTTAAGATAAGATTATTTTTTCAGTGTTAATATTTGAATATTTAGGAAGCACCT

chr2 179505904 179506104 179505904 179506004 ACCTTTTGTTAAATGTCCATTTTGTTAAAAGATAATCTTACAAATTGTCACTGAGATTCCTACCTGCAGGTTTTTTAACTTTTTCTAGTTTTTTAGGTTC

chr2 179505904 179506104 179506004 179506104 TACTTTAGGTTCTTCTTCTTCAGGTCTTTTTCTTAGAACTTTAAAGACAAAAAGGTTTATATGTAAACCAAGACAAACTAATGAAGATGTTGAATAAGCT

chr2 179506904 179507104 179506904 179507004 TTTCAAGTTCATTTTTAAAATATACTTAACGCTGACAGAATGGTTGAAAAATACTATACCGCTTTTCAGAACAACTTCTTCCTTTGGTTCAGGTTTACGT

chr2 179506904 179507104 179507004 179507104 TCCGGAAGTAATTTGCGAACTTTCTTTTCACCTCCAGGCACTTAAAAGAATATGATTTCAAATTTTGAAGTGAATTTATATAAAAACGGAATTTCAACAA

chr2 179509209 179509409 179509209 179509309 AGAAAGAGCAAGGAGTCAGGTAAAGGGGTACTACATAAGTATGTATTTTTCAGCCTGTGAAATACCTTTCAGAGGTGTAAGCTCCACTTTTTCTGGAACC

chr2 179509209 179509409 179509309 179509409 TGAGGTTTTTCAGGAACTTTCTTCTTTGGAATAGCTTTAAAGAATATGATTTTACTTTTGTTATTTGTATATTTAATCTGAAGCAAGTGATTAACTTTCT

chr2 179510601 179510801 179510601 179510701 AAGTTTGAAGCAGGCTAATAAAACTTTGGAAGTGGCATTTTTTACCTTTAAGTTGGAATATTTTCTCCTTCACATCTTCCTTAGGTGGAGCAGGTGGAGG

chr2 179510601 179510801 179510701 179510801 AGGTGGGGGTCTTGGTTTGAGTTTTGGCTTCTCAATAACCTTTTCAGGTTCAGGTTCTTGAAAGAGTATTTCAGAGGTGTTAGTATATGTATATGTTAGC

chr2 179511148 179511348 179511148 179511248 AACCATATACATTTCAAGAGAAAGAATATGATAAAGAAGATTTAAGTCCACTGGATTGAATACCTTTTACTGGTATTTCTTCAGGCTGTGGTTCAGGTTC

chr2 179511148 179511348 179511248 179511348 GGGCTCTTCAGGTTTAATATACTTTTCAATTTCACGTTCTTTAAAGAATGTTGACAAAGGAGATGAGGTTGCAATGTAAAGTTCTTCAAAAAGACTCATA

chr2 179511731 179511931 179511731 179511831 AATTCTAACAGGAATCTTCAGGAGATTAAAAAAatgtatatatatatatatatatataCCTTCAACAGGGGGAGTCTCTTTTCTACCAATGGTTATAGAT

chr2 179511731 179511931 179511831 179511931 GCTTTTTCTTCATATATTATTTCCTCAGGAGTCTCTTCAACTTTAAAAAACATAGTATTTTATTTTAGACTATATTTAGAACAGAATACTGCAACTACTA

chr2 179512049 179512249 179512049 179512149 AAAGCAAGAGGATGAAGACAATTGTCATCTTTCCAAGATTTATGGAGAAGCCGTGTACCTTCAGCAGGTGGAACTTCTGGCTCTGCAGGGATAGGCACAG

chr2 179512049 179512249 179512149 179512249 ACACTTCCTTTTCTGGGATGATTTTCTCAGGCACTTTGGGCACTTTAAAGATATGATTTTGTTTACTATTAAGAATTTAGAAGACATGCAAGATTGTCTA

chr2 179513916 179514116 179513916 179514016 ATTATTAACATGCTTAAATAGCAGTTAGAGAAATCTATTTTTTCTTCATGGTAGGTACCTTTTTCTGGAAGAACTTCTGGTTTTTTGGTAACAGGCACAG

chr2 179513916 179514116 179514016 179514116 GTTCTTTCTTTACTGGAACAAGTTTCTTGGGCACCTCAGGCACTTTGAAGATATTAGTTTTGttttaaaaatagtatttaaaaacattttaaaatattaa

chr2 179514221 179514421 179514221 179514321 TTCCACTTTAAGATATCAGAATACTTTCTTTTTTATGATGCCAACGATGAAGTGAATACCTTTAGCTGCTGGTGTTTCTGGCTTCTTAACAGTTGGGACC

chr2 179514221 179514421 179514321 179514421 TTCTTCACTGGAACAACTTTCTTTGGCATCTCAGGTTCTTTAAAGATATCAGTAGCATTTAATAATACAAAGTTGTGAGATGTAAGATATACATACAAGT

chr2 179514482 179514682 179514482 179514582 ATAAGAAGAGTGTAAAATTGTAGACACCACAAAAATGAAGTATTCATTTTAACATGAGTACCTTTAGGAGGCGGTGCTTCTGGTTTTTTGATGACAGGAA

chr2 179514482 179514682 179514582 179514682 CTTTCTTCTCTGGGATGATCTTCTTGGGCTCTTCAGGCACTTGAATAATAGGAATTTCTTTTAGAATTAGGTGATTACAATGAAAAATTTAATGCTAATG

chr2 179514844 179515044 179514844 179514944 AAATGAAATGACTGTATTTTCCCATACAGTGGATTCTGCTTTGTACCTGCTGGAGGTGGAACCTCTGGTTCCTCCTCTTCTGCAACAGGAACTGGCTTTT

chr2 179514844 179515044 179514944 179515044 CCTCTTCAGGAGCAATTTCCTCTTCAGGAGCAATTTCCTCAGGTTCTTCATATACTTTAAAGATATTAGTTAATTTTATTTCAATGTATGGAACAATATT

chr2 179515419 179515619 179515419 179515519 GCTTAAATTAGAAATAGTCGCAAGTGGCAAGGTCATTAATCACCGGTCTCACGTGTACCTTCTGGGGGAGGAGACTCCGCTCTTTCTGGAACAGGAACAG

chr2 179515419 179515619 179515519 179515619 CTGGTTTCTCTTCCAAGACAGGTTTCTTTGGCACTTCTGGCACTTTAAAGATATTAATTCATTTTTCTTATGAGTAGTTGAGAAGTATATTAAATTTATA

chr2 179515908 179516108 179515908 179516008 ATAGGTGACTTATTAGACAAGGGTGAGTGCTTTTCTGCAGAATCTCATTAGTGACATGTACCTTTTGCTGGTGGGACTTCTGGCTTTTTGGGAACAGCTA

chr2 179515908 179516108 179516008 179516108 CTTTCTTTTCTGGAACAACTTCTTTTGGAACTTCAGGCACTTCAAATATATTAGTATTTTAACATTAGAAACAATCACCAGTAAACATTCATCACATTTA

chr2 179516121 179516321 179516121 179516221 CCTTTTAGAAGCTGGGGGCTCCATCCGCCCCCATCAAACAGTGGACAGCCACATATACCTTTAGCAGGTGGGGCTTCTGGCTTTTTGGGAACCACCAGAG

chr2 179516121 179516321 179516221 179516321 GCACCTTCTTTTCAGGAACAACCTCCTTGGGCACCTCGGGCACTATAAAAGATATTAGTAGTTGTTTAAGCTCATGGTTTCAATGAAATGTGAAAATCAT

chr2 179516334 179516534 179516334 179516434 AGAATATGACACTTCAAAGAAAGTTTTTTGTTAGGGAGTTAGTGGCAGTGAGGAATACCTTTCACTGGTGGTAGTTCAGGTTTTTTGGCAACGACAGCAG

chr2 179516334 179516534 179516434 179516534 GTGCTTTCTTTTCTGGGACAGGTTTCTTAGGTGGTACGGTCACTAAAGAATTAGAAGGTATGTTTTAGAAAGAACGAAGATTGAGAAACAAGACAAAAGC

chr2 179516552 179516752 179516552 179516652 TCAGGGCAGGAAGGGGAAAGAGTGGCCGAGGTGTCCTAGCAGCTTTCTTGCCATGTACCTTGTGGAGGCGCCGCTGGCTCTGGCTCTTCCACAACTTCAG

chr2 179516552 179516752 179516652 179516752 CAGGAGGCTCTTCTAGGGCAACTTCCTCAGGCTCCTCGAACACTTTAAAGACATGAGCTCATTTTAATGCCAGAATTGACTAAAACTGAGATAGTTTGCA

chr2 179516764 179516964 179516764 179516864 TACAACACTAAGGAAAGATTTTTTTAAAAAACACTAATTTGAATAGTTTCATTATTACCTTCAGGGGGAGGACTTTCCGGTTTGGGAGGAATAGCTTCAG

chr2 179516764 179516964 179516864 179516964 GCACCTTCTTTTCTGGGACAGCTACCTTTGGCACCTCTGGGACTTTAAAAGATATTATTATTTTCATTGTTAGACAAAGTAAAGACAAACAAACAATATC

chr2 179516932 179517132 179516932 179517032 GTTAGACAAAGTAAAGACAAACAAACAATATCAAACACAGCACCATGAGGGTGTCTACCTTTTGTGGGTGGCACTTCAGGCTTTTTAGGAGGAGGCACTG

chr2 179516932 179517132 179517032 179517132 GCACTTTCTTTTCAGGAACAACTTCTTTGGGAGCCTCAGGCACTTGAAAGATAATAGTGAAATTACATTTAGGCATTATGAAGACCACTAGAAAAATACT

chr2 179517126 179517326 179517126 179517226 AATACTTTCCAGAGCAGAAGAGTTTGATCATCTGAAGCCTAAAATCAGTGACAAATACCTTTAACAGGTGTGACTTCAGGCTTTTTAGGAGGAGCCGCTG

chr2 179517126 179517326 179517226 179517326 GCACTTTCTTTTCAGGAACAACTTCTTTCGGAGCCTCTGGCACTTAAAAGATATTAGTGAAATTACATTTAGAAGTTATGAAGACCATTAGGAAAAATAT

chr2 179517321 179517521 179517321 179517421 AATATTTTCAAGAGTAGAAGAGATAGATCTTCTGACGCTTAAACTCAATGACAAATACCTTTAACAGGTGGGACTTCAGGCTTTTTAGGAGGAGCCGAGG

chr2 179517321 179517521 179517421 179517521 GCACTTTCTTTTCAGGAACAACCTCTTTGGGAGCCTCTGGTACTTAAAAGATATTAGTGAAATTACATTTAGGGGTTATGAAGACCACTAGAAAAAATAT

chr2 179517516 179517716 179517516 179517616 AATATTTTCAAGAATAGAGGAGTTTGATCTTCTGAAGCCTAAAGCCAGTGACAAATACCTTTAACAGGAGGGACTTCAGGCTTTTTAGGAGGAGCCAAGG

chr2 179517516 179517716 179517616 179517716 GCATTTTCTTTTCAGGAACAACCTCTATGGGAGCCTCTGGCACTTAAAAGATATTAGTGAAATTACATTTAGAAGTTTGAAGACCACTAGAAAAGTATTT

chr2 179517709 179517909 179517709 179517809 AGTATTTTCAAGAAATGAAGAGTTCAGTCTTCTGAAGCCTAAAGCCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGTTTTTTAGGAGGAGTCACTG

chr2 179517709 179517909 179517809 179517909 GCACTTTCTTTTCAGGAACAACTTCTTTGGGAGCCTCTGGCACTTAAAAGATATTAGGTAAAATTACATTTAGGGGTTATGAAGACCACTGGAACAAAAT

chr2 179517906 179518106 179517906 179518006 AATGTCTTCAACTGCAAAAGAATTAGATCATCTGAAGCCTAAGGTCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGCTTTTTAGGAGGAGCCAAGG

chr2 179517906 179518106 179518006 179518106 GCACTTTCTTTTCAAGGACAACTTCTTTGGGAGCCTCTGGCACTTAAAAGATATTAGTAAAGTTACATGTAGAGCTATGGAGACTACTAGCAAAATATAC

chr2 179518094 179518294 179518094 179518194 AGCAAAATATACAGCAGAGGAATTGGATCTTCTGAAGCTTAAGGTCAAATGACAAGTACCTGTAACAGGTGGAACTTCTGGCTTTTTAGGAAGCACCAGT

chr2 179518094 179518294 179518194 179518294 GTTTTCTTTTCTGGCACAATTTCTTGTGGGACTTCAGGCACTTGAAAGATATTAGTAGTTTTTCACTTAGGTTAATGAGACAAATGGAGTAAAATATTTC

chr2 179518288 179518488 179518288 179518388 TATTTCTAAGATCAGAAGAGATATTTCTTCTGCAGAAAAAGGACAGGGGTAAAAAATACCTGTGGCAGGTGGGGCTTCTGGTTTTGTGGGAGGAGCCTTA

chr2 179518288 179518488 179518388 179518488 GGAACTTTCTTTTCTGGGACAACTTCTTGAGCTTCAGGCACTTGAAAGATATTAGTAGTTTTAGACTTAAGTTAATGAAGAGAAATGGGCTAAAATTGTT

chr2 179518490 179518690 179518490 179518590 CAGTAGGAGAGGAGATATCTCTTCTGCAGAATGAAGTCAGGGCTAAAGTGTACCTGGGACAATTGGAGCTTCTGGTTTTTTGGGTGGAGCCACGGGAATT

chr2 179518490 179518690 179518590 179518690 TCTTTTTCTGCGGCTTCTTGAGGAACTTCTGGCACTTGAAAGATATTAGTAGTTTTATACTTAGGTTAATGAAGAGGAATGGACTAAAATTGTTTTCAGG

chr2 179518680 179518880 179518680 179518780 TGTTTTCAGGAATGGAAGAGAGATTTCTTCTGCAGGATAAGGTTGAGCTGACATGTACCTGTAACTGCGGGGGCTTCTGGTTTTTTGATTGGTGCCTTGG

chr2 179518680 179518880 179518780 179518880 GAATTTTCTTTTCTGGGACAACTTCTTGAGCAGCTTCAGGCACTTGAAAGATATTAGTATTTTTATAATTTATGAATGGCGAAGGTATATATTACAGTGA

chr2 179518876 179519076 179518876 179518976 GTGATTGTGAGGGGTACAGACAGTAAGTTATTCTTAGCAGAGGAGAGGGAATAAATACCTTTTGCACGTGGGGCTTCCGGTTTTTTGGGCACAGCCACAG

chr2 179518876 179519076 179518976 179519076 ATACTTTCTTTTCAAGTACAACTTCTTTAGGAGCTTCAGGAACTTTGAAGATATTAGTATCTTTTAGTTAGAAGCTATAAAGGGGGAATATCGACTCCAC

chr2 179519116 179519316 179519116 179519216 TTCTATACAGTCTTTCCCCAGGGCCCCCCGACTGACAATGTGTAATGATACCTACCTTTAGGAGGTGGAGCTTCTGGCTTTTTGGCAGGAGGCACCGGTA

chr2 179519116 179519316 179519216 179519316 CTTTCTTTTCTGGGACCACTTCCTTCGGTGGCAGCACTTCAGGCACTTCAAAGATATTTGTAATTTGTGTTTAGAAAAGGTGAAAATGATGGATGCCTTT

chr2 179519413 179519613 179519413 179519513 TTTCCTAGTTAAAATAACAGTTATTTTTCTCCTATAGTTTGTATAGCTTTGGCATTACCTTCAGGGGGAGGACTTTCCGGTTTGGGAGGAATAGCTTCAG

chr2 179519413 179519613 179519513 179519613 GCACCTTCTTTTCTGGGACAGCTGCCTTTGGCACCTCTGGGACTTTAAAGATATTAGTATTTTCATTATTAGACAAAGTAAAGACAAACAAACAATATCA

chr2 179519580 179519780 179519580 179519680 ATTAGACAAAGTAAAGACAAACAAACAATATCAAACACAGCAACAAGAGGGTGTCTACCTTTTGTGGGTGGCACTTCAGGCTTTTTAGGAGGAGGCACTG

chr2 179519580 179519780 179519680 179519780 GCACTTTCTTTTCAGGAACAACTTCTTTGGGAGCCTCAGGCACTTGAAAGATATTAGTGAAATTACATTTAGGCATTATGAAGACCACTAGAAAAATATT

chr2 179522166 179522366 179522166 179522266 aatattttCCAGAGCACAAGAGATAGATCATCTGAAGCCTAAAATCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGCTTTTTAGGAGGAGTCGAGG

chr2 179522166 179522366 179522266 179522366 GCACTTTCTTTTCAAGGACAACTTCTTTGGGAGCCTCTGGCACTTAAAAGATATTAGTAAAGTTACATGTGGAGCTATGGAGACTACTAGCAAAATATAC

chr2 179522354 179522554 179522354 179522454 AGCAAAATATACAGCAGAGGAATTGGATCTTCTGAAGCTTAAGGTCAAATGACAAGTACCTGTAACAGGTGGAACTTCTGGCTTTTTAGGAAGCACCAGT

chr2 179522354 179522554 179522454 179522554 GTTTTCTTTTCTGGCACAATTTCTTGTGGGACTTCAGGCACTTGAAAGATATTAGTAGTTTTTCACTTAGGTTAATGAGACAAATGGAGTAAAATATTTC

chr2 179522548 179522748 179522548 179522648 TATTTCTAAGATCAGAAGAGATATTTCTTCTGCAGAAAAAGGACAGGGGTAAAAAATACCTGTGGCAGGTGGGGCTTCTGGTTTTGTGGGAGGAGCCTTA

chr2 179522548 179522748 179522648 179522748 GGAACTTTCTTTTCTGGGACAACTTCTTGAGCTTCAGGCACTTGAAAGATATTAGTAGTTTTAGACTTAAGTTAATGAAGAGAAATGGGCTAAAATTGTT

chr2 179522744 179522944 179522744 179522844 TGTTTACAGTAGGAGAGGAGATATCTCTTCTGCAGAATGAAGTCAGGGCTAAAGTGTACCTGGGACAATCGGAGCTTCTGGTTTTTTGGGTGGAGCCACG

chr2 179522744 179522944 179522844 179522944 GGAATTTCTTTTTCTGCGGCTTCTTGAGGAACTTCTGGCACTTGAAAGATATTAGTAGTTTTATACTTAGGTTAATGAAGAGGAATGGACTAAAATTGTT

chr2 179522940 179523140 179522940 179523040 TGTTTTCAGGAATGGAAGAGAGATTTCTTCTGCAGGATAAGGTTGAGCTGACATGTACCTGTAACTGCGGGGGCTTCTGGTTTTTTGATTGGTGCCTTGG

chr2 179522940 179523140 179523040 179523140 GAATTTTCTTTTCTGGGACAACTTCTTGAGCAGCTTCAGGCACTTGAAAGATATTAGTATTTTTATAATTTATGAATGGTGAAGGTATATATTACAGTGA

chr2 179523136 179523336 179523136 179523236 GTGATTGTGAGGGGTACAGACGATAAGTTTTTCTTAGCAGAGGAGAGGGAATAAATACCTTTTGCACGTGGGGCTTCCGGTTTTTTGGGCACAGCCACAG

chr2 179523136 179523336 179523236 179523336 ATGCTTTCTTTTCAAGTACAACTTCTTTAGGAGCTTCAGGAACTTTGAAGATATTAGTATCTTTTAGTTAGAAGCTATAAAGGGGGAATATCGACTCCAC

chr2 179523376 179523576 179523376 179523476 TTCTATACAGTCTTTCCCCAGGGCCCCCCGACTGACAATGTGTAATGATACCTACCTTTAGGAGGTGGAGCTTCTGGCTTTTTGGCAGGAGGCACCGGTA

chr2 179523376 179523576 179523476 179523576 CTTTCTTTTCTGGGACCACTTCCTTCGGTGGCAGCACTTCAGGCACTTCAAAGATATTTGTAATTTGTGTTTAGAAAAGGTGAAAACGATGGATGCCTTT

chr2 179523673 179523873 179523673 179523773 TTTCCTAGTTAAAATAACAGTTATTTTTCTCCTATAGTTTGTATAGCTTTGGCATTACCTTCAGGGGGAGGACTTTCCGGTTTGGGAGGAATAGCTTCAG

chr2 179523673 179523873 179523773 179523873 GCACCTTCTTTTCTGGGACAGCTGCCTTTGGCACCTCTGGGACTTTAAAGATATTAGTATTTTCATTATTAGACAAAGTAAAGACAAACAAACAATATCA

chr2 179523840 179524040 179523840 179523940 ATTAGACAAAGTAAAGACAAACAAACAATATCAAACACAGCAACAAGAGGGTGTCTACCTTTTGTGGGTGGCACTTCAGGCTTTTTAGGAGGAGGCACTG

chr2 179523840 179524040 179523940 179524040 GCACTTTCTTTTCAGGAACAACTTCTTTGGGAGCCTCAGGCACTTGAAAGATATTAGTGAAATTACATTTAGGCATTATGAAGACCACTAGAAAAATATT

chr2 179526427 179526627 179526427 179526527 aatattttCCAGAGCACAAGAGATAGATCATCTGAAGCCTAAAATCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGCTTTTTAGGAGGAGCCGAGG

chr2 179526427 179526627 179526527 179526627 GCACTTTCTTTTCAAGGACAACTTCTTTGGGAGCCTCTGGCACTTAAAAGATATTAGTAAAGTTACATGTGGAGCTATGGAGACTACTAGCAAAATATAC

chr2 179526615 179526815 179526615 179526715 AGCAAAATATACAGCAGAGGAATTGGATCTTCTGAAGCTTAAGGTCAAATGACAAGTACCTGTAACAGGTGGAACTTCTGGCTTTTTAGGAAGCACCAGT

chr2 179526615 179526815 179526715 179526815 GTTTTCTTTTCTGGCACAATTTCTTGTGGGACTTCAGGCACTTGAAAGATATTAGTAGTTTTTCACTTAGGTTAATGAGACAAATGGAGTAAAATATTTC

chr2 179526809 179527009 179526809 179526909 TATTTCTAAGATCAGAAGAGATATTTCTTCTGCAGAAAAAGGACAGGGGTAAAAAATACCTGTGGCAGGTGGGGCTTCTGGTTTTGTGGGAGGAGCCTTA

chr2 179526809 179527009 179526909 179527009 GGAACTTTCTTTTCTGGGACAACTTCTTGAGCTTCAGGCACTTGAAAGATATTAGTAGTTTTAGACTTAAGTTAATGAAGAGAAATGGGCTAAAATTGTT

chr2 179527005 179527205 179527005 179527105 TGTTTACAGTAGGAGAGGAGATATCTCTTCTGCAGAATGAAGTCAGGGCTAAAGTGTACCTGGGACAATTGGAGCTTCTGGTTTTTTGGGTGGAGCCACG

chr2 179527005 179527205 179527105 179527205 GGAATTTCTTTTTCTGTGGCTTCTTGAGGAACTTCTGGCACTTGAAAGATATTAGTAGTTTTATACTTAGGTTAATGAAGAGGAATGGACTAAAATTGTT

chr2 179527201 179527401 179527201 179527301 TGTTTTCAGGAATGGAAGAGAGATTTCTTCTGCAGGATAAGGTTGAGCTGACATGTACCTGTAACTGCGGGGGCTTCTGGTTTTTTGATTGGTGCCTTGG

chr2 179527201 179527401 179527301 179527401 GAATTTTCTTTTCTGGGACAACTTCTTGAGCAGCTTCAGGCACTTGAAAGATATTAGTATTTTTATAATTTATGAATGGTGAAGGTATATATTACAGTGA

chr2 179527397 179527597 179527397 179527497 GTGATTGTGAGGGGTACAGACGATAAGTTTTTCTTAGCAGAGGAGAGGGAATAAATACCTTTTGCACGTGGGGCTTCCGGTTTTTTGGGCACAGCCACAG

chr2 179527397 179527597 179527497 179527597 ATGCTTTCTTTTCAAGTACAACTTCTTTAGGAGCTTCAGGAACTTTGAAGATATTAGTATCTTTTAGTTAGAAGCTATAAAGGGGGAATATCGACTCCAC

chr2 179527637 179527837 179527637 179527737 TTCTATGCAGTCTTTCCCCAGGGCCCCCCGACTGACAATGTGTAATGATACCTACCTTTAGGAGGTGGAGCTTCTGGCTTTTTGGCAGGAGGCACCGGTA

chr2 179527637 179527837 179527737 179527837 CTTTCTTTTCTGGGACCACTTCCTTCGGTGGCAGCACTTCAGGCACTTCAAAGATATTTGTAATTTGTGTTTAGAAAAGGTGAAAATGATGGATGCCTTT

chr2 179527934 179528134 179527934 179528034 TTTCCTAGTTAAAATAACAGTTATTTTTCTCCTATAGTTTGTATAGCTTTGGCATTACCTTCAGGGGGAGGACTTTCCGGTTTGGGAGGAATAGCTTCAG

chr2 179527934 179528134 179528034 179528134 GCAACTTCTTTTCTGGGACAGCTGCCTTTGGCACCTCTGGGACTTTAAAGATATTAGTATTTTCATTATTAGACAAAGTAAAGACAAACAAACAATATCA

chr2 179528101 179528301 179528101 179528201 ATTAGACAAAGTAAAGACAAACAAACAATATCAAACACAGCAACAAGAGGGTGTCTACCTTTTGTGGGTGGCACTTCAGGCTTTTTAGGAGGAGGCACTG

chr2 179528101 179528301 179528201 179528301 GCACTTTCTTTTCAGGAACAACTTCTTTGGGAGCCTCAGGCACTTGAAAGATATTAGTGAAATTACATTTAGGCATTATGAAGACCACTAGAAAAATATT

chr2 179528295 179528495 179528295 179528395 AATATTTTCCAGAGCAGAAGAGATACATCATCTGAAGCCTAAAATCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGCTCTTTAGGAGGAGCCACTG

chr2 179528295 179528495 179528395 179528495 GCGCTTTCTTTTCAGGAACTACTTCTTTGGGAGGCTCTGGTACTTAAAAGATATTAGCAAAATTACATTCAGAAGTTATGAAGACCACTGGAAAAAATAT

chr2 179528487 179528687 179528487 179528587 AAAAATATCTTCAAGAGCAAAAGAATGAGATCTGAAGCCTAAGGTCAGTGGCAACTACCTTTAACAGGTGGGACTTCAGGCTCTTTAGGAGGAGCCAAGG

chr2 179528487 179528687 179528587 179528687 GCACTTTCTCTTCGCGGATAACCTCTTTGGAAGCTTCTGGCACTTGAAAGATATTAGTGAAATTACATTTAGGTGTTATGAAGACCGCTAGAAAAAAATA

chr2 179528683 179528883 179528683 179528783 AATATTGTCAAGAGCAGAAGAATTAGGTCTTCTGAAGCCTAAAGTCAGTGACAAATACCTTTAACAGGTGGGACTTCAGGCTTTTTAGGAGGCACCACCG

chr2 179528683 179528883 179528783 179528883 ACACTTTCTTTTCAGGGATAATCTCTTTGGGAGCTTCGTGCACTTGAAAGATATTAGTATTTTTACACTCAGAAAATACAGAGATTACTAGATAGATACA

chr2 179529125 179529325 179529125 179529225 AGGTGGTCCTTTCTATCGCCCCACCCACTATCCCACCATAAAAAGACAGTTAAGAATGTACCTTTGACAGGTACAACTTCAGCCCTTTGGGGAGGATGCA

chr2 179529125 179529325 179529225 179529325 CTTTCTTTTCCGGGACAACTTCTCTGAGAGCCTCCGGCACTTTGAAGATATTAATAATTTTACATTTAGAAGTTACAAGAATCAACACAATCAGGAAAAA

chr2 179529322 179529522 179529322 179529422 AAACATTTATACAAGAAAAGACATGTTCCCACCCCTCTAAGCTTCCAGCAAGATATACCTTCATCAGGAAGGACTTCAGGCTTTCTGAGAGGAACCACAA

chr2 179529322 179529522 179529422 179529522 GCGTTTTCTTTTCAGGGACAATTTCTTGGAGAGCTTCAGGCACTTTAAGAAATTAGTAGTTTTATGTTTAGTGTTATGCAGATAACTAGGAATAGCAAAA

chr2 179529515 179529715 179529515 179529615 AGCAAAAATATTCTCAAAACTACAAGAGCTAGTTCTTGACCCTGAGAGCATGGTGACTTGTACCTTTAACTGATGGGGGTTCTCTTTTTTTGGAAGGAAC

chr2 179529515 179529715 179529615 179529715 TGTCTTGGCAGGAATAATTTCTTGAGGAGCTTCGGGCGCTTGAAAGATATTAGCAATTCACATTTAAGAGTTAAAATGATTAATGGAAAACAGTAACCAC

chr2 179530045 179530245 179530045 179530145 GTTTTAAGAGCAGAGGACAGATAATTTCTTCTTCCACATTTGTTCAGAGGTAACGTACTTTTCATACGTGGAGTTTCTGGCTCTTCAGGTACATCCTCAA

chr2 179530045 179530245 179530145 179530245 ATATTTTCATTTCAGGGACAACTTCTTTCATAGCTTCTGGTGCTTTGAAGATATTAGTATTATGGTTAGAGGTTAAAAGGATCAGTGGAGACATTAATTA

chr2 179530376 179530576 179530376 179530476 ccctgtacatgctaagcactctaataaatgAAGGAAGGAATGGCAGGATGAACGATACCTTTAGTGGGAGGTATTTCAATTTCAAGGGGAGCAGCCATGG

chr2 179530376 179530576 179530476 179530576 GTGTTTCCTTTACAGGGACAATTTCTCGAGGTGATTCAGGCACTTTAAAGATATGAATGCATTGTACTTTGGAGTTATGAAGAGGAGTAAAGAGTTCCCA

chr2 179531489 179531689 179531489 179531589 ACATGTGTTAAGTACAACTGCAAACATGAGATTAAAAAGGTGACTTTCTTCCAACTTGTACCTGTTGGTGATGGTGTTTTTCTTCTTTTAACAATAGGAG

chr2 179531489 179531689 179531589 179531689 TTTCTCCCTCTGGAATGACTTCCTTGAAGACTTCAAACTCTTTAAAGATATTAGTATTTTTTTTAATTGAGAAAAGGCAAAGGCATAAAGACATGACATA

chr2 179531904 179532104 179531904 179532004 TTGCAGACTGAAGACAGTATATTTTCTTCTTTAGATTTTCCTAACTAGAGAATTATACCTTCAGTTGGAGGATGTTCTGGAATTTCAGGAATAGCCTCAG

chr2 179531904 179532104 179532004 179532104 GTGGCTCCACCTCTGGAAAAATGCCTCTGGTTGTATCAGGTTCTTTAAAGATATTAGTAGGTTTACATTTAAAAGTTGTAAAAACAGTAAATTATAAAAA

chr2 179532110 179532310 179532110 179532210 AATGTTTGAGTCATAAAGCTAAAGATACTCATCTGGGTTTGATGTATTTGAAATATACCTTTAGTTGCTGGTGTTTCTCTCTTTTTAGGAATAGTCACAT

chr2 179532110 179532310 179532210 179532310 ATATTTTGTCTTCTGGAACAACTTTCTTGGGTGGCTCAGGCACTTAAAAGATATGAGTATAGTTATATTTATAAATGGTGAAGAAAAATATTGAGCTTTT

chr2 179532306 179532506 179532306 179532406 TTTTTAAAAGGGGCCAAAAAATAATTTTTCTTCAGAGTGGATCATTGGTGTTATATACCTTTTGCTAGTTTGGGTTTTGTCTTTTGAGGTTGAGTCACAA

chr2 179532306 179532506 179532406 179532506 GTACTTTTTCTTCTAGGACTGCTTCTTCAGATGCTTCATAAACTTTAAAGATATTAGTATTTAAATAATTAGGATGTTTCAAGGTGGATAAAGAAGTGTA

chr2 179534036 179534236 179534036 179534136 AAACATAGTGAATTTAAGGACATAAATGAAACGAAAAAGAACCACTAATTTTTCTACACTCACTGTACATCTCTGTGTCTTCAGAAATAACAATAGGTGA

chr2 179534036 179534236 179534136 179534236 TTTTTCTTCTTGAACACTTTTCTTAGGCATCCCAGGAACTTTAAAGATATTAGTATATTAATTGTTACAGATAACAAATATAAGATACGAAATACAAGGA

chr2 179534260 179534460 179534260 179534360 AAACCATGAAAAACTAAACCAAGAATTATTTCATGTTCTGATTAGCATCACTGTATACCTTTAGCTGGTGGAACTTCAGGCTTTTTCAGAACAGCTTCAC

chr2 179534260 179534460 179534360 179534460 GAACTTTTTCTTCTGGGACAATTTTCTTGGGTACTTCGGGTGCTTTAAAGATATTTATTTATCTTATTTTTTCAGAACATTATAGTTGGGTGTAAACATA

chr2 179534883 179535083 179534883 179534983 TTACATAGTAAGTGAATAAAAAAGGATTTTATATTAATGATGAATGAGAAAAGCCAGTTACCTTTAGTTGGTGGAACTCTGGGCTCTTCAGGAACACGTA

chr2 179534883 179535083 179534983 179535083 CTTTTTCTTCTACCACAATTTTCTTAGGCACCTCCGGTACTTTAAAGATAATAGtaataatttcttttatttttaaatatacaattttttaaCAAGCAGA

chr2 179535757 179535957 179535757 179535857 AAGCAACCAAGGTGCTATTGTATGTAAAGTTAAGTAGTAATTTTTCACAAAGAAGATACCTTTAGCTGGTGGCTCTTTTCGAGGAACAACTTTAGTGGGC

chr2 179535757 179535957 179535857 179535957 GGTTTTTTTGGAGGGATGATTTTCTCAGATATCTCAGGCCCTTCAAAGATATTAGTATTTTGGTTTAGAATGAACTCTTGAAGTATTTTGGAGCACTACT

chr2 179536657 179536897 179536677 179536777 ATTTGAAGAATTCCCTATACCTTTAGGTGGAGCTTTTGGTTTTTCAAATACTTCCACTTCTTCAGCCTCAAAAACTTCTATTACCCTATGAACTTTTTCA

chr2 179536657 179536897 179536777 179536877 ACTCTGTGTTCTTCTTCAACTCTATGTTGTTCTAATTTGATGAATTCTTCTACTTCATGAAACTCGCCTTCTTCAAAATATTCTTCAACTTCATGGAACt

chr2 179536890 179537090 179536890 179536990 aatttcttccacttctgcttctactacttctaattctagtctttcttttactactacttcttGGCGGAAGGCAACTGATACTTTTTCTTCAAGGACAGTT

chr2 179536890 179537090 179536990 179537090 CTCCCTGAAAGAGCATCTATTTTAAGACTTATTTTTTTAAACACTGAAGAAATAAAGATGTACATTCAAAATATATATTTTTAAAACTGAATAAAGGATT

chr2 179537070 179537270 179537070 179537170 TTAAAACTGAATAAAGGATTGCATGCAACAATACACGAAAATCCAGGATCTTTCCAAAAATACCTTTAGCTGGGGGAACAGCTTCCTTTTTAGGCACAAG

chr2 179537070 179537270 179537170 179537270 GACTTTCTTTTCTGGGACTTTCTTTGGTACTTCAGGCACTTTAAAGATACAGTTTTAATATTTAGGACTGTCGAGAGCAAGCTTTCATAGACAAAAATCA

chr2 179537296 179537496 179537296 179537396 TGAAACATAAAAGTCTTAACGAAAAAAGACAGAAGAGGAAGTCAGGTTTAAAAGAGAAGATGTACCTTTGGCTGGGGGTGCCTCTTTTTTCTGAACAGGA

chr2 179537296 179537496 179537396 179537496 ACAGGTACTTTTTCCTCAGGAATTTTCTTTGACACTTTAAAGATATTAGGTGTTTTAGTTAGCTGAGAATGTTCAATAACACACATGAAATAAAAACACC

chr2 179538298 179538498 179538298 179538398 TGCTTTTAAGAAAGAAAATTAATGGGAAGTTAAAGATATTAATAATGAGGATTTGATATACCTTTAGCTGGTGGTGCCTCCACTTTTTTAGGAACAGGAG

chr2 179538298 179538498 179538398 179538498 TAGGTGCTTCAGGTACTGCTTTCTTAATCACTTCAGGCACTTAAAAGAAATTTTATGAACATTTTGAAAAGTGGCATGTGATGAGCAGAACACCACCCAT

chr2 179538988 179539188 179538988 179539088 AGATTTGGAACACCAGGAATTTTAAATGTTCAATCCTTAAAAGCGGTTATACCTCTAGGTGGTGCCACCTCTTCAACTTCCTCTATGCTAGGTGGTTCTT

chr2 179538988 179539188 179539088 179539188 CTGGGATTTCTTCTTCTGAAATAGGCTCTTCTTCAGGCTCCTCAGTCACtttaaaaagattattattttgtaaattatttttataattattttgaatatt

chr2 179539702 179539902 179539702 179539802 AATATTAGACAATAATAAGACAAGGATGACTTTGAAATGTTATTTTCTTAGAAAGTTATCTACCTTCAACTGGTAGAACTTCCTCTTCTTTAGGGAGAAT

chr2 179539702 179539902 179539802 179539902 GATTCGTTTTTCTTCCACCTTCTTAGGCACCTCAGGAACTTGAGAGACATTGATTATTTTAGACACTTAAAATGCAAGAACCAAAGAAGAATAAAGACCA

chr2 179540339 179540539 179540339 179540439 ATAGAACCACAGTTCAACATCGGTGCAGCAAACATATCCCTGTTATGGGATGATGTACCTTTGGCAGGAGGGGCCACTGCTTTCTTAAGACCAGGAGGAG

chr2 179540339 179540539 179540439 179540539 GGACCTTCTTTTCTGGCTCAGGTTTCTTAGGTACCACAGACACtttaaaaatattattttattttataaGTTCAGTTTCACACACACAAAGACAAGTAGA

chr2 179540584 179540784 179540584 179540684 TTTTGACTTTTATAGGAGAAGGAAGGAAATGGCATAGTCTAATTTACTTCGGAATAGCAATACCTTTGGCAGGGGGAGCCTCCTCTTTCTTGGGAATGAC

chr2 179540584 179540784 179540684 179540784 CACTTTCTTCTCTGTCACTTTCTTCTTAATTTCAGGCACTTTAAAGACATCATTTCATGATAAGGATTTATTTTGAAGGACAAAAAAAGAGAAACCAAGA

chr2 179541870 179542070 179541870 179541970 TAATTTATGTGACCAAGCTATGGGTGAACAATGTGTATTCACTTTGGGGAGGTGTACCTTTGGGTGGTGGTGGAGGTTCCACTTTTTTAGGGGCGGGAAC

chr2 179541870 179542070 179541970 179542070 AGGGACTTTCTTCTCTGGTACAGGTTTCTTTGGCACTTCAGGCACTTAAAAACATTTCATTTGAAGGCATTAAAAACCACATATACATGGTCatatatat

chr2 179542316 179542676 179542346 179542446 CCTGGTGCAGGTACTGGCACCTTAGGTTTAACTTCTGGAAGGACTTCTTCTTCAGGTACAAATTCTTCTTCCTCAGGTACATATTCTTCTTCGGGAGGAA

chr2 179542316 179542676 179542446 179542546 CTTCCTCTTCCTCAGGTGGAATTTCCTCTTCTTCAGGTAGAACTTCCTCTTCTTCAGGTAGAACTTCCTCTTCCTCAGGTAGAACTTCCTCTTCCTCAGG

chr2 179542316 179542676 179542546 179542646 TAGAACTTCCTCTTCAGGAACAATTTCTTCTTCAAATAGAACTTCCTCTTCCTGAGGTAGAGCTACAGGAACTGGAACTGGTTCACGTTTCTTTGGCACT

chr2 179542793 179542993 179542793 179542893 GCTGTATAACACCAGTTAGTTTTGTCTTTTACCATGGCTCTGTTACAGATTAATGTACCTTTGGGTGGTGGTGCTTCCACTTTTTTCGGAACAGGTGTTG

chr2 179542793 179542993 179542893 179542993 GTTTCTTTTCTTCTGGGATGAGCTTCTTGGGCACCTCTGGCACTTTAAAGATATTATTTATATTTAGGAATATGTTCTTTTAAAATGTCTTAGAGCAATA

chr2 179543082 179543282 179543082 179543182 GAGTATACATAGATGTGAGTTTTTTCCCCCAAGTACTCTAAGTGATGAAATTATGTACCTTTTGCAGGTGGAGCCTCCACTTTCTTAGGAGCAGGAACTG

chr2 179543082 179543282 179543182 179543282 GCACCTTCTTCTCAGGCACAGGCTTCTTGGGTACCTCTGGCACTTTAACGAAATGATTTAGAGAAAAATTTTATACGACATAAAAATACTGATTCCAAGC

chr2 179543415 179543615 179543415 179543515 ATTTTTACCCATATGCAAATGTGAAATAAAAATATTGCAACATTGCAAGTTCATGTACCTTTGGCAGGTGGAGCTTCCACCTTTTTAGGAACTGGTACTG

chr2 179543415 179543615 179543515 179543615 GTACTTTCTCCTCTGGCACAGGTTTCTTGGGCACTTCAGGAACTTCAAAGATATCAAATAGAGTTAGTGTCACATTTTTTACCCATAGCTAAGATTTTAA

chr2 179544004 179544204 179544004 179544104 CCAAGTTATGCTGCATGGGTGAATTATCATGCTATTCCACTGATGGATTATAAGGATGTACCTTTTGCTGGCGGAGGCTTCTCCTTTTTAGGAATAAGCA

chr2 179544004 179544204 179544104 179544204 CAGGAACTTTCTCCTCTGGCTTCTTAGGAACCTCAGGCACTTTAAAGATATTGTTTATTGTTAAGTTCTAACTACTAGTAACAACACATCCATATAAAAC

chr2 179544267 179544467 179544267 179544367 TTAACTATTTCTAGGCAGATGAAGTCTCTTAGATACCCGTCAATGAATGGTGGTGTACCTTTTGCCGGTGGAGCTTCCTTCTTCTTGGGAACAGGAACAG

chr2 179544267 179544467 179544367 179544467 GTTTCTTCTCTTCTGGAACAGGTTTCCTGGGTACCTCAGGCACTTTAAAGATATTATTAAGAATGTTGGAAATTTTGCAGGAAAGAAATAAAATGTGAAA

chr2 179544581 179544821 179544601 179544701 TGCAGGAGGCATCATCTACCTTTGACTGGTATCACTGGCACCACTTCTTCCTCAGTTATGAACTCCTCTTCTTCATGAATGTACTCTTCTTCTTCTTCTA

chr2 179544581 179544821 179544701 179544801 CAAGATATTCTTCTACATGGGTTACAACTTCCTCTTCAAAGGCAACCTCTTCTGGTTCAAGTTCTTTAGGCACTTCTGGCACTTTAAAGATATTATCTTT

chr2 179544919 179545119 179544919 179545019 ACTGAAGAGGAATTCAACAGCAAAAGACGAACAAAACATTAAAATGAGTGCCATTAGGTACCTCTAACAGGTGGTGCTACTTCTTTTCTAGGGACAGGTA

chr2 179544919 179545119 179545019 179545119 CTTTTTCTTCTGCGACAACCCTCTTGGGCTTCATGGGCACTTGAAATATGAAGTATAAGGAAATTTTATTGTCAGTAAAAGGCCACCCAGCCAATGCTTG

chr2 179545752 179545952 179545752 179545852 ATTTCAAAAGAGGCATCAGAAAAGATCACAATCGAGGAAGGAAATCATTATACCTTTAGCAGCGGGTTCAGTCACCTGCTCTTTTTCACGTTTGGTAATT

chr2 179545752 179545952 179545852 179545952 GAAATACGTATTTTTTCCTCAAAAACTTTCTTTGGTTCTTCAGGCACTTTAAAGATATTAATTATTAAAGAGCATTAAAACCAACTCCTTGAATACTATG

chr2 179546039 179546239 179546039 179546139 AAGACATGATTTTAGAACATACATAACAAAGTTGTTTTTGGTGATTATTACTCAGTAATGTACCTTTGGGTGGTGGAGGTTTGAGTTTCTTAGGAATGGG

chr2 179546039 179546239 179546139 179546239 CACTGGTACTTTTTCTTCAGGGACAGCTTTCTTCAGCACTTCAAAATATCAATATTAAGAGATTTTAAAAATTGAAACAGGTTTCTCAAGGCTAGCAAGA

chr2 179546326 179546526 179546326 179546426 GTAGGACAGACATGGAGGAAACAAAGATCTCTTACAGGTAATAATGTTTTTTTCACTCTACCTTTAGCCGGTGGGGCCTTTGGTTTTGTGGGAACTGGTT

chr2 179546326 179546526 179546426 179546526 CTTCTGGGACAGGCTTTACAGGGATAGGCTTCTCTGGTTCTTTAAAAGTACATACAAGGTATTTCATGTTAGACTTAGAATATAAGTTTAAACATTTCTT

chr2 179547406 179547646 179547426 179547526 TGATGTATTCTTCATGCTCTTCATATCGTTCATACTCCCGCTCCTCGTATTCTTCATATTGGTCATATTCTTCTGTTGGTTCATACTCCTCAAATTCTTT

chr2 179547406 179547646 179547526 179547626 ATAATCATATTCTTCATATTCCTCATATTCTTCTTCCCGTTGTACTGAAACAGCTTCTTCTTCTAGGGTATAAGCCCTTTCTTTCTCTTCCATTATAGTT

chr2 179547878 179548078 179547878 179547978 AGAAGGCAAAGAGCCAGATAGTTTCATGCCTCACATTACTTAATCAAAGTTCAATATACCTTTGATGGGTTGAGGTTCTCTTTTTGGAGCTTCAATTGAT

chr2 179547878 179548078 179547978 179548078 ACTTTTTCTTCTTTAACCACTCTTTTTCTGAATTCAGTCACTTTAAAGGAGTAATTATTAAAAGTGAATTGCAAGATTCTGAAAATGTGTGTGTGAAGAG

chr2 179548667 179548867 179548667 179548767 AGTTTTAGTGTCTGGATGCTTATTTTGATTTTTTTTTTTTTTTTAAGAGTCAGTATACCTTTAGCTGGTGGTTCCTCCTCTCTTTTAGGTTTGAGTTTCA

chr2 179548667 179548867 179548767 179548867 GAACTTTTTCTTCTGGGACAGCTCTCTTCGGTTCCTCTGGCACTTTAAAGAGAGATTTCACTTTAAAGTATTGTTTCCCTCTTTCAAACCACAAAAAGGC

chr2 179548998 179549198 179548998 179549098 ATTTGGTAAAGAGAGTAGGGCAAGTACAATATTGTGCATAATGGAAGGGCGGATGTACCTCTTGCTTTTGGAGGCGCCTCTTTTTTAGTTACAGCAACAA

chr2 179548998 179549198 179549098 179549198 GAACTTTTTCTTCCTGGGTAATTTGCATGTGCCTCTCAGTCACTTAAAAGATAATTTTAGGATTAGGGAGTTATATCAAAGTGGACGTAAAAAATATACT

chr2 179549334 179549534 179549334 179549434 GAGAGAAAGAAAGACAAGCCATATGTTCCTAGTTTTTCTGCTGGGGAGGTTTGTTTACCTTTGGCTGGGAGAGGTTCTTCCATCTTAATGACTTTTGGAG

chr2 179549334 179549534 179549434 179549534 GAACCTTTTTTTCTGGAACTGGTTTCTTTGGCTCTTCTGGCACTTAAAAGATACCAGGCAATACCATCAAACATACGATATGGAAAACACTAAACACAGG

chr2 179549574 179549774 179549574 179549674 TGTATCAATTTAAGATTAAAAAAAGACAGTCTTGAGAATAAAATAAAATCCAATATACCTTTAGGTGGGGGCACCTTTTCCTTTTTAGGAACTGGAGCAG

chr2 179549574 179549774 179549674 179549774 GAACTTTCTTTTCTGGCACAATTTTCTTAGGTGCTTCAGGAACTTTAGAAAGATTAGGTTTAAGAATATGAGTTTGCCTTACATATGAAGTGACACAGTT

chr2 179549918 179550118 179549918 179550018 TGAAGGTATTATTATATACATTAAAATAAATAGTGTTGCATTTCTTTGAAAGAAATCATACCTTTAGCCGGTGGAGGCTCCTCTATTTTAGCAGGAATTT

chr2 179549918 179550118 179550018 179550118 TTGGTTTCAGTACAATTTTCTTCTCCTGCCTCTCTGTCACTTGAAAAGATTATAAAATATGTTTGTAGAAATGTCTAGATTTCTTTTCGATAAAAGTGTA

chr2 179550185 179550385 179550185 179550285 AAACATAAAGAAGGAGACAAGCTAACATAGGGATAAAACTAATTAAAGAGTCAGCATACCTTCAGCTGGCTCAGCTTCCACTCTCTTAGAAATAATGTGC

chr2 179550185 179550385 179550285 179550385 AGCTTTTCTTCCACAACATATTCCTCAGGCTCTTCCATCACTTTAAAGACAGCAGTTTTAAAGAAGATAAATTACAGTGTTTTTCATGTTTATTTTTAGC

chr2 179552794 179552994 179552794 179552894 CATCAAAACCCCAGATCATCTCTAGCTTATTTGCATTGTTTACCTTCATATTCTGTAACCTCTGCTTCTTCCTCCTCCTCTCTTTCTTCTTCTCTATAAA

chr2 179552794 179552994 179552894 179552994 CTGAAATGGACACACCTTCCTCCTCTTCTGAGTAACTCCATTCCTCCTCTGCAGATACTTTAAAAGATAAGGTTTCATTTAAATTCAGCCTGCTGAGATA

chr2 179553354 179553554 179553354 179553454 TGAGGAAACACACACAAACTCATTTATCCCCTGACTTCCGATTATATACCTTCGTGCCGCGTGACTTCCACTCTTTGAGGAACTGCGAAGGATAGTTTTT

chr2 179553354 179553554 179553454 179553554 CTTCAGCAACAAATCTCTTTTCTTCTACAACAGTTTTCTTAGAGACTTCAGCTTTAAGAAAGTGTTAAAGTTGAAGTTTAAAATCAAGAATTTTAACAAT

chr2 179553721 179553921 179553721 179553821 ACTCGAAGATTTTTTTTTTTTTTTTTTTTTTTTGTCAGAGGATTGAGGCAAATCCTACCTCGGGGAGGAGGAGCTTTCTTAGCGACAGGAACTGGCACTG

chr2 179553721 179553921 179553821 179553921 CAACTTTCTCCTCTGGGACGGGTTTCTTAGGCAGAGCTGGCACTTTAGAGACATTATGCACTTTTAGAAATTTAATGTGATCTCATTGAAGCCCAGTGCA

chr2 179553958 179554158 179553958 179554058 AAACTAACAAAATCACTGGAACATAAAGACAGTTCTTGGGAAGATGGAGAAACAATACCTTTTGGTGGTGGTGGAACTTCTTCCTCCTTCCGAGGAACAG

chr2 179553958 179554158 179554058 179554158 GTTTCCTTTCTTCAGGAACTTTCTTCTTTGGTATTTCTGGCACTTAAAGGATAGTATTGAATTTTAAAATTTGTCAAAAAGGCCAAATAAATGAGCAACA

chr2 179554182 179554382 179554182 179554282 TGCAATTAAAGAGGCTTGAAGGAAAGACAAGGTTATTTCATGGAGATGGGATTAAGTACCTGCTGGTGGTGGAGATTCCTCTCTTTGAGTTACAATGGTT

chr2 179554182 179554382 179554282 179554382 ATTTTTTCTTCTGTCACAACTCCCTTCTGTACTTCAGGAACTTGAAGAGACATTTTTAGAATTGACTTTATATTTTCTAAAGTAGCTATGCACAGTTATT

chr2 179554481 179554681 179554481 179554581 CACAACATATTTTGTATCAAAGATAAAAGATAGGGCTTTACGTCGAAAGCCACTGTACCTTTAGCTGGGGGAGCTTCCTTTTTCTTTGCAACAGGAACGG

chr2 179554481 179554681 179554581 179554681 GAATCTTTTCTTCAGGGACAGGTTTCTTTGGCACCTCTGGGACTTAAAGTTTTTGAAACACAATGTTAGTTCAGACATATATCACTTTTATGAAAGAACA

chr2 179556684 179556884 179556684 179556784 GAAAGCAAAAGGCTGGCACTTGGAGCAAAGAGTCTCCCCATCATTGGCTCTGGCGTACCTTTTGGGGGAGCAGCAGGTTCCTTCTTAGGCACAGGAACTG

chr2 179556684 179556884 179556784 179556884 GCTTTTTCTCCTCTGGCACGGGTTTCTTGGGAACCTCAGGAACTTTAAAGATACAATTGTTGAAATAATGTGGAATATTCTAGTCACCTTCTGAGACATC

chr2 179557165 179557365 179557165 179557265 ATAGAAAAAGATACAAGATGGATGCTAAGAATTATTTTTTTCACAAATATTATTCTACCTTTTGGTGCTGGGGGCTCCACTTTTTTAGGGATAGGAACAG

chr2 179557165 179557365 179557265 179557365 GGGCCACTTCTTCTGGAGCTGGTTTCTCAGGTAGCTCAGGGACTTTAAAAGAAAAGTGCCATTTTTGAGAAAGTGTGCATTTGACAAGGCATATGTTGTT

chr2 179558275 179558475 179558275 179558375 CTATGGTATTTGTACTAATTTTTATTAAAAGAGTTTAAACTTAGAATGAATTACTAATACCTTTAGGTGGTGGTTCAACCCTTTTGGAAATGGCAACGTG

chr2 179558275 179558475 179558375 179558475 AATTTTCTCTTCAGTAACAATTTCCTTTTGTACCTCGGGGACTTAAAAAAATGTACATTTTAATTACTGATATGCCATGTTGTGGGTGGTAATTGTAATT

chr2 179558591 179558791 179558591 179558691 TAAAAATCTGCCTAAAACCCTTCCATTTGAGCCCCCACATTCCAGTTTGCCTTATACCTGTGACTGACACCTCCTCCTCTGTGTGAGAAGCAAAGAACAT

chr2 179558591 179558791 179558691 179558791 CTTTTCTTCTGAAATAACCATCTTCTTTGTATGCACAGCTGGTACTTTAAAGAGAGTATTTCACATTAGTATTCCTTTTTTTTAGTACAAGACATCAGAT

chr2 179559264 179559464 179559264 179559364 CATGTCCATACACATAAATAAAAAAATTTTGAACTTGTAGCTGAAACACAAAGATGTATACCTTTCACTTCAATAACTTCTTCCTGTACTGGAGTCCGGG

chr2 179559264 179559464 179559364 179559464 AAGGTTTTTGTGGAACAATCTTCTTTGAAACTTCAGGTACTTTAAAAATATGTACAAATATATTTGTATTTTGAAGAATATTGCTTTGCACAAAATTTAA

chr2 179559494 179559694 179559494 179559594 AGTATAGATCAGTAAACATATTACTTGTGTACATGGGTGCTAGGAATGTTTTAAATAATACCTTTGGTGACTTGAACTTTTTCTTCCTCCATTCTTCGAG

chr2 179559494 179559694 179559594 179559694 AAGTCTTTTCAATTTTTTCAATTACTGGCTTCTTTATAACTGCAAGCATTTTAGAGAAATTGCAGTACTTTTAGAATTCCTATTAAAATTCTCTCTCTCT

chr2 179560005 179560205 179560005 179560105 ATTGCTGCCAAACAAGCCATGATAATGATGTTGATGCTCTAGTCTATTTAAATATTTCTAATTACTTACCTTTAGGAGGTGGTGGTGCTTTCTTTTCAGG

chr2 179560005 179560205 179560105 179560205 TACTTTGGCTGGAACTTTTCTCTCATGTGATTCTGAAATAAAAACACAGGAATAAGAAGGGATGCTTAAATAGGTAAGTTCTCTTAGGTTGTTAATTGCA

chr2 179560554 179561034 179560594 179560694 CATAGACCTCCTTTTGAACTTGAATTACTTCCCTTTCTTGGTAAGCCTCTTCCCACTCTTCCTCCCCTTCGTCATAGCCTTCTTCCCTTTCATAGTATTC

chr2 179560554 179561034 179560694 179560794 TTGCCCTTCTTCAAAATCTTCTTCCCATTCCTCGTGAACTTCTTTTTTAGCTTCTACCTTAATCTCTTCATAGTCTTCATCTGGTTCTTCATAATAAGGT

chr2 179560554 179561034 179560794 179560894 TGTTCAAATGGCTCTGTGTATGGTTCTACCTCCAGTTCGTCATAAGGTTCTTCGAAAGATTCAATGAAGACTCTCTTCTCCTTGTGGACTGCTTGCTTTT

chr2 179560554 179561034 179560894 179560994 TCTCATACACAGCTTCTTTTTCTTTCTGAACCTCTTTCTTTCTGGTTATAGTCATTATTTTTACTTCTTCAGCTTTAGAGGATACATCAATGATTTCAGG

chr2 179561771 179561971 179561771 179561871 TATTTAAAATAAGAATAGTTAGCAGAAGTGCAAATCTCAGGAATAAACAGAATAAAAATAATTTATCTTTATTTACCTTTTGCTGGAATTAAGGTAGTAG

chr2 179561771 179561971 179561871 179561971 GAGGTGGAGGCTTCTTGACAATCTCTGGGAGTTTAAAAACATAAAAATGTGTGTTTATTTTTAGATTACATTATTATTAATGTTTACTAATCCTCCACAT

chr2 179563505 179563705 179563505 179563605 TTAGAATTTAAAAGTTTTGGCCAAGAAAAAAGTGTTAAGACTGCTTTTTGATTAATTATAATACCTTCACGTGGTGTCATCTCTTTGGGCTTTGCAACAA

chr2 179563505 179563705 179563605 179563705 CTTTTTTGGCATCTTTCTTCACAGCCTTTTTGGTAACTAAAAAAAAAAAAAAAGAAAAAAAAAGAAAAAATATTTCTGGTGTAAGTAACTAAAATGCTTT

chr2 179565788 179565988 179565788 179565888 TTTCGGGTCAGCAGAGTGAAATTCTTATTTCGACATCTAGGTAGATGAGGTATAATACCTTCAATACGTTTTGGTGGTGGTTTCTTTTCTTCGGGTGTTG

chr2 179565788 179565988 179565888 179565988 GTAGCAAAAGGGGGATAGGAGGAGCAACCACAGGAGGGATTTCTGAAGAAAATAAATGCCGTTAGTAACATGTTTTAGTTTCTTATTTTGCGTAAAATAT

chr2 179566184 179566384 179566184 179566284 AATTTCGTACAGATTCCTAGTGCTAGAATATTGCTGCTCCAAGCTCAGATGTTGAGGTTCTGGGTCTTACCTTCTGGTGGCACTGCTCTGATAGGCATGG

chr2 179566184 179566384 179566284 179566384 TTGGGATTGGAACTCTGGAGTCAGGAATATCTGGAAAGGGACATGTAATAAGCATAGAGAGACTGAGAACAAGCTATTTATTAGAAAACTAAGGTGTGTT

chr2 179566679 179566879 179566679 179566779 CTTATACATTTTAGTTTGGCTTCTGTGATTTACAAAATTATGCCAAATTTATTGTAAGCAAGGATTGATTTTTACAAAACAACTTACCAGGAGGCTTCAG

chr2 179566679 179566879 179566779 179566879 CTCAAGTTTGATTTCTGCAAAATAAAAAAAAAATGATATTTTTGTGTTCAGAATGGTATAGGTAGGCTACGTGTTTCGAAGATGGCAGGGTGGCTTTCTG

chr2 179566833 179567033 179566833 179566933 GGTATAGGTAGGCTACGTGTTTCGAAGATGGCAGGGTGGCTTTCTGATGGCGCTACCTCACCTTTCGTCGTTAGGTACAGCTCTGCCGTGCTTCTTGCTT

chr2 179566833 179567033 179566933 179567033 CACCTCTTGGCTCCAGCCGAGCGATGACCGAGTAGACACCTAGGGTGAAAAATCATCCAACTTTTGTTTTCTGATATGTTGCAAATAACACTTCTTTACT

chr2 179567165 179567405 179567185 179567285 TCGTCTGGGGTCACATTGTGGATGGTCATATAATGGCAGCGGCCATCATTCCTGAAGTTGTATTTCTGGCTCTCTGTCAGTTCTGTTGGTCCTTTGTACC

chr2 179567165 179567405 179567285 179567385 ATGTTACAATGGCATCATCAAAGGACACTTCACACTCAAAGGTGGCAGACTGATGCTCACTCACCACGATGTTCTGTATGCGCTTTGTAAACTGAATTGG

chr2 179568824 179569184 179568854 179568954 TCCATAGTGTTTCACGCACCTTCGATTCTGAGTTCTGCTGAAGTTTCAAGGTCTTCATATTTGCAGGTGTACTGACCCTGGTCTTCTGCTCGAACATCTG

chr2 179568824 179569184 179568954 179569054 CAATGGTCAATTTATGGACTTTGTGTTCCACTTCTGTTTTATGTCTACCTTGGGGTTTAAGGATTCTGCCATTTCTGAACCATTCAGATTTTACATTTGG

chr2 179568824 179569184 179569054 179569154 TACAGAAAATTGGCATGTCATGGTGCAAGTCTGGCCTTCTTTCAGAGTCACATCCTGAAGATGCCGTTCCCATGCAGGCTCTGTTCATGTGATACAACAC

chr2 179569190 179569550 179569220 179569320 GCCTTTTCTAACTTACCAATTACAGTTAGTTTAGCGCTAGCGATGTGTGGACCACAAACCAATCGATAATTGCCCTGGTCTTTAAGTTGACAGTTTTTGA

chr2 179569190 179569550 179569320 179569420 CTCTGAGTGTATGTCGGTCACCATCAATGCTTATTTCAAATTTATCACTGGGTTCCAGTTTTTCAGTTCCTTTGTACCACGAAAGCTTGATTTCTGGATA

chr2 179569190 179569550 179569420 179569520 ATTAATTTTAATGTCAATTTCAAAGACAGCATCATTATCTTTCAAAACTGTCTGATTTTCAATGTCCTTGATCAGAGTGACAGGCTAGGAGAATAAAGAA

chr2 179569548 179569748 179569548 179569648 ATAATAATACTCAATAATAACTTGTTCATTTTATTATCAACATAATTCTTTTTACCTCTGTCTGTGACAGTCTTTGCTGAATAAATGATACAAGTTCCTC

chr2 179569548 179569748 179569648 179569748 AAATTCCTTTTCGTCCCTCTCTGACCTCTCTATTTCCTCAATTTCCTGAGAAGAACAAAAATGATAGGCATTACAGATGAAACAAAATTTGATTTAGAGG

chr2 179569872 179570112 179569892 179569992 GAGCATACCAGTCTATGTGTCTCTTCTTCTTGGCTTTGCTTGAGCAGTTCAAATGCTTGAAGAAGACCTCGGAAGTCAGTGATTCCATACATGCGGGCAT

chr2 179569872 179570112 179569992 179570092 ATTTTTCATATTCTTTAGGATCAACATTTTTGAGAAGTTCCATGATATCAATTTCCTCTTCTTCTCCAGCTCCTTTCTTTAAGATTGGAGTCCTAAATAA

chr2 179571143 179571503 179571173 179571273 AACTCACTTTTTCAGCATTGCTCTAAGATCGCCTTCAATTTTCTCTTGTTTCTTCCTTTCATCCACCTGTAAGTTAACATTACTTTCAATTTCACCATGT

chr2 179571143 179571503 179571273 179571373 TCGTTAAATGCCACGCATCGGTATAACCCAGAATCAGTTTTTGTGGTGTCCCTAATCTCCAGTTTTGCTTCATCGCCTTTTTGGTGGATGAAAACACGAC

chr2 179571143 179571503 179571373 179571473 CTCCTTGGTTCAGCTGTCTCCACTTCCCTTTTGTCCATTTAACATTTGGGATTGGGTCACCTCCAACTTTTGCAATGAAGGTCGCAGTGGTTTCTAAGGA

chr2 179571535 179571735 179571535 179571635 TAAGTAAAAGGTATAAGATAGATGAAGATGTACTTCTCATGAAGTGCACTTACTTTCTACGACTCTGATACTCTGAGGTTCTGACACAAAAAAGAGTCTT

chr2 179571535 179571735 179571635 179571735 CCATCTACCGCAGCTTTCTTGGTTGCTGGGGCCACAGCTGGTTTGTCTGAAAAAACATTTACATGTTTTGTTACTACAATCACCTCAGAATTACAATACA

chr2 179572216 179572576 179572246 179572346 CTGTACCTTTAATGGTCACTTTTGATTTGGTAGTGTCACTTCCAGCCACATTTGAAGCTTTACACACATAATCTCCCGAATCTGCTTTAGCCACATCTCT

chr2 179572216 179572576 179572346 179572446 GAGTTCCAGTACAGCTGTCCCACTAGCAAAGCTGAAGCTGCATCTGTCTGAAGGCTTTATTTCCCTGCCAGCCTTCAACCACTGGATCCTAATTGGCTCA

chr2 179572216 179572576 179572446 179572546 GATCCCTGGACATGGCAGCTGAGCTGCACGTATTCTCCTTCACTCACTGTTACTGGAGTAAGGTGCTGATCAAATACAGGTGGCTTCTTAGGTTCTGGAA

chr2 179574257 179574617 179574287 179574387 CTCACCTTTGATGACGATTGAAGACGTGCACAGAGCAGAGCCTGCATCATTGGACACTTTGCATGTGTACAAACCAGCGTCGTTCATGCCTGCTTTCCTG

chr2 179574257 179574617 179574387 179574487 ACTTGCAGCACTAACGTGTTGTTCTTGAATGTTATTTCACAGTTAGAAGTTGGTTGTATCTCTATATTATTTTTGTACCAGGCAACAGTTATAGGTTGGG

chr2 179574257 179574617 179574487 179574587 AACCAGCCACACGTCCCTCAAGTTTGAAAGAATTCCCTTCTGTTTCTTCTACTGTCTCTGAGAGTCTTTTAGTGAAACTTGGTGGGATGAGCCGCTCTAT

chr2 179575325 179575685 179575355 179575455 CGATACCTTTTATATTCAGCTGAGCTGTGCAAGAGTCTTTTCCCACTTCATTCACAGCATAGCAGGTATATTGTCCAGAATCTCCTTTGTCTACTTTGAG

chr2 179575325 179575685 179575455 179575555 GACTGTCAGGTGGGCGCTGTTTTCCAGATAACTAATCTGGTACTTTCCGCCACTTCGTATTTCTCTGCTGTCTTTGGCCCAGCTGACCTTTATCGGTTGT

chr2 179575325 179575685 179575555 179575655 GTGCCCGTGACGTGGCACTCAAAGTCAGCACTTTCTCCCACCACAGCATCCACAGGGGCAAGACGGATGTCAAAGAAGGGTGGGTTCTTCCCCTCTAATA

chr2 179575752 179576112 179575782 179575882 ACAAACCTGTGAGAATGAGCCTGGCACTGGAAGAAGCAGAGCCTATAGGGTTTGTAGCTGTGCAGGAATACTGGCCTGCAAGGCTCCGGTCAGTTTTAAA

chr2 179575752 179576112 179575882 179575982 AATATTGAGTGTGGCTGTATTGTCTAAAAATGATGTTTGTACATTTGGGCTGTCTTTCAATGGCTTGCCGTCTTTATACCAAGACACGGAGATAGGTTCT

chr2 179575752 179576112 179575982 179576082 GATCCACTTATGGCACAATCAAAAACAACTGGCAGTCCAACTGTTTCTTGAACATCTCTCAATTGTCGAGAAAATGATGGTGGAAGTTTTTGCTCTGTAG

chr2 179576629 179576989 179576659 179576759 ATTGCAATCACCTTGAACGGTAAGGAAAGTTGATGCAGAAACTTCTCCCACGCTGTTTTCAGCTTTGCAGATATATTCTCCACTATCATTAATATCAACC

chr2 179576629 179576989 179576759 179576859 TGGTTGAAAACCAGTGTAGCAACATTATTCCTAAAATGCATTTTGTAAGTCGTAGTGGGTCTCAATTTTGTATCTCCTTTATACCAGGATACCCCAATTT

chr2 179576629 179576989 179576859 179576959 CAGGGGTTCCAGCAAGCTGGCATTGTAGAGAGGCAGAATCTCCAACAGACACCTTAACCGGCTCCAACTGCTTGACAAAATACGGTGGTTCTGCAGCCAA

chr2 179577000 179577360 179577030 179577130 TCATGACAAACCTAGTATGAGTATTTGTGCTGAACAGGAATCTTTTCCAGAGGCATTTTCAATGTAGCAGTTGTATTGTCCTGCATCCTCTACTGTGCTA

chr2 179577000 179577360 179577130 179577230 CTTGGAATTTCCAGGATTGCCGATTTTTCAGTCGTAGTTATATTACACCTCTGAGAAGGAGTTACATTTATGCCATTTTTCTTCCAGGTAACCGAAATGG

chr2 179577000 179577360 179577230 179577330 GAGGAGTTCCAGTGAATGTACCCTCTAGGATCAGGGGTTTTCCTTTCTCTATGCTGTAATCATTCAGCCTCTTCACAAATTTGGCTGGGGCTAAAGTGAC

chr2 179577382 179577742 179577412 179577512 GTCTGACAAACCTTTTATGTAGAGATGTGTTGTACAAGAAGCCTTGCCAGCTTCATTGCTAACTATGCAAGTATATTCTCCACTTTGTGATGTATCTACA

chr2 179577382 179577742 179577512 179577612 TCGAACAACTCCAGTTCAGCAACTGAATCCTCCAAAGACACGTTGCATCTGTCACCTGGTACTAGTTCACTGCTACCTTTGAACCAGCTAACACTGAAAG

chr2 179577382 179577742 179577612 179577712 GAGGTGTTCCTTTTACGATACTTGTGAAAGTTACATTGGTCCCAGTTAAAACATCCATGGGATCAGGTTTCTGAACAAAAGATGGTGGTTCTAAACACAA

chr2 179577775 179578135 179577805 179577905 ACTGACCTCTCACAGTCAAAGGAGCACTACATTCATCAGAACCAGCCATATTAGTAGCTATACATGTGTAGTCACCACTGTCTGATTCTTCCAGCATGTT

chr2 179577775 179578135 179577905 179578005 CACAGTTAAAGCACAAGTATTATCTGTCAGGGTGGTCTGGTATTTCCTTCCACTACTGATCTCATTTCCTTCATGGAACCAGGAGACAGAGATTGGAGGT

chr2 179577775 179578135 179578005 179578105 GACCCATAGACTTTACACTCCATTACAACTGAGGAGCCGGATAGACCATTTGTCTCTTTCAATTTTCTTGTGAATGAAGGAGGAACGGTTCGGTCTGAAT

chr2 179578582 179578942 179578612 179578712 AATCAACCAACCTGAAACCTGCAATGAAGCTGTGCAGCTGTCTTTGCCAACAGGGTTCTGCACCTCAAAACTGTATACCCCACTGTCACTCGGTGCTACA

chr2 179578582 179578942 179578712 179578812 TTGATGATCTTAAGGCCGGATACTTTGTTGAAGAAGCTTATTTTGTATTTGTTGTCACTTGTTAGCTCTTTTCCATCCTTAAACCACTTAGTACTGAGTT

chr2 179578582 179578942 179578812 179578912 CAGGGGTGCCAGCTACTGTACACTCCAAGGTACAGGTGTCTCCCGTGGTAACTTTTATGGATTCTGGCTTTTCTACAATTGTTGCAGGCTCTGGAATGAA

chr2 179578979 179579339 179579009 179579109 TTTACTAACCGAGAACGGATAGCGTGGCGAAGCACTCTTGCATCCCAGCATCGTTTTTGATCTGACAAGTGTATTTTCCAGCATTGGCTGGTTCCACTCT

chr2 179578979 179579339 179579109 179579209 TGAAAACTGTAAGGTTGCAATGTTTTCTGAATAAGAAATCCATATGTTGTCACTTTCTCTAACGATTTCTCCCTTATCTTTGAACCACACCACTGAAATG

chr2 179578979 179579339 179579209 179579309 GGTTCAGCGCCTTCAATGGTAGTCTGCAGCTGAACTTCTTTACCAACGACAGTAGATATGTCACTGAGCTTCTTCACAAATCTTGGTGGTGCTGATGAAA

chr2 179579671 179580031 179579701 179579801 GTCCATCTAACCTTTGAGAGCGATGGAACCAACGCAAGTGTCGCTTCCCACATCATTTGTGGCTTTACACTGATATTCCCCAATGTCTGCAGCATCGACA

chr2 179579671 179580031 179579801 179579901 TTCAGGATGTGGATACTGGTTAGGAAGTTCTCAGACATTATCTTGTACTTCTTGCCGCTCCTAAGTTCTCTCTTGTCTTTATACCAAGAAACGTGAAATG

chr2 179579671 179580031 179579901 179580001 GGGGAGTGCCCTGAAGCTCACATTCAAGGTGAACATCAGCTCCTTTCAGTGTCTCTATAGGATGAGGCTTTTTGCGGAAAATGGGTGGTTCTAAAATTGG

chr2 179580180 179580540 179580210 179580310 AGCGCTGACCTTTAACTTTTAAGGATGTGCTGCTGCTGGCACTGCCTGCTGCATTGTGGGCCTCACAGGTGTAGTCTCCACTGTCTTCAACACTGAGATT

chr2 179580180 179580540 179580310 179580410 GTGCATTTCCAGCACAGCCACCGAGTCAACGAATGACATTCTGAATTTACTGCTCTCTTGAATTTCAGTCTCGTCCTTATACCATAAAACTTTGATTTCT

chr2 179580180 179580540 179580410 179580510 GGAGACCCACCGATTTTGCATTCATACCTTGTGAATTCATCCTGTTTCACAATTCTTGAAGGTTCTAGCTTCTTAATGAACCTGGGTGGTTCTATGGAAC

chr2 179581785 179582145 179581815 179581915 AAGTACCTTGTACACCCAGCTGAGCAGAACAAGAGTCTTTTCCAGCGATGTTGCTTGCATAGCAGGTGTACTGCCCGGCATCGCCTTTGCCTACTTTGAG

chr2 179581785 179582145 179581915 179582015 AACTGTCAGAGTGGCAGTATTTTCTACCAAAGTCATCTTGTAGTTGCCTCCAGGGCGAATCTCTCGGTTATCTTTGGCCCAAGTGATTTTGATTGGTGCA

chr2 179581785 179582145 179582015 179582115 GTCCCAGTTACATGACATTTAAAAGTACCACTTTCTCCAAGAGCAAGATCTACTGATACAGGCTTTAGATCAAAGAAAGGAGGCACTTCATGCTCTGAAA

chr2 179582213 179582573 179582243 179582343 ACTCACCTGAGAGAATGAGCTTGGCACTGGATGAAGCAGTCCCAAGAGGATTAGAAGCAGAGCAATTATACTGCCCTATGTGGCTCTGGTCAGTTTGTAA

chr2 179582213 179582573 179582343 179582443 AATCTGAAGAGTTGCTACATTATGAACAAAAGATGTCTGCAAATTAGCATCATCTTTCAAAAGAACCCCATCCTTGTACCAAGACACTTGAAGAGGTTCT

chr2 179582213 179582573 179582443 179582543 GAGCCATTGATGCGGCATTCAAATGCAACTGGGAAGCCTAGAGTCTCATGAACGTCTTTCAGTTTTCTTGCAAAGAAAGGTGGAAGTTTGCGCGCTGTAA

chr2 179582628 179582988 179582658 179582758 AACACCATCACCTTTGATAACAAGCACAGCTGAAGAAGCGACTGCCCCCACACTGTTGTCTGCCTTGCATGAATACTCTCCCACATCACTGTGATCCACT

chr2 179582628 179582988 179582758 179582858 TTGTTGATTACTAAGGAAGCAACGTTATTTTTGAATTGCATTTTATATGCAGGAGCTGATCGTAGCTTTGTGTGTTCTTTATACCAAGAAATTCTAATTT

chr2 179582628 179582988 179582858 179582958 CTGGAGTTCCATCCACTTTACACTGTAAAGTTGCAGGTTCTCCAATGACTGCTTCCACATGTTCCAGAGGTTCAATAAAGTACGGTGGTTCTATGGTACA

chr2 179583007 179583367 179583037 179583137 TGTCAACACACCTAAGACAGACACCAGAGCTTCACAGATATCTTGACCAGCCTCATTTTCTATCAGGCAGCTGTACTGTGCATAATCCTCTATTGTGCTC

chr2 179583007 179583367 179583137 179583237 TCAAGAATTTCCAGTATGGTAGATTTTTCTGTCATAGTAATACTGCATCTCTCAGATTGTGAAATAAGATACTCGTCCTTTATCCAGCTCACTGAGATTG

chr2 179583007 179583367 179583237 179583337 GAGGTGTGCCAGTGTATGTGGCCTCGAGAACTATGGGGCTTCCTGTCTCAACACTGAAATCAGCCAATCTTTTCACAAAGGTGGCTGGTTCTATAAGGAG

chr2 179583380 179583740 179583410 179583510 AAAGAGCAAACCTTTCACAAAAAGATGTGTGGTACAGGAAGCACTGCCAGCATCATTTGTAACGAGGCAAGAATAGTCTCCACTTTCTAATGGCTGCACC

chr2 179583380 179583740 179583510 179583610 TCAAACAACTCCAGTTCTGTGACAAAATCTTCCAGAGAGATGTTGCATGACTCCCCAGGCACCAGTTCCCTGCTGCCTTTAAACCACTTGACCTTGAAAG

chr2 179583380 179583740 179583610 179583710 GAGGGGTGCCTCTGATGACACTGGTGAATGTGAGGCTCATTCCAGGCAAAACTTCCACAGAATCAGGGGTTTGTTCAAAAGATGGTGGTTCTAGATATTG

chr2 179583854 179584214 179583884 179583984 ACTGACCTTGCACAGTCAGGACTGCTGAGCACTCATCGGAACCAGCTACATTGGCAGCCACACACGTGTATATGCCTGTGTCGGAGGGCTCCAACAAGCT

chr2 179583854 179584214 179583984 179584084 CAGATTCAAAGTACAGACGTTTTCCGAAAAGCTGGACTGACATTTGGGCCCACTAACAATCTCATTTCCATCCTGAAACCAGCCAACTGAAATCGGGGCT

chr2 179583854 179584214 179584084 179584184 GAGCCAGAGACTCGGCACTCCAAAACAACTGAGGCCCCCAGGATGGCATTCACGTCTTTCAGCTTGCGGATGAAGGAAGGAGGCACAATCCGATCTATGT

chr2 179584239 179584599 179584269 179584369 ATTCTACTCACCAGAAACATGGACGGATACAGTGCAGTTACTTTTGCCAACACTGTTTTTCACTTCAAAGCTATATAATCCTTTGTCACTCATTTCGGCA

chr2 179584239 179584599 179584369 179584469 CAGGGGATTTTAAGGGAAGCCACTTTATTGATGAATGTAATGTGATGTTTGCTGTCTGCAGACAATTCTCTTCCATCTTTGAACCACTTGGCTGAGAGTT

chr2 179584239 179584599 179584469 179584569 CTGGTGTTCCAGTCACTACACACTCTAATGCAAAAGGATTTCCAGTAGTGACAGTCATGGGTTCGGGCTTCTCTATGATTCTTGCTGGTTCTAAAAGAAG

chr2 179584670 179585030 179584700 179584800 GCTACTAACCTAGTACAGTCAAGACTGCAGAGCATTCTCTCATTCCAGCATCGTTTTTGATTTGGCATATATATTTTCCAGAATTAGATGCTTCTGGACT

chr2 179584670 179585030 179584800 179584900 CCCCAGCTGGAGGGTTGCAATGTTATCAATGAATGAAATCCTGGTATTTTCACTCTCTCTGATGACTTCACCTCTATCTTTCAGCCAGACAACAGAAATT

chr2 179584670 179585030 179584900 179585000 GGCTGGAAGCCCTCCACTATGGCCCGTAACTCAACAGCATCCCCAATAAGGGTTGAGGTGTCACTTAGCTTTTTCACGAATCGTGGAGGTTCTGATGAAA

chr2 179585070 179585430 179585100 179585200 TGTATACAAACCTTTGAACTTGACAGAGCAAGAACACGTGTCACTTCCCACCTCATTAGTAGCTTTGCAGTGATATTCCCCGACATCGGAGGCTTCAAGA

chr2 179585070 179585430 179585200 179585300 TTAAGGATATGAAGACTTGTATCAAAATGTTTTGAAGTGATTTTAAATTTCTTGCTGTTTCTAACCTGCTTTCGATCTTTAACCCATACTACTTCAAATG

chr2 179585070 179585430 179585300 179585400 GGGGAGTTCCCGAAATTTCACATTGGAGAATCACATCAGAACCTTTAAGAGCTCCTACTGGAGAAGGCTTCTGGGTGAAAACAGGAGGTGCTACCAGAAA

chr2 179585608 179585968 179585638 179585738 GTGTCTAACCTTTCACTGTCAACGCTGTGCTGCAGCTGGCGTCACCAACACCATTATGAGCCTCACAAATGTAGTCCCCGCTGTCTTCAGCACTAGCTTC

chr2 179585608 179585968 179585738 179585838 ATTGATCGTAAGCAATGCCACAGAATTAATGAATGACATGTTGTATTTCCAACTTTCATGAAGTTCGCTGTCATTTCGGAACCATGAAACTTTGATTTCT

chr2 179585608 179585968 179585838 179585938 GGGGAGCCACTTATTTTACATTCCAGTTGAATGGATTCTCCCTGCTTTGCAACTTTTGAAGCTTCTAATTTCTTAACAAACTTTGGAGGTTCTAGTAAAC

chr2 179586537 179586897 179586567 179586667 TGATACCTTTTACACTGAGCTGAGCTGAGCACATGTCTTTGCCAACATCATTGGTTGCTTGGCAAGTATATTGACCAGAGTCTCCTTTGCCTACTTTAAG

chr2 179586537 179586897 179586667 179586767 AATTCTCAAATGAGGAGTGTTTCCCACACATGTGATTGTATAGTTTCCTCCAGGACGGATCTCCTTGTTATCTTTTGACCAAGTGATTCGCATCGGTTGA

chr2 179586537 179586897 179586767 179586867 GCACCAGTAACATGACACTCAAAATCAGCACTTTCTCCAGCAATAACATCTATAGATACAGGCTTGATGTCAAAGAAGGGAGATTTCTTGGGTTCTGGAG

chr2 179586949 179587309 179586979 179587079 ACAAACCTCTTGCTGTGAGTCTAGCACTAGAAGATGCTGTTCCAAGTGGGTTGGAAGCTGAGCAAGAGTACTGGCCAGAGTGACTCAAGTCAGTTTGCAA

chr2 179586949 179587309 179587079 179587179 AATTTTTAAAGTTGCCACATTATCTACAAATGAAGTCTGTAGATTTTCATCGTCTCTTAAAAGTACTCCATCTCTATACCAGCACACTTGGATGGGTGCA

chr2 179586949 179587309 179587179 179587279 GAGCCATTTAATCGACAAGTGAGTGTAACAGGTAACCCCACAGTTTGTTCAATGTCCTTTAATTGTCTTGCAAAAGAAGGTGGGAGTTGGCGCTCTGTAG

chr2 179587344 179587704 179587374 179587474 AATATCATCACCTTGAATTCTGAACACAGTCTTAGAAGAAGCAGTTCCTATACTATTTTCTGCTTTGCATGTGTACTCTCCACTGTCATTGATGTTCACT

chr2 179587344 179587704 179587474 179587574 TTATTAAAAACAAGTGTGGCCACATTGTTTGTAAAGTAGGTCCTGTATTCAGGAGTTGGCCGTAATTTGGTATCTCCTTTGTACCAAGACACTGTAATTT

chr2 179587344 179587704 179587574 179587674 CTGGTGTCCCAGCAACTTGGCATTGTAAAGAAACCGAATCTCCAACTGCTGCCTCCAGAGGTTCCAGTTCCGTAACAAAATAAGGCGGTTCTAAGGAAGA

chr2 179587731 179588091 179587761 179587861 AGACAACACACCTAATGTAGATACCAGAGCTCCACAAACATCCCTTCCTGCCTCATTTTCAATCTCGCAGGAATACTGCCCTGCATCTCTTTTTGTGCTA

chr2 179587731 179588091 179587861 179587961 TTCAGAATTTCCAGGATACAAGTTTTCTCTGTTGTGACTATGTTACATTTTTCAGAGGTAGTTATGTTAAAACCATCCTTTTTCCAAGTGACAGAAATTG

chr2 179587731 179588091 179587961 179588061 GAAGTGTTCCAGTGTAGGTGCTCTCCAGAATTATGGACTTCCCTGGTTCTACAGAATGATCACTTAATCTCTTCAAAAATGCAGCTGGTTCTAGTAAGTG

chr2 179588103 179588463 179588133 179588233 CTTGAGCAAACCTTTCACAAAGAGACGGGTAGTGCAAGATGCTTGGCCAGCGTTGTTAGAAACCACACAGGTGTATTCCCCACTCTGAGATATGTCAATA

chr2 179588103 179588463 179588233 179588333 TTAAATAATTCCAGTTCTGCCACAGTGTCTTCAAAATAGATGTTGCACCGGTCTCCTTTCACTAGTTCTCTGGCACCTCTGAACCAGTTGACTTTGAATG

chr2 179588103 179588463 179588333 179588433 GAGGGGTTCCTCTAATAACGCTTGTGAAGGTTACATTTTTGCCTGGTAGTACTTCCAAAGGTTCAGGTTCTTTCACAAAAGAGGGTGGTTCTATATAGAC

chr2 179588546 179588906 179588576 179588676 ACTGACCTTGTACAGTTAGCACTGCACGACATTCATCAGACCCAGCGACATTAGCAGCCACGCATGTGTAATTGCCCATATCTGAGGAATCCAGAGAATT

chr2 179588546 179588906 179588676 179588776 CAACTGCAATGTGCAGACATTATCTGAAAATGTGGTTTGGTACTTTGCTCCACTGACAATCTTGGTTTTCTCATGAAACCAGGCAACTGAAATAGGTGAT

chr2 179588546 179588906 179588776 179588876 GATCCAGCTACTTTGCATTCCAAGATGCAAGAAGCACCTAACACCCCACCAGTATTTTTCAGTCTTCGTGTGAAAGAGGGAGGAACTGCTCGGTCTGTGT

chr2 179588945 179589305 179588975 179589075 GCAGAACTAACCTGAAACATCAACCACAGCTGTGCAGCTGCTTTTCCCAACATTATTTTGAACCTGGAAAGTGTATGTGCCTGCATCTTGCCTTTCAACT

chr2 179588945 179589305 179589075 179589175 GAGAGAATCCTTAAGGAAGAGATTTTGTTGTAGAAGCTAAATTTGTGTTTTTGGCTGCTGGTCAACAGCTTTCCATCCTTGTACCATTCAACAGAGAGTT

chr2 179588945 179589305 179589175 179589275 CCGGAGTGCCAGCCACCTTACACTCCAGAGTGCACGTTTCTCCTACAGTCACCGTCATCGGTCCTGCCTTCTCAACAATGACTGCGGGCTCTGAAATAAA

chr2 179590055 179590415 179590085 179590185 TGTACCAACCTAAGACCATCAGTGTGGCCATGTTCTCCCTCATTCCACCATCATTCTTGATTTGGCAGATATACTTTCCAGCATTAGCTGGCTCTGCTTT

chr2 179590055 179590415 179590185 179590285 TGCAAACTGTAGAGTTGCAACATTTTCCACAAATGTAATCCTGATGTTTTCACTTTCTCTAATCACTTCTTCCTTCTCTTTAAGCCACTGGACAAAAATA

chr2 179590055 179590415 179590285 179590385 GGCTGGGCGCCTTCTATGGATGCTTGTAATTCAGCAGGCTCTCCGGCTACAACAGTGAGGCTGTTCAGTTTGGAGACAAATCTTGGTGGTTCTGAACAGG

chr2 179590453 179590813 179590483 179590583 ACTATATTTACCTTTCAATTTTACAGTACAAACACAAGTATCACTTCCCACTTCATTCTGTGCTTTGCAGTGGTATTCACCGATGTCTGAAGTGTCCACA

chr2 179590453 179590813 179590583 179590683 TTGAGAATGTGAATACTTGTGTGGAAGTTTTTGGATGCAATCTTGTATTTCTTGCTGCTTCTGAGTTGCCGCTTGTCTTTGTACCATACCACCTCAAACG

chr2 179590453 179590813 179590683 179590783 GTGGTGTTCCCGAAAGTTCACATTCAAGACTGACTTCAGCATTTTTAAGGGTTTCTACTATAGGAGGGAAGCTGCTAAAAACAGGTGGCTCTGCAAAAAA

chr2 179591777 179592137 179591807 179591907 GATGTCTACCTTTTACTATAACCTTGGTACTGCAGCTTGTGCTGCCAGCGGGATTCTGAGCCTCACAAATGAAATCTCCACTGTCCTCAGTACTGAGATT

chr2 179591777 179592137 179591907 179592007 GTTCATCTGTATGACGGCCACTGAGTCAATGAAAGTCATTCTGTACTTATCACTGGCTGGAAGTTCATGTTCATTTCGGAACCACACAACTCTGATTTCT

chr2 179591777 179592137 179592007 179592107 GGGGATCCAGCTATCTTGCATTCAAGTCGTGAAGAGTCACCTGCTTTCACAATTTTGGAGGCTTCTAATTTCTTTACAAACTTTGGTGGTTCTAAAGAGT

chr2 179592270 179592630 179592300 179592400 AATTTGCACACCTGTCACAAGCAACATCGTAGTACAAGAGTCGCTACCAACATCATTGGTAACATGGCAAGTATACTGTCCAGTCTTAGAAGCATCCACT

chr2 179592270 179592630 179592400 179592500 GAGTAGAGATTTAAGAAGCTAGTCGACCCTTCCAAGCCAATGAAACATTTAGGACCTGAGACAAGTTCCACATCATCCTTAAACCATTTTATTTTAAATG

chr2 179592270 179592630 179592500 179592600 GTGGTGTTCCTTTTAGTATTGCCTTAAATTCCACTGTAGAATCAGGTATGGCTTGCTGTCGCCCAGGTTTCACTAGGAAGCTTGGTGGTTCTATAGATTT

chr2 179592800 179593160 179592830 179592930 TCTAACCTTTCACAGTTAAGATGCCACTGCATGCATCATCTCCTGCTACATTTGACACTTTGCATGTGTAATTTGCAGTATCTTCTAATTCCAGATTATT

chr2 179592800 179593160 179592930 179593030 AACTTCCAGAGACACAGATCTCTCATGGCACACAAGTCTGTATTTTGCACTTGTAGATATTTCTTTTCCATCCTTAAACCACTGAGCACTAATGGGAAGT

chr2 179592800 179593160 179593030 179593130 GAACCAGACACCTTGCACTCCATATGAATAGAAGAGCCCAGAACTTTATCCATTTTGGTTAATTTTTTGGTGAATGATGGAGGAATATTTTGATCTGTCC

chr2 179593185 179593545 179593215 179593315 AAGATACAAACCTAGCACTCTTAAGTAGGCATCACAGCTACTGCTTCCGAAGTCATTTTCCACCTTGAAAGTGTACTGACCGCTGTCCTGCTTCATTACT

chr2 179593185 179593545 179593315 179593415 GACTGAATTCTAAAACTGGCCACGTTATTTTCAAAACTCATTGAAAAGTATCTACTGGGAACTATTTGTTTCCCGTCTTTAAGCCATTTCACTTTGAGTT

chr2 179593185 179593545 179593415 179593515 CTGGTGTTCCAGCCACAACACATTCCAAGGTCATGGGATCTTTCTCCGTAACATCAACTGATTTAGCTTTCTCTACGATTTGAGCTGGTTCTGTAGTAAA

chr2 179593576 179593936 179593606 179593706 AGCTTACAAACCTTGTACTAAAAGGAAAGCATAACACCTCTCAACTCCTGACTCATTCTTGGCTTGACAGGTATATCTCCCACTGTGTCCATTATCCACA

chr2 179593576 179593936 179593706 179593806 CTTCTGATTTGAAGTGTGGCCACACTGTCCACAAATGAAATATAGACATTATCATCTTCATCAAGAATCTGATCATCCTTTAGCCAGGTTATAGAAATAG

chr2 179593576 179593936 179593806 179593906 GAGGAGAACCTGCCACGGTACTCTGAAAGGTGGCAGAACTTTTCAAAACAGTAGTGGTATTTTCTATCTTCTTAATGAATGATGGTGGTTCTGTGATTAA

chr2 179593973 179594333 179594003 179594103 GTATAACTGACCTTTCAGGGCAACTCTAGTACTGCATGAGCAGCTGCCGCCTTCATTGGATACAATGCACTGGTATTCCCCAGTGTCTGAAGGGTCACAC

chr2 179593973 179594333 179594103 179594203 TTGGTTATATGGAGGTTAAACACAGACACTCTGTCGGTCAATGTGTATTTTTTGCTGCTTCGAATTTCCCTGTTATTCTTCAGCCAAGTGACTTCAAACG

chr2 179593973 179594333 179594203 179594303 GAGGTGTTCCCGTAACTTCACACTCCAGCTCCACGTCACTATATTTTACTACCTCCACAGGCTTCAGCTCTCTGATAAAGGTGGGGGGTTCTAAAGATTC

chr2 179594351 179594711 179594381 179594481 TTCACGAACCTTTCACTTTGAGTTCAATGCTGCAGCTCGCCGTGCCTGCGTCATTTCGAGCTTCACACACATAAGTCCCACTATTTTCTACCCTGGCACC

chr2 179594351 179594711 179594481 179594581 AGAAATCTGGAAAGTGGCTAAACCATCAATGAAGGAAATGCCATGTTTCTGAATGGCTGTTATTTCATTCCCGTCTAGATACCAAGACACTCGGATTTTA

chr2 179594351 179594711 179594581 179594681 GGAGTGCCTGTTATTTGGCATTCAAATGTTGTTGACTGTCCATTCCTCAGCACTAAGACTGGACTGGGCTTCTTAATGAATTGAGGAGGTTCTAAAGATG

chr2 179594778 179595138 179594808 179594908 AGAGACCAGACCTTTTACAAAGAGAGTGGCTTTGCTGGTTGCTGTGCCAACATCATTGCTTAGTTGGCAAATGTAGGTTCCAGAATCGGTAGCTTTGGCT

chr2 179594778 179595138 179594908 179595008 GCAAAGAGCTCTAGACTGGTAGAGGTGTCATCCTTCCAAACTGAGCGGGCTGCTCCTGAGTGTAACTCTTTGTTATCTTTAAACCACTTTATTGTCATGG

chr2 179594778 179595138 179595008 179595108 GTGCAGTGCCACCCACAAGAGCCTTTAACTGTACCCTTGTGTTGGGATTGACATCTTGTGACTGTGGCTTTTCCACAAAGTAAGGGGGTTCTGAGGTGAA

chr2 179595195 179595555 179595225 179595325 GCCAACCTTTGACTGTCAGATGCCCACTGCATTGGTTGTGCCCTGCCTTATTTGTGGCAGAACAAGTGTATGTCCCACTGTCTGTACCTTCCAGCTGGCT

chr2 179595195 179595555 179595325 179595425 GATTTCCAAGAAGGCAGTATTGTCATGAAAAGAGAATTTGTACTTTTCACTAGCTGATATTTCTTGGTCATCTTTGAACCACTGGATGCTTATGGGATGT

chr2 179595195 179595555 179595425 179595525 GACCCAGCCACTATACATTCTAAATCAATGAAAGAACCTTTAATGCTGTCCATTTTCTTCAGCTTTTTGGTGAATGAAGGAGGTATGATAAGATCTATTC

chr2 179595610 179595970 179595640 179595740 ACAATACCAACCTAATACATTAATTCTAGCCTTGCAGCTGCTCCTCCCAACATCATTTTGGACCTCGAAAGTATATTCTCCACTATCTTTCTTTTCTGTA

chr2 179595610 179595970 179595740 179595840 GAAATAATCTTCAGTATTGAGACTGTATCAGTGACACTGATTTTATATTTTGAGCCCAGGGTCAGTTCTTGGCCATCTTTAAACCATTTGGCTGTAATCT

chr2 179595610 179595970 179595840 179595940 CCTTAGTCCCTGAAAATTTAACCTGCAAAGTGGCTGGGTCTCCTTGGGTGACATCTATAGACACAGCTTCCTCGGTGATTGTTGCAGGTTCTGTAGAAAA

chr2 179595990 179596350 179596020 179596120 TCTGAACCAACCTTTTACTGAGAGTAATGCAGAACATCTTTGTATTCCTGCATCATTTTTGGCCTGACAGACATATTTCCCATCATGCTTGACTTCAATG

chr2 179595990 179596350 179596120 179596220 CCACTGAGGTACAAACTGGCCACATTGTTCTCAAAGGTCATTCTTATATTATCGTCTTCAGTGATTTCATCGCTGTCTTTTAGCCAAGTCACCGTAATTG

chr2 179595990 179596350 179596220 179596320 GCAAGGAGCCCTTCAGAGTGGCCTGGAAGGCAGCTGTGCCTCCCCGGAGGGAGCTGGTACTCTCGATCTTCTTTATGAAGGATGGGGGTTCTAACAGAAG

chr2 179596378 179596738 179596408 179596508 CCAACACTAACCTCTTAAAGTCACCCTGGCACTGCAGATGCTGCTGCCCACCTCATTGGTCACCCGACACTGGTATTCGCCAGCATCTGCAGCTACAAAC

chr2 179596378 179596738 179596508 179596608 TTGAGGATCTGCAGGCTAACCAGATGATCCTGAATGAAAGTCTTATACTTTCTACCACTTCGCAGGATTGTGTTATCTTTGAACCAAGTGATCTCAAAGG

chr2 179596378 179596738 179596608 179596708 GAGGAGTGCCTGCCACCTCAGCCAGCAACATGACATCGTACTCCTTTAAGACTTCAATTGGCTTAAATTCCTTGGTAAAATAAGGTGACTCTACAGTAAA

chr2 179596753 179597113 179596783 179596883 AACACAAACCTTTGACTATTACAATGCTACTGCAGTGGTCACTGCCAGCCTCATTTTGGGCCTCACACATATATTCACCACTGTCTTCGATGCCAACATC

chr2 179596753 179597113 179596883 179596983 TGTCAGTCTTAGAACTGCAGTAGACTCCACAAAAGACATTCTGTGTTTGCTGCTCTCCTTAATTTCTCTATCATTTGCAAACCATGTTATTTTAATTGGA

chr2 179596753 179597113 179596983 179597083 GGGGTACCAGTTACTTTGCAGGCTAGCTGGGTGGCATCTCCCTTCTTTAACAGCTGTGATGGCTCTAACTTTTCAACAAATGTGGCAGGTTCTGTGGAAG

chr2 179597125 179597485 179597155 179597255 ACAATGCAAACCTTTTACAAACAAGTTTGCACTGCATTCCACCCCTCCAGCGACATTGCTGACTTTACATGTGTACGTGCCCGAATCAGAGGTTTTTACT

chr2 179597125 179597485 179597255 179597355 AAATAGAGTTCCAGGGAACTCTCTAAAGCTTCTTTGGTAATATAGCAGCTTCCACCAGAAACCAGCTCTTTGTTGCCCTTAAACCATCTGATTGTGAGAG

chr2 179597125 179597485 179597355 179597455 GAGTAGATCCTTGGAAAGTGCTCTTCAGGCAGACTGCTGAGCCAGGCAGAACATCCTTTGAGCCGGGTTTAGTTACAAAACTGGGTGGTTCTGAAGAAGG

chr2 179597524 179597884 179597554 179597654 GCCAACCTTGCACAATCAGGGCTCCACTGCTGTCTTTGCTTCCCACGGAATTTGTGGCTCGACAAGTGAAATTCCCTGCATCATTCATGTCTACTCTGAT

chr2 179597524 179597884 179597654 179597754 GATCTCCAAAGAGGCTGTGCCTTCCACAAATGCTATCCTGTATCTGTCAGAAGCAGCTATTTCTTTGCCATCCTTAAACCAGGACACCCTCATGGGGAGG

chr2 179597524 179597884 179597754 179597854 GAGCCTGCAATTTTGCAGTCCAGTCTGCAGGTACCATTAACAACACTATCCACGTTGCGCAAGGGTTTGGTAAAAAATGGAGCAATGTCTCGATCTGTGT

chr2 179597924 179598284 179597954 179598054 AAAATACTAACCTAATACAGTGAATGTAGTCTCACAGGAGCTGCTGCCCACTTCATTGGAAATCTCAAATGTGTATTGGCCACTGTCGTGCAGCTCAGCT

chr2 179597924 179598284 179598054 179598154 GAATAAAATTTGAGCTGGGCAACATTGTTTTTAAAACTTATTCGGTATTTTTTACTGGCGACCAAGGGTCTCCCATCTTTGTACCATTTGGGCTTCAGTT

chr2 179597924 179598284 179598154 179598254 CTGGCGTGCCTGCCACTGTGTACTCCAGTGTGGCGGGATCTCCTGCTGTCACCTGGATCAGTTCTGCTCGCTCAATGATTTTGGCAGGTTCTACAATGGT

chr2 179598299 179598659 179598329 179598429 CCTACACAAACCTTTAACTATTAATTCCCCAACAGATGTTTGGCTTCCAGCTTCATTTTCAGCCAGGCACGTGTATTTGCCTCCAAAACTAATCTGAACA

chr2 179598299 179598659 179598429 179598529 TCAGGGATTATCAAGACTGCAACACCATTGGAAAAGCTCATTTTGATTTTTCCGTCTTCTCTGATGACCTCTTGACCTTTCATCCATGTGACAGAAATGG

chr2 179598299 179598659 179598529 179598629 GCTCTGACCCTCTCACAGCAGCTTGCAGGGTAACGGTTTGTCCTCCTAGTGCAATCAAATCATCTACTTTCTTTACAAAGGTTGGAGGTTCTAGTTAAGG

chr2 179599013 179599373 179599043 179599143 CAAGCACTAACCTTTGAGTAAGTGGGTTGCCATGCAGCCACACTTGCCGACTTCATTAGCAACAACACATTCATATTCACCAACATCTGCACTATTAAAC

chr2 179599013 179599373 179599143 179599243 GAAAAGATCTCCAGACACACAAGAGACTTCTGAGAAAACAATCTGTATTTTTTACTACTTCGAATTTGTTTCTTGTCTTTGAACCAGCTAATTTCAAATG

chr2 179599013 179599373 179599243 179599343 GTCCAGTGCCTGAGACTTCACACTGAAGTAGAGCATTTGTTCCTCTCACTATGTCTGCAGGCTCAAGAGTTTTGATGAAAGAAGGAGGTTCTACAAAAGC

chr2 179599394 179599754 179599424 179599524 TAAACAAACCTTTGATAACTATTTCAGTACTGCAGCTATCACTGCCGACGTCATTCACTGCTTCACATGAGTAACTCCCACTGTCTTCAACTTTTACATC

chr2 179599394 179599754 179599524 179599624 CGTAATATCAAGTATAGCCTCAGAATTGACAAAATACATTCGGACTGTGTTACTTTCACTGAGTTCTTTGTTATTTTTAAACCAAGTAACCTGGATCACA

chr2 179599394 179599754 179599624 179599724 GGTGAGCCTTTCAGCTTGCAATGGAGGCGTGCTGATTCACCTGGGAGCATTAAATAAGAGGGATCCACCTTCTTCACGAAGGATGGTGGCTCTACATGAA

chr2 179600219 179600819 179600219 179600319 CATTCACACGTTTCTTACCTCTGACAGTGACTGTGGCTGAGCAGGAGCTGCTTCCAGCCTCATTTGAAGCTGTACAGACATAGGTTCCTGAATCTTTCAG

chr2 179600219 179600819 179600319 179600419 TTTGGCCAAAGGAATCTCAAGTGTTGCTATTTTATCTTCAAAACAGATCTTATAATCTTTCCCTGGGGGGAGTTTTTGCCCATCTTTGCTCCACGTAACT

chr2 179600219 179600819 179600419 179600519 GTGACTTTTCTGTCTTCATCTACTTGGCACTCAAGGTGGACCTTCTTATTGATAGCGGACTGCACAGGCTCTAATTCTTTAATGAAATGTGGCTTATCAA

chr2 179600219 179600819 179600519 179600619 TGATGATCAACTCTGCTTGGCAGATGTCTGCTCCAAACTTGTTGGAAGCCTTACAAGAATAAACTCCTCTATCTTGAATGGTAAGGTTTGAGAGTTCTAA

chr2 179600219 179600819 179600619 179600719 AATGTGTTTGTTTTCTGCGTCGGAAATCCTCCAGTTAGGTGAAGGTGAGAGTGCAGCACCATCTTTCTGCCAAATGGTTTCTATCACAGGAGTCCCTGTC

chr2 179600219 179600819 179600719 179600819 ACTGTGCAGATGAACTTGGCTGCCTTACCCACAAAAGTTGTAAGGGACTTAGGTCTGGAGAGAAAGGTTGGTGGATATGCCTCTGCAAAAGAAATTTTTC

chr2 179602767 179603127 179602797 179602897 ATGGCATTTACCTGTCACAGTTAGTGTGGCTGTACAGCTGACACTGCCATACTCATTGGAAGCTTTGCATGTATACTCGCCGCAGTCAACCACCTGGGTT

chr2 179602767 179603127 179602897 179602997 CTCAGGATTTCAAGGCTGGAGATATACTTTGAAGATCGAATAGAACACTTGTCACTCTCATAAATTTCTCGGCCAGCTTTAAACCACTGGAACCGGACAT

chr2 179602767 179603127 179602997 179603097 TGGGAGCACTTTGGATCTCACAGGTGAATTTGGCTAGGTGGCCCAGTGCTACTTCCAGGGGTTCGATTTTCCTCTTGATCACTGGGGCAGCTGCAAAGGG

chr2 179603818 179606698 179603858 179603958 AAATCCAACCTCTTTTTACTACAGTGAGTTTGGCTGAAGTTGCTGTTTTTCCGCTGTCATTCAAGGCCTCACAGACATACTCTCCTTGATGGTCTTCGGT

chr2 179603818 179606698 179603958 179604058 ATTTACTTTGTCGATGACTAGCGTATATGTATTTTGATCTTGTAAACACTTGAACTTTTCATCTGAAGGCACCAGTTTATTCTCAAAATACCAATTCACC

chr2 179603818 179606698 179604058 179604158 TCTTTAGCATTTGTTATGGATGTTGTGAGGTGTACAATATCACCTTCCTCAGAAACAGTGTCCACTAAAGGTGTATGTATCATGGGGCCATCCTCTTTGA

chr2 179603818 179606698 179604158 179604258 TTAAGCCACCCTCAGCTTCCTGTATCTTTACTGTAGCAACCTCCTCAGTACCACTTTCAGAGGAAGACTCCTCTTTTTCCTCTGATGGTTTCAGACTCTC

chr2 179603818 179606698 179604258 179604358 ATCTTGTTTTTCGTCAGAGACAACAGCTGAAGCAACCCCTTTAGTGACAGGTGTGGCATCCAAATATTTAACCCTACTTTGCACGTTAAAATAACTGACC

chr2 179603818 179606698 179604358 179604458 TCTTCAGTTGAGATCAGATATTTAGATTCAACTTCTGGTTCAGTAATGGGTTCAACCTTCTGTGAACCTGAAAAAGAATCCATTTCTTCTTGCAAACTTG

chr2 179603818 179606698 179604458 179604558 TTTTGGCTCCTTGCTGAATTCTAGGACCCTCAGCTGTTAGGATGTCTATTTCCTCATATATAATAGCACACAAAGCATCCCTAAGTTCCATTTTCAGGTT

chr2 179603818 179606698 179604558 179604658 AGCCATTTGAGGATCAACATCTTCAATAATGATGGTTACTTCTTCTGTTACAGACTTTGCCGAAGTAACAAGGTACATGCACATGATGTGTCTGGGCTCT

chr2 179603818 179606698 179604658 179604758 TGGGTGATGTTTACAGCCTCGACCTCCACCTTTTCAATATTTCTTAGCCACTCAGAGAAAAGACCTGGCTGCTCGCTGGCCACGGCTGCTTGCAAAGCCC

chr2 179603818 179606698 179604758 179604858 GGCAGATTTGAATTTTCAGGTTTAATCTCTGCTCTTCTGGAATACCAGAAAGCAAGCTTTCCTTAGAAAGAAGGTCCCTTCCCTGTACCTCCTGCACTTT

chr2 179603818 179606698 179604858 179604958 CTTTATTGCCACGGGCTCTCTTTTAGACTCAATGATTTGGTCTGGGGGCATCACCACGTTGTCAGAATGCTCTTCTTTGAGCAGTACCTGCTTTTCTTCA

chr2 179603818 179606698 179604958 179605058 AGTGCTAGTGGAAATCTTAAGGACTTGCCTTCCTCAATTCTGACCGCAGAATCTTGCCCTGCATTTTCCAGTGGATTTGCACTTTCTATCAAAATTTTAC

chr2 179603818 179606698 179605058 179605158 CTCCTTCTGTGCATGAGTGTTCTGAAGGGACTAGGGGCTCATAGTTTACCTGAGAGATCATGACATCAGGACTCTGGAGACTCTCCACGTGTCCCTCAGC

chr2 179603818 179606698 179605158 179605258 TAAGCTCTGACTCAAGATGAGCGCACTTTGTGCCTCTTGCTTTTGAAGAGTCACTCTTTGCTCTCTGTTGGTGTCAGATACTGTCTTTTCTTTTGGTGAA

chr2 179603818 179606698 179605258 179605358 AGTACTTCCTCAGCCACAGAGGTTAGATAAGAATGCATTGGAGGTTCTATTGAAGACTGTGGATAATTCCCTTCAGGTTCAGCTAATAAAGTTTTCAGAG

chr2 179603818 179606698 179605358 179605458 GCTCAACTGTTAATGAATTAATTTGTTCTATGGACATGGCACTTGGGAAGATTTTCTCGGTATCTGATAGAACTGCCTGTGTCTCAGGCTCTTCAGGCAT

chr2 179603818 179606698 179605458 179605558 TAGAATACCTTCTTTGGAGAAGGTTTTCTGGGACTGTACAATCTGCAGCTGTAGGTTGGGAGATGGTTCCTTGAGAGGCTGAAAGTGAATACTGCCATTG

chr2 179603818 179606698 179605558 179605658 ATGCAAAGAAATTCCCTGGTGCTTTCAGGAGTGAGCTTGTCTTGCTCCAAAATGGATTGCAATTCCTGAGCTCCCAAAGGAAGCTGACTGCTCAATTCAT

chr2 179603818 179606698 179605658 179605758 TGGCTTTAGCAATATGCTCATAAGATAGTTGCTGGTTTTCTTCTGTAATTAAAGCAGCTTTCAAAATGGTGTCTTTTACAAACGTTGCAATTTCCTGCTC

chr2 179603818 179606698 179605758 179605858 TGAGTCAAGTGCTTCAACTGCGGGACCCTTTAAGGGTGTCTGTGGAAAATCCTCAGGAGCCTCTGGTGTGGACTTTGCTTTGCAGGGGGTATCAGTCATG

chr2 179603818 179606698 179605858 179605958 TCTGTGTCTTCCAGAAGCACAAGCAGCTCTGCTGCACAGGTGGACTCACCCAACATATTCTCTGCTTTACAGATATAGAGGCCACTGTCTTCCCTCTGAG

chr2 179603818 179606698 179605958 179606058 GGTCATTGACAATGAAAGTTCCAGAGCCATTAGGGTTATGAATGATAGTGTAATAAACACTGGTGCAAAGCTGCTTGTTTTCTTTGAACCATGTAACAGT

chr2 179603818 179606698 179606058 179606158 AGGGGCAGGCTCTCCAACCACTGTGTACTCAAAGATGGCAGGAAGCCCTTGAGCACAGCGAATTGGTTTTAACTCCTTAAGGAAGTGAGGAGGACAAGGA

chr2 179603818 179606698 179606158 179606258 CCTCCCAGCTTTTCCAGAGATTTTGCCACTGCTGATTCTGTTTCAGTGTCTTTGTGACCCTCTCCTTTGGAATTAATTTTTAGATAGGCACTACATATTG

chr2 179603818 179606698 179606258 179606358 TCTTTCCATAGTCATTACTGGCCATACATGTATACTCTCCCTCATCCTCCAATTTGGTGAACAGAATGATCAGGCTATGATCATCACCGTCAAAAACAAA

chr2 179603818 179606698 179606358 179606458 TTTGTAGTCAGCAGAAGGGGTTAATAGCACTCCATTAAAGAACCACTGAATTTTAGGTTTGGGGATGCCAATGACAGTTACAGACAGTGTAGCCACATCC

chr2 179603818 179606698 179606458 179606558 CCCATGCTTATATCAGCATTTGACACTTCTTTGATGAAAATTGGGCCAGTGCCTTCCTTTTCGGAATCAAATTTAGTTGGGTAAACTGGAGATTCAGACA

chr2 179603818 179606698 179606558 179606658 AAAGTTCAAGTGTTTCATTTATTTTAGATAATTGAAGTTCGGCGCTATGAAGTCCTTCTTCCTCGGCAGACAGAAAAGAACTAGAAAACTCTGTATGGGG

chr2 179609046 179609406 179609076 179609176 GTATTGTTGAATGATCACCTCTAAGGTCTTTTGGTCCTACCCTTCATTTTCAGAATTTTTTATATTTGTCGAGTCTTATATGAGAAGACTTGGGTCCACA

chr2 179609046 179609406 179609176 179609276 TTAGTATATAGGTAAGATATTAAGGAGTATGTTAATTTACTGTTATTTTAATTTTAAAAGACAAAATTAAAGAGTTACTTTAGAAACATAAACATCACAA

chr2 179609046 179609406 179609276 179609376 TAAAAATTGAATGCTTATTAAGCTATATTCGTTTTAAAGATGAAATTCAGTGAAACTGATAGGAAAGCTTGTTATCTTGTTATTTATATATAATCTGAAA

chr2 179609449 179616768 179609459 179609559 AAAATCTATATGTAAACACAATATGATAGTTTCCCTTTTTTCCCCAGGCCAATACTAAATTATTGCTGCATTTTACACTTGATGTCATCTCAAAAATGGA

chr2 179609449 179616768 179609559 179609659 GAAAAATAAGGTATCTCCAAAAGTGGAAAGATCTATTTGCTTATTTTGCAAATGTCTAGGTGAACCCTGCCCACAAAGAGCACAATTGGTCCCTTGAAGC

chr2 179609449 179616768 179609659 179609759 CAGTGAGAATTAAAGCACTTATGAAGAGGAATATTAATAACGAAAACATTTTTAAAAGAGATGAAGTTAATATATTAAGATTGAAATGTCAAACAGATTA

chr2 179609449 179616768 179609759 179609859 TAGAGTTAGTTGCCAATTGGGAGAAGCTGGTTTTTGTTGTTTGTTTTGCCTATTCTAAGTCAAAGTAAATAAACATGAGTTTGGATGCAAAGGGGTTAAA

chr2 179609449 179616768 179609859 179609959 ATTCCAAAAATAACTTAGAATGGGAGCAGAGAGATTTGCCCTTACCAATTTGTCTGCGTGGTCATCTGATATGGTCTCCACTTTTACATTGTACTTTTGC

chr2 179609449 179616768 179609959 179610059 ATATATGGTTTATCTGCTAAAAGAGAGTCCATTCCACTGAAACACTTTGTGGAGGAGGCATGAGGGTAAATAGAAGTACAAACAATTAGGTAGCCAAGGA

chr2 179609449 179616768 179610059 179610159 GAGATTTAATTGTGTTTGATATTACACAGCATGATTGACACAAGTGATGATTCCACAGTTCAGATAACAAAATATTTACATGTATTACAAAGATGAGATT

chr2 179609449 179616768 179610159 179610259 TCTACATAGAGATTATTTCTTTAGGGGTCTCCAAGGTAATGAATTCAAATATGGTGGACCTGTTTGGAAGTTTATTAGATCCACATAATTTGGAAAATAT

chr2 179609449 179616768 179610259 179610359 GAAAGCACTCAGATCAATGCTAATAATTACTGAGGCACTAAAACATTACATTTTAAGTTAAGGTGAGTGCTGCAAAGCTCTCAGCCATTCCTGATTTGTT

chr2 179609449 179616768 179610359 179610459 TGTAGCTACACACCTATACTCTCCTTCATCACTCTTTACTAAGCTTGTTATAAACAGGTTATGGAACCCTGTGCCACTTTCCTCAACAGTGAACCTTCTT

chr2 179609449 179616768 179610459 179610559 CCTTGGACTAATTTTCCATCTTTGTACCAGTAAACCGTGGGTCTTGGAGAGCCACGAACTAAGCACTGAAAATATGCTGCTGTACCTATTGGTGCATAAC

chr2 179609449 179616768 179610559 179610659 AGTCAGAAATACCTTTGATAAACCTGGGAGGCCCTTCCACCACCTGAAATTCAAAAAAACTGTCTGTGTAGTTGCTCTTTAAGACCAATTCTTCCATTAA

chr2 179609449 179616768 179610659 179610759 ACTGCTTAAAGTCACTTTGCTTTTCTTTGCTATCACAGCAAATATTTCAGAATCTCCCATGGTGAGGAATCCCCGACAGATAGCCTCTCCTACACAATTC

chr2 179609449 179616768 179610759 179610859 ACAGCTCTGCACCTGTATGTTGCACTATCAGAAAGACAGACATTTCGAATTTTAAGAGTGTGACTTCCCTTCTCCTCGCTAATCACGTATTTAATATTAT

chr2 179609449 179616768 179610859 179610959 CTGGCTCAATACACATATATTCTTTATACCACTTAACTTCGGGAGTCGGGATCCCTATGACTGAACATTTGAATACAGCATCTGAATTTTCTGGAATTTT

chr2 179609449 179616768 179610959 179611059 AAAATCACAAATAGGCATTATAAAGCGAGGAGGCATTTCAAATACTTCTAAATCAATTTTTAGTTCTTTGTCTTCTCCCTCCCTTGAATCCATATTTGGA

chr2 179609449 179616768 179611059 179611159 TCTACAAAATTAAATGGAAGAACATCTAGACTCACAATCATACTTTTATGGTCAGGAGTAAATTCGGGAACTGTCACTATTTTCACCTGCTTCTCAAATT

chr2 179609449 179616768 179611159 179611259 CTTTAACGTCTTTTTCACTTAATTCAACTTCCAGGACAATTTCTTGAGGAGAAGGTGTTCTTGATGATGTGGTGTGTTCCAAATCAAACTCCATGACATG

chr2 179609449 179616768 179611259 179611359 CTGATGTGTTACTGGAGGTGGTAGTGCCACCACTCTTTCTTCCTGGGGCATTATGTCTACATTTGCAAAGCTCTTTGCTTCCCCTATGATGTTTACAGCA

chr2 179609449 179616768 179611359 179611459 TGACACATGTACTCTCCCCCTTCTCCTTTTTGAATGTTAGAAATTTCCAGTGAACACACATTACCCACTCTTTCCATTTTGATTCTTTCATCTGGCTCTA

chr2 179609449 179616768 179611459 179611559 GTAAAGATTTATTTCGATACCATTTCACACCAGGAACTGGAAGACCTTCAACTTCAACAATGAAGCCTAGTGTTGTGTTTTCATATACCTTCCTTTTGGT

chr2 179609449 179616768 179611559 179611659 CAGAGGTTCAATAAAAGATGGAGGCATTTCATTGTCTTTTGGCTCAATGGCTTCATTGGGTGTACCAAATGAATCGGAACGCCATATTTCATAAGCTGAA

chr2 179609449 179616768 179611659 179611759 CCCCTCTCTTCTGTAGGTGTGTAGAAATGCTCATTTGGTGTACCGTCTTCCCTTTCTATTTTTGATGGATATGTTTTAAAAGTACCAGTGGGGTTTGGTC

chr2 179609449 179616768 179611759 179611859 CTCCAGTAGGAATAGAATATCTCTCTAGTGCCTCCCCTGGGGGTGTGGAATATCGCTCTAGAGTCTCTCCTGGGGGTGTGGAGTATCTCTCCAGAGTCTC

chr2 179609449 179616768 179611859 179611959 TCCTGGGGGTGTGGAATATCTCTCTAGAGTCTCTCCTGGGGGTGTGGAGTATCTCTCTAGAGTCTCTCCTGGAGGTGTGGAGTATCTCTCTAGTGTCTCC

chr2 179609449 179616768 179611959 179612059 CCTGGGGGTGTGGAGTATCTTTCTCCTACCTCACCTTCGGAAGGTGTTGAATATCTTTCAGCAACTTCCCCTAAAGGTGTGGAATATCTTTCAACTGTCT

chr2 179609449 179616768 179612059 179612159 CACCTCCTGAATGTATTGAGGATTGTTTAGTTATATCTGAAGGATTAAAATATAAGTCAGGGGACTTTGGAGATTCAAAATATTCAACAGATGATGGTGG

chr2 179609449 179616768 179612159 179612259 GGTATAAAACTGATCTAACTCAGATATTTCTTCACTGGTTGTACTTCCCACACCAATGGAAATGTCAGACTCAGGAGAAAGTGGACGACCTAGTGATTCC

chr2 179609449 179616768 179612259 179612359 TGTTTCTGGTTGTAGTATTCATACACAGTGTTGAAAGTTACTTCTTCCACCTCCATTGAAGTGATTGATTCACTCTGGACAAGCTTTGCCTGGTCTCTGG

chr2 179609449 179616768 179612359 179612459 TGTCTTTAGTTTCAGGAACCTCACGCTTTCCAGCAGCAAGTAAATATTGTGTTAGGGAGGTCTCAGATTCTGCTGCCTCAGTGGTATGTGCCTCATCTAA

chr2 179609449 179616768 179612459 179612559 TTTAGGAATATTTTGAGAAAAACTAGTTTCTATCATTTCTCCTTCTAAAGTGGAGAAAGAAGCTTCATTCTGAACTTGAACTTCTTCATAACATTTTTCT

chr2 179609449 179616768 179612559 179612659 TCTCCAGAGGCATGAATGTTTGTACTTATTTGTTCACCTGGATTCTGTTGTTCTTCAGTCATCAAGAGTGGGAAGCACTGACTCAGGGAGAGCTGTCTAT

chr2 179609449 179616768 179612659 179612759 GGAGTGTGTCAGCTTCCTGAACATCACCTCTGTGGTCTTCCAAAGTGGCATCTGTATATTCCTGTGTCCCACCATCCTGCTTTGGAAATGCTGCCAACTC

chr2 179609449 179616768 179612759 179612859 TGGTTCTAGAGTGCATTCTTCTTCCATTTCACCAACCCCTAAAGGCTTTTCCTCACTTGCTGCTTTTTTCAAATGTGAGATGGAACTTCTGCCTCCATTT

chr2 179609449 179616768 179612859 179612959 TCTAGAGGACAACTTTTCTCAGAAAGATCAGTTTCTTCTATATCTGCAGATGAGGTTGGAAGTAGGGCACATGATTCACTATAGATTTCTTCAGAAAAGG

chr2 179609449 179616768 179612959 179613059 ATTTAAGAGAAAGATCAGTTTTTAAAATGTCTAAGTTTTGTTCCTGTACATGTCGGACTTCTTTTTCTAAAGAAATGGAATTTTCATCAATACTACTTTT

chr2 179609449 179616768 179613059 179613159 CTCCACCATAGTTCTATTTGAAAGCTCTTGACTGGAAGAAATTTCTTGACTGGCAAATACATTATTTTGCACACTTTTAGAGATATTGTGTGTGTCAGGT

chr2 179609449 179616768 179613159 179613259 TGTAACGTTTCAGGGCTAGGAATTTTTTCTTTATAATGTATTTCCTGCTGTTCCCTAGTTTCTTGCCCTTGGAACTCCAGAGCTGGATCTCCTATATGAG

chr2 179609449 179616768 179613259 179613359 AATACATTTGTTTTAGATCAAATACAATGTTCTCAGTGTCAGCAGGATGTTGGATTTTAAAATAAGCTTCTTCTGGTTGACCACTATCTAATTCTTGGAA

chr2 179609449 179616768 179613359 179613459 TTTCACATCTGTGTGTTTTATTTGAGTGTGAAACTGCTTTAAGTCAAATGTAATAGGTGATTCATGTTCAGCTCTTTTAGAAATTGCAGGTTTATCTATA

chr2 179609449 179616768 179613459 179613559 AGACTTATTTTTTCCTGTTGTTCCCTTTCTTGTGCGTCAAATTCTTTATGAGTTTGAGAGGAAAGCAGCTTTAAATTTATTGCAATGTTAGATGAATCTG

chr2 179609449 179616768 179613559 179613659 ATTCAGTATTTGGAGACATTTTCTCTGCCTGATACATATTTGCATTTAGATTGCTTGATCTTGATTCTCTTTGCTTTAATGAAAAGGCTTTGTCATCAAT

chr2 179609449 179616768 179613659 179613759 CTTCTTTTGAGGAGGATTAACAATTGATGTTCTGGTAGGTCTTTTTTCTAGAACTCCTTTTTCTACATGTAATTTTTCAAATTCGATAATTCTATGCTTC

chr2 179609449 179616768 179613759 179613859 ACCTTTTTCCCCGGGTAGTGTATCTCTTCACCAAGGGATTCTTCATATACAATGGCAGATGAATCTTTTGTATTGTAACTGTCAGAAATTCTCTCAGAGT

chr2 179609449 179616768 179613859 179613959 GAATATTTGGTAAATAGTCACTTTGGGCACATTCTTGTACATTTTCCTTTTCTGATCTACCAAGTTTTCCAAAATTATTTCTTATTTCTTTCTTAATAGT

chr2 179609449 179616768 179613959 179614059 GACATCACTGAAATCATCAACAAATGGATAAACAGTACCCTCTGCTTGGTGCAGCTTTGATTTTTCACTTACATGTCTCTCTTTCCCTTCAGCCTGACAT

chr2 179609449 179616768 179614059 179614159 TGTATGAATTCAGCCCTGATGGGCTTGCTGATTTTTATGGTTCTTGAAGCACCATGCACAAATCTGGGAATTTTTTCTCTAGAAGGTATGCAACGCACCT

chr2 179609449 179616768 179614159 179614259 GCTCTTTCTGGTCTATTTGCTCAATAGTCTCAAGGCTTTGAAAATAGTCCCTTACTGAATATTCTTTTACATTTGTCCAGGGAGTAAAGGGACCAGCTGG

chr2 179609449 179616768 179614259 179614359 ATAATCATAAAAATGTGCCCTTACAGATTCTCCCTGGTCTTGCAGTTGCTGATCTCTGGAATATTTTCCATAAATTTCACCAATATTTTCGAATTGACTA

chr2 179609449 179616768 179614359 179614459 TTTTCTCTATAAGTGACAGGCTCCACTGTTAGATCTGAAACACTTTCAACTGCCCCTGAATTGTTTTCAGCAACACATTTATATTTTCCAGAATCTTGAG

chr2 179609449 179616768 179614459 179614559 AATTAACATCCTTAATATATAATTGGTGGCTACAATTAACTTCTTCAAACTGAAACTTCTGGTTCTGCTTTAAAAGGACTCCATTTTGAAACCATGTTAC

chr2 179609449 179616768 179614559 179614659 AACTGGCTGGGGCTCACCAGATATTAAACATTCAAGAATGATGGAATCCCCTTCTCTACACCTGGCATGCTTTGGCATTTCTTGTAACATTTTTGGTGGT

chr2 179609449 179616768 179614659 179614759 TCATTAGTAATATCAGACAAAAATACAAATCTGTGTTTTGGTGATTGAGTAACTTGATCTTGAGGCATTGCTTTAGGTTCCAGCTCCTCAGTTTGAAACA

chr2 179609449 179616768 179614759 179614859 CTTCTTTAGACTCTTTATCCTGTTCTGGGATAGGAGTAGCTGCTGTTACCTGAATTTCTACAGGAAAGGAAAGCAATTCTGTGTCTCCAGAGGGAGGAAC

chr2 179609449 179616768 179614859 179614959 TGGTGGGTTAGTTTTTAACAAATGAAGATTTGTTTGGCCCTCTTGACTCATAGATGGATGGGCGCCTTTTGCTTGGTCAAACACCAATGCTAACTCTTCT

chr2 179609449 179616768 179614959 179615059 TCCTCATCCAAGTAGTCATGGAACACTGGGACTTTATGTGCTTTGACATCATGTTTTTGTTTTGCTTTCACTTTAAGCATACTGGTTGTTTTTACTGTTC

chr2 179609449 179616768 179615059 179615159 CATATTGGTTAAATAGCACACAAGTAATAGAACCTTCATTCTGATGATGAACAGATGAAAGAGTTAATATTGAATAGTTTTCCAACGAATGAATGATAAA

chr2 179609449 179616768 179615159 179615259 GTTTTGATTACGTGGGATTGGCATGTCATTGTTATACCACGTCACTATAGGTTGAGGATATCCTTGAAAATGACACACAAAATTACAACTGTCACCTTCA

chr2 179609449 179616768 179615259 179615359 TAAACTTCTTGAGATTCAATTTCTTGAAGAAATGAAGGTGGGCAACGTTGTGGGCGTTTTCGAAAAGAATTTTCAAAAAATCTCATGTTTTCTTCCTTCT

chr2 179609449 179616768 179615359 179615459 GTTCGGTTTTGAATTCATCAATTCGTGTAGAAGCAGAGAGTTGTAATTCTCTCAAATCATCCTTTTTTATTCTTTCACTAGCTATTTCTTCACTTTCTTC

chr2 179609449 179616768 179615459 179615559 AACATTTACAAGTGTACCAAAAGATTCGCTGGCATGTGGTGTAATAGCTTGAGACACATTTTCAGGAGTCTCATATACTTCCTCCTTCTCACATACATTA

chr2 179609449 179616768 179615559 179615659 GTGATATATGTGGATGACTCTCCAATTGTAGTATTGGCCATAATTTCTTCCAGCTGTCCTCTTGCTTGGGTATTTTCATTTACTAGAATTTCACCATATA

chr2 179609449 179616768 179615659 179615759 AATGGTCTTTTGGTAGACTTTCCTTTACCAGTGCTTCTTGGCTCATTCTTATTTCAGTCTGGAAAATTTCTTCATCAACAATAGTTTGAAAGCTTGTGGG

chr2 179609449 179616768 179615759 179615859 AAGTTCCTCAGATTCTATATTTTGATCCATTTGATTAGAAAGGGCATGTGGATTTTGCACAATACTCTCAGCTGAATGATCTACCTTATAACTTTCAGCT

chr2 179609449 179616768 179615859 179615959 AGATCAGACATAGATCTGATTTTCATGTCCTCTCTAGAGAACAGAATATCTTTATCACTAGCTTCACTTCTCAAAGTTCTTGAGCTTATTTCAGAAGACG

chr2 179609449 179616768 179615959 179616059 TATCTAAAAGAGATAATTTCTTTTTCTCCATTAATGTTTTTCTAGCCTCCCTTAAACGTTGCAACTTCACTTTGGTCTCCTTGTCCAGGAAACTTTCACC

chr2 179609449 179616768 179616059 179616159 TACATTAAGCCAACCTCTTATGTCAGATTTACTTTCTAAATATTCTTCATCATACATGTAATCTGTTTTCTTGGCAGAACTCATTGTCTTAAAATGTATA

chr2 179609449 179616768 179616159 179616259 GTTCTCATCATTCCCTTTTGTTCCACATCTTGTTTTTTGTTAAAGGGAGAGCCAGTAAACCTCAGGTCAACCTTTATCCTATCTTCTCCCCTTTCAACTA

chr2 179609449 179616768 179616259 179616359 AAGCCTCCACATTTTCATGTGTCCGTTCTGCTCTTTTCAGAAATTCTAAATATTTCTCATCTTGCCCTTTTTGGATAACAAGCAATGATGCAGTTGATTC

chr2 179609449 179616768 179616359 179616459 TGCAGACCCTTCACTATTAATTGCTAGTAACCTATAACTTCCAGAATCTCTGTCTTGGACCCTTTTAATCTCTAAGCTGGAAGAGTGATGGTGTAAATCA

chr2 179609449 179616768 179616459 179616559 CTCTCAGCTTTTATAATCCGACGAAGACCTGTTGGGATGGGCCGATTGTTATGAAACCAAGTCATTTCTGGAGTTGGACAGGCAATTAATCTACATGTAA

chr2 179609449 179616768 179616559 179616659 AAACAACCGGTTCACCCTCTAAAACATATTTAAATGTAAGTTTCTGGGTAAAAGAAGGCTTAAAATATTCAGGCCAGGAGCTTGTAGATGATATTCTACT

chr2 179609449 179616768 179616659 179616759 TGCATATCTTTTAGCAGCCATGGATTTGTGGTCTATGTCTTCAGAATCTGAAAAGGCGTCACGTGTATCCCTTTCTGAATGTTCAGATTCCCCCTCAGAG

chr2 179617779 179617979 179617779 179617879 AGAAGGCAACTCAAGGATCCTATTAATCCTTTAGAATTTCTACTTAAATCTCACATCCATTATAACAATACCTTTCATTTCCATCTCAATCTCTTGTTCA

chr2 179617779 179617979 179617879 179617979 ATCCTCTCATGCAAAATTGATTCAGGAGCTAAAATAGAAAAACATATAAAGAGATTTTAGTGATTAATTGCATATATTTTCTGCATCAATTCATGACTTG

chr2 179620936 179621536 179620936 179621036 AAATCAATTAACCACCTTCTACACTTAGTACTGCTGACGTTGTCCTCTCTCCACAGTCATTGTGTACAATGCAGCTGTATAGTCCTTGGTCTACCAGCTG

chr2 179620936 179621536 179621036 179621136 AACATTACATATGGTAAGAAACTGAATATTTCCATTTTGTGATTGTTTCAGTCTCTCGGATTCCTCTATCTTTGCACCTTCGTGAGTCCAGGTTACATCA

chr2 179620936 179621536 179621136 179621236 ATGAAAGAATCATCTTTTAAAACACAGAGGAATTGAGCCGTGTCACCGCACTTTACAGTGACGTCCTGAAGATGCAGGAAAATCTTGGGCGCCTCACCCG

chr2 179620936 179621536 179621236 179621336 TGGACTCTTTAGCACATTCCTTAGATAGCTCAGTGCTTTCTGCAATTTGTGAAAGGGATGCAGTATGGCACAACTGTGTATCTTGAACAGATGCAGCTGT

chr2 179620936 179621536 179621336 179621436 GTGGATGGAACTTTGAGATACACTTTCAAAAACCTGCACTTCATATTCATATGATGATCCTTGAAATGACTTAATTTCCTTTTGAGATATTTTGCTCTCC

chr2 179620936 179621536 179621436 179621536 TCCTTTGTGAAAGAGGAATCTGCCACTGCCTGGGACTTGGCGGACTCTCTTACATCTTTCCCAGAACTTTGCCTATCTAGGGCTTGCACTGTATAATCAA

chr2 179622215 179622695 179622255 179622355 AGATGGGCTTTACCTTTTGGAGTCACTGTGAGTGTAGCTGCACAAGTGGCTTCCCCAGCACTATTGGCTGCTTTGCAAGAGTACTGCCCAGCATGCTCTG

chr2 179622215 179622695 179622355 179622455 AGTAAGCATCAACTATAAGCATTAAAGCCATGCCTGTGGACTCCTCAAAATGGAAAACTACATCTTTTGTTGGTAGAATTAGCTGCTGGTTATGAAACCA

chr2 179622215 179622695 179622455 179622555 TTGGATTTCTGGCTTGGGAATGCCAGAAACCCTCGCATGAAATCTGACTGTCTCCCCGTTGTGCACCCTGAGGCTTGACAGAGGCTGGATGAAGCTGGGC

chr2 179622215 179622695 179622555 179622655 TTTTGGCCAAGGGGCTCCTTCTTAAATGAAACTGATAAAGAGACATGCCATTGGGAGTTTGATGTATTTTCTTCAAATTTGCTAAATCCTGAAAAGAAGC

chr2 179623685 179623925 179623705 179623805 TTTACCTTCCAGACTCAGGTTGGCTGTGCTTGATACTTGGCCTACAGCATTACTAGCAACAAACGTGTAAGTTCCTTCATCTTCTGGATAAGCTTCGGCA

chr2 179623685 179623925 179623805 179623905 ATTTCCAGTTGATAAGTGTCTTCAAATTGAGTCATTCTAAAGAACCGAGATGGCTTGATTTTCTTGTCTTTGCTGTACCACGACACTTTTAGATCTGCGA

chr2 179628846 179629086 179628866 179628966 AAGTATTGGCAATGACACCTTTTGTTCTTAAACCTACCTGTTCCAGAAACCCGGCATTGAAAACGGGCTGGCTGCCCTTCAGAAGTGACAGTGTCCTGAA

chr2 179628846 179629086 179628966 179629066 GCGGGGTGATGATGGCAGGTGGATAAACAGGCATTTCCTGATCAGGAGACACAACTTCTGGAACTAAAGAAAGAAACCACAAGATTTGTCATGATTAAGT

chr2 179629216 179629576 179629246 179629346 TTCCTACCTTCCACTGAGAGTGAAGCTGATGTTGTGGCAACACCATAGTCATTCTTGGCTTCACAGGTATAGACTGCCGCATCCTCTGGGAAGGCTTCAA

chr2 179629216 179629576 179629346 179629446 TTAGCAAAAGCGTGTATTCTTGCCCATCATGAAGAAATTTGCACTTGAAGCCAGTGGAAAGCAGCTGCTCTTCCTTGTACCAGGAAATTTTGGGCTGTGG

chr2 179629216 179629576 179629446 179629546 TCTTCCGGATATCACGGCACAGAAGCGGGCAGGCTTGCCAGACTGCACAGTGACAGGCTGGAGCTCCTGCAGAACTTGGGGCGGTTCAGGAGCTAGGAGT

chr2 179631103 179631343 179631123 179631223 GACAGAACTCCTGTTCCTTCCTGCCACAAAGGTGTATTCTCCTGCATCGCTCTGTCTGGTCTCAGAGATAAACATTCGGTGGATTCTTCTTTCCACTACA

chr2 179631103 179631343 179631223 179631323 TATTTGTGTCGTTCTTGAACTTGGAAATTGATTTCAATGCCATCTTTATACCAGTGGGCATCAACATCGTCTTCATTGACCTCAAATTCAACAACAGCAC

chr2 179632448 179632688 179632468 179632568 TAGTATGTAGACAATACCTGAACCTCCTTTTTAATACTTCGGATGCGAACATCTCTGCCTTCTACAAAGAGTTTTGCAGTTGACACGTTGCCTCCTGCCA

chr2 179632448 179632688 179632568 179632668 CCACTGTGTACTTCCCAGCATCAGACATCCGGGTGGATGGGATCAGAAGGCGGTGGACATATTTCTCCTTCTGAATCTTTATTCTATGGATGAAATGGAA

chr2 179632691 179632931 179632711 179632811 CTGGAATGTAGCAAGACAAAACAACTGACCTGTCTGTGATCTGCAGTTCCTGGTCATCTTTCATCCACTGTACAGTGATGTCAGGTTCAGAAACTTCACA

chr2 179632691 179632931 179632811 179632911 TTCAAACATGGCTCGCTTCTTCTCCAGTACCTTAATGTCCTTAATGTGTTTCCTAAATTCTATATGACGAGCTGGAAAATAGCATGTAGAAAAATTAACA

chr2 179633350 179633710 179633380 179633480 AATATGTATGAAACCATACCTTCCACATAAAGTGTGGCTGTTGATGTTGCTTTTCCAGCCACAAAGGTGTAGTCAGCAGCATCCCCAAAGTGAACATTCC

chr2 179633350 179633710 179633480 179633580 TGATGTTCAGTGAGTGTGTGAGCTTTTTGGTTCTCATCTGGCACTTGTCAGTTGATTTGATTTCCACACCATTCTTTAACCATTTGTAAGAGATGCCTTC

chr2 179633350 179633710 179633580 179633680 ATAGTTCACTGTCACCTCAAAAGTAATAGTGTCTTTTTCTTCAGCGTTGATGTCTTTCAGCATGGAAGTAATCATGATTGCTGCAAAGGAGAAAAGAAAA

chr2 179634372 179634731 179634402 179634502 TACGGGTGACTGTCAGGGTGGCACTGACTTGGTCATTGCCACAGACAAATGTGTATTCTGCCGAGTCCTCTGTGCTGGTGTTCATGATGATCAGCTGATG

chr2 179634372 179634731 179634502 179634602 GAGTTTTCCCTGCACAACTATCTTGAACTTTTCACTCATCTCAATTTCCACACCATTCTTCAGCCACATGGAAGGGACATTGAAGTGGGACACCTCACAC

chr2 179634372 179634731 179634602 179634702 TCAAAAGAGGCAGTTTTGGTCTCAGGCACCTCGATATTTTTCATGGTTTTTGTAATATGTAATGCTTGGTAAAATCAAAGAGCACTTCAGTTAATACAAT

chr2 179634737 179635450 179634744 179634844 GTTCATTAAGGAAAGGGCTGTAGGGGGCTGCCTGATACTTACTCTCCACAAACAGTTTTGCTTTGCATTCCAATTGCCCGACCACAGCTGTGTATTCCCC

chr2 179634737 179635450 179634844 179634944 AGCATCTGAGGGGGAGATGTTCTGCAGCATCAGCTTGTGGACTTTCCTTTCTGAGACCAGTCTGTGTTTGTCACTTGGCTTAATTTCCACACTCTTATGG

chr2 179634737 179635450 179634944 179635044 AACCATTTTACTGGAACAGTGTCATGGGAAACACTAACTTCAAAGGCAACAGTGGCATTTTCCAAGGCTGTCACATCCTTTGGCTTTTTAATGATCTTGA

chr2 179634737 179635450 179635044 179635144 CAGCTAAGAGGAAAATTGGAGCAATTCAGTGATAGGGTTAACTTAATGGTAACCATGGGCTGACTGCTTGAAAAGTGTTTCTAAATCAACTTACTCTCCA

chr2 179634737 179635450 179635144 179635244 CGTGCAGTCTGGCACTGGCTCCAAGCCTTCCAAGCCTGAAGCCATAAACAGACTCATCCACGATGGCACAGTTTTTAATCCTCAGAGAGTAAATTGTTCC

chr2 179634737 179635450 179635244 179635344 TTTGACAGAGATAGCATACTTTTCATTGGATTCCAGCACAACTCCATTTTTGATCCACTGGACACCTTTGACATTAGGGTGTGTAAGCTCGACAGTGAAA

chr2 179634737 179635450 179635344 179635444 ACAGCATCCTGTGTTTCTGTCACTGTGAGGTTCTTCAGAGTCTTCTTAATTTTGACAGCTAAAGACAAATTTATGATTGGGTTAGAAAATATAGATGACA

chr2 179635887 179636247 179635917 179636017 ACAAATCCTATGTTACTTGCCTTCAACTTTGAGTTTGGCAGATGTTTTGGAGGTGGCCACCTTGTAGGTATATTCTCCAATGTCATCTAATTTGGTGGCA

chr2 179635887 179636247 179636017 179636117 GCAATGATAAGTCTCCTTTTGTGGCCATCAGACTCACTTCTGATGTTGTTAGTCAGTGGTAGGTGTTTGCCATCCCTCAACCATTCGCCTTTGGAATCTG

chr2 179635887 179636247 179636117 179636217 GGTTGGCAACTTCACATTCAAACACAGCTTCCTGGGATTCAGCTACGGTCTGATCTGTGAGTGGCTTGGAGATGGCCCCACCTTTGGAACAAGAGATGTA

chr2 179637786 179638500 179637793 179637893 CAATCACTCCTCGTAAGAATTTAGGTTAATAAATATACCAACCTGCCACAGTAAGTTTTCCAGATGTCATATTTTCTCCCGCGTAAAATGTGTATTTTCC

chr2 179637786 179638500 179637893 179637993 TTCATCATCTTTCATCATATTTAGAACTGTCAATTTATATATTTTTCCATGTGCTTCAATTTTATATTTAGAACTGGGCTTGATTTCCTTGTCCTTAAAA

chr2 179637786 179638500 179637993 179638093 TTCCACAGGACATCAATTCCAGAGTGGGACAGCTCAACCTCAAACACCACATTTTGAGTTTCTGTACAGGTAAGGTCACGAAGACCTCTGATAATTTTAA

chr2 179637786 179638500 179638093 179638193 TTTCTGGGGAAAAAATAAAATAATCTCTTGGTTATTGTTACACTGGGAAAGTAGAATGCTTAAAGTAATTATTAGATAGGTAGAATAATCCTTACTTTCT

chr2 179637786 179638500 179638193 179638293 ACAGAGAGATTACAGTTGGTTTCAACTCTGCCAACTATCAGCTTGTAAGGTCCTTCGTCTGAAGCATGAGTTCGGTTAATGACTAGTCGCTGTTTAGTAC

chr2 179637786 179638500 179638293 179638393 CTTTCACAATGGCCTGTACACGGTCATCAGGCTTGATTTGTTCATCATTTAAGTACCACTTAACAGAAGTCACATCAGGGACTGACACCTTACATTCAAG

chr2 179637786 179638500 179638393 179638493 CACAGCCTTGGTGCCTTCAATCACATTAACATCTTTTAGAGGTGTTATCACGTCCACACCTGCAAAATCATACACACACAAGATGAATGAATTTTGTTGA

chr2 179638521 179638881 179638551 179638651 AATTAGGACTCACTATAGACAGAGACACGCCCACTGGTGGAGAGGCCAAGGGCTGGAATGGTGAAAGAGTAATTTCCAGCATCTTCCTTAGTCATGTCTT

chr2 179638521 179638881 179638651 179638751 CAATGAGCAGCATATGAGATTGTTTGTCTATCACAATGTGAACCCTGTCACTGGGCTGCACTTCTTGGCCGTCTTTCATCCAGACGCCTTCCACACTTTC

chr2 179638521 179638881 179638751 179638851 CAAGGAGACTTTAACTTCAAGCTGAACAATGTCACCCTCACAGACTTTTTGGTCACTAAGTCCTTGTAGGATAGCAATGGGGCGGGCTGTGAAATATGGG

chr2 179638886 179639246 179638916 179639016 GGAATGGGAGGACTTACGTTTCATCTTTAATTTACAGGTTGTCTTTTTCCCGTCGATGACAAAGCTGTATTCTCCCTGGTCCTCCTTGGTTACATCCTTG

chr2 179638886 179639246 179639016 179639116 ACCGTGAGGTTCTGACGTCCACGACGAGATGTAATTGTATATTTGCCATTGGATTTAAGCTCCACATCATTATGATACCATTTTCCTTCTATATTTTCTG

chr2 179638886 179639246 179639116 179639216 GGGATACAATGCACTCTAATTCTCCTGAATATGATTCTGGAACTTCTATGTCCTGAAGTTCTTTCACAAACTCAACAACTGCACCTGAAGTGTATAACAG

chr2 179639608 179639968 179639638 179639738 GTTGAATACCTTCAACAATAAGTTTAGCAGTCGTTTTGACATTTTCATCTTCCACAAGTACACAGCTGTAATCTTCAGCATCAGACGTATCAATGGTCAG

chr2 179639608 179639968 179639738 179639838 TATGGAGAGGAAGTGAACCTTTCTGTCAGAGTGCATCCTGTATTTATCTCCCTCATGAACCTCCATACCATCTTTATACCATTTCACTTTGACAAATGGT

chr2 179639608 179639968 179639838 179639938 TCTGAAGTTTCACATTCAAAGGTTGCCATAGTGTCTTTTTCCTTAGCAACAACATCTTGTAATTCCTGTGTGAAAGTGATCAATTGCTTGGCTACAAGAA

chr2 179640029 179641829 179640029 179640129 GGATATTCTTGAATACAAAGACAGGTCCATCAAAGGAAAGACATGCAAATTACCTTGGACAAGTAAGAATGCGTGACTGGAGGTTTCTCCAGCTATGTTG

chr2 179640029 179641829 179640129 179640229 ATGGCTTTTACCATGATGCTGGCAGAGTCCTCAGCAGTCACATCTCTTATGACCAATTCACAAACATTGTCTTCGGGCCAGTACCAGTAGATCCGGTCAG

chr2 179640029 179641829 179640229 179640329 ACCGTTCAATTTTGACACCATTTTTGTACCATTCACATTCGGGGTCTGGTTTCCCCACGACTCTGACCCGGAAGTGTGCATCAGATCCTTGGCCCACTGT

chr2 179640029 179641829 179640329 179640429 TTGGCTCTGGATTCTTTCGAAGATTTTTGGAGCCTCCATACTAGGACTTAGTTCAATCTTGTCAGGTTTAAAAGTTGGAATCGTGATTTTGCCTTCTTCG

chr2 179640029 179641829 179640429 179640529 GCAAGAGCTTTCTTTTCCTCTTCAGTTAACTCTTTGGTCCAGTGGAGAAGTTCATCTTTTGTCTTCCTGAGGAGTTCCTCATAGGATTCATCCTTCTTTC

chr2 179640029 179641829 179640529 179640629 GAGACTTGAGCTCCACAGCGGTAATGGCTTCATAATAGCCCTCTTCTGTTCTGCGCTTGAATTTACTGCGCAGCTCTTCCGACTCTTCAGGCACTTTTTC

chr2 179640029 179641829 179640629 179640729 ATGGGTAATTCTTTCAGCCCTTTTCAACTTCACAACTTCTTTGGTTTCAGTGGTGTCAACAGGTCTATCCACTTTTTGTACTTCAAACTGAAGCTTTCCT

chr2 179640029 179641829 179640729 179640829 GGTTCATGTACGTGAAACTCAGGCCTTGGTTCAGGAGCTCTCCTAAGGACAGACCTAAAATCTTCCCTCTGTTGAATCTCAAGCTTCACTTTATGCTCTA

chr2 179640029 179641829 179640829 179640929 TCACACCTTCAGGATTTTCCGCGGTGACCTTCACTTCACCTGTGTCATATGATTTGCAGTCCACGATGTCCAGGTAATGGATACCATCATAGCGAACTCT

chr2 179640029 179641829 179640929 179641029 GAACCTTTTGCTTTTGCGGATGAGCTGTCCATTGAGGTACCAGTTGACTTTGGGCTGAGGGTAGCCTGTTACCCTGCAGCGGAACCTTGCAGTCTCCCCT

chr2 179640029 179641829 179641029 179641129 TCAAGTACTCTAACTGGCTCTGGGTACAAGACAATGTCTGGCTTTTGCTTTTCTTTCTGATCTGTTGTTACACCTGTAAGTGCACCTTCATGAGCCATTC

chr2 179640029 179641829 179641129 179641229 TCTCTAATTCTTCAATTCTCTGTAAGCCTTTCCTCCCCTCAGGCAATTGGGATTCTTCCACAAGACTTTTCTCATCTTTAACAATAAGGGTAGCAGATGT

chr2 179640029 179641829 179641229 179641329 GTGATCTGTTCCATATTTGTTAGTGGCTCTGCAAGTAATGATACCACTGTCTCTAGAATATGCAACGCCATAATCAAGGCTGCAGTACCCAAATTCATTG

chr2 179640029 179641829 179641329 179641429 ATCATACGGAGCCTGTTGGCTGCTTCAAGTGGCTTTCCATCATGGAGCCACTCCACCACCATCGTTGGGTCACCAATGGGTGTTAGCCTGCATTCAAAGT

chr2 179640029 179641829 179641429 179641529 GGGCAGGCCCAAAGCGCTTAAGTCTTAAGGAAGTGAGTTTTTTCTTGAAAAATGGTTTCTGTTGTTTCTCTTTGTCATAGAGATCACCTTCTTCCCATTG

chr2 179640029 179641829 179641529 179641629 CTCTTGGCCATATCGCAAATGGAGGGGCTCCAGTTCTGGGGCTGCAATCTCCTTTGCTCTATATGTCCCCCGTGGGATGATTAACTTTCTCTCTGGCTCA

chr2 179640029 179641829 179641629 179641729 GGCTCTGCAAACTCAACTTCAACATTTACTTTGCATCTTGTAGTGTCTCTGCCAGCTTTATTAATAGCAGTCGCAGTATACCAGGCAGAATCTTGGCTGA

chr2 179640029 179641829 179641729 179641829 CAGTGGAATCGATTTTAAGGGCAGCTTCTCCCTTGGTTCCTTCAATTCTATAAAAAGTTGGGGGAGGGAATAATCAATATAGTGGTATAGCTTCCCTGGT

chr2 179641840 179642080 179641860 179641960 TATTTCCATACTTACCTGATTTTGGGATATTTATGAGGCACAATGATGTCACTGTTTTTCAACCATACAATGTCAGGGTTGGGGTTACCCGTAGCTCTGA

chr2 179641840 179642080 179641960 179642060 CTTTCATTTCAAGTCGGGAACCTTCCTTTATATTGACATTTTTCAGTTTTTCTACAAACATCGGTTTTACCTGATGTTCCACAGCTGAAAGAGAAAGGTC

chr2 179642109 179642349 179642129 179642229 ATTTTATCTCATTTTACCTTCCACAGTTAAAATCACTGAAATTGAAGATCTGCCTGCCCTGTTTTGGGCAACCACAGTCCATTCCCCAGAATCACTGGGT

chr2 179642109 179642349 179642229 179642329 GTGGCAGGGACAATAATTAGTGATTGAGTACCATCTTCTTTAATGACTACTTTATGGGTATAGTCATTGACAATTTGCTGGCCTGTGAAAATATGTTTAA

chr2 179642386 179642746 179642416 179642516 CTTATCACGCTTACCATCATGAAACCAGAACGTCTCTGGCATAGGTCTACCAACAACCTTTAAGTCAAATCTGGCAGTTTGCCCTTCTAAACATTTGAAA

chr2 179642386 179642746 179642516 179642616 GAAACAGGTTTTAACACAAAGACTGGTTTATATAGTCTCTCAAGTTGTGACTCATCTGTCTCCTCCAGCCTACGTCCAGGGGACATTCTTGCAGGGGACA

chr2 179642386 179642746 179642616 179642716 TCCGTGCAGGAGACATCCTTGCAGGTGACATCCGTGCAGGAGACATGCGTATAGGAGACCTGCTCACTGAACGTGGAGAGAGAGATCTGCAAAACAAAGA

chr2 179643543 179643903 179643573 179643673 AATAACCCAAATTATTACAAGTCTTACCTGATTCTGCTCACTGGCTCTAGTGTGGGAATGTAAGTCGGAGCTCCAAGTGGTGCAGCAGGCTCCACATACA

chr2 179643543 179643903 179643673 179643773 ATTTCCCTGAGCAAATTGCATTTCCTTTAATATTGCTGGCAAATGCAGTGTAGATTCCTTCATCTTCTGGAAGAACAACAGGTATACGCAGACTAGCTCT

chr2 179643543 179643903 179643773 179643873 GCCATCTTGTAGAAAGTCCATTTGGTATCTTTCTCCATGTTTGATGCGCTTGCCATCTTTGTACCAAGCAATCTGCAAAGAATACCATGCATGTATGAAT

chr2 179643952 179644192 179643972 179644072 CAGACATCTTGCAATGAAAAGTGACACCCATCCCCTCAAGAATTCTATAATTCTTGATTCTTGAATCAAATCCTGATTCAACAGCTTCAGATTCAGAAAT

chr2 179643952 179644192 179644072 179644172 GTCAACTGCCATCTTTTCTTCTCCATCTTCTTCAAGAAGTTCTTCTAATGTAGTCTTTATTATTCTATATTCAATTTCTTTAATAAGTCTCTCTTCAAAG

chr2 179644709 179644949 179644729 179644829 ATCTTCTACATAAGTTCTGACCACTACAGTATCTTTGGCCATTTTCTTCCTAATTAAGGCTTGTtctttttcatactctttttcatactcAGAGTATACA

chr2 179644709 179644949 179644829 179644929 AATCCAGGTGCTGTTTCTCCAACTTTAGGTTCTTGAACAAATGCAGTCACTTGTGTCTGATAAAGCATTTCTTGCTGGGACTTCATCAGTAACTCATAAT

chr2 179645798 179646038 179645818 179645918 ATGCACATAGAAACTGGAGTTGCACTTACCTTCTTCAAGCAAGGAAGCAGATGCAGAAGTTTCTCCATGCTTATTGCGAACAACAATAGTGTATTCTCCA

chr2 179645798 179646038 179645918 179646018 GCATCATCAGCAAAAGTCATAGAAATCACCAGCTTGCATTCACCGGTTTGTTTGTTGTAACTCACTTTGTATCTTTATGTAAATGTACAAAATTTAAAAA

chr2 179646926 179647166 179646946 179647046 AGTGGTTAGAGGAACACCAGATTTTTTCCAGTATACATGGGGCTTTGGGTTGCCGCCAACTTGGCATCCAAACACCACGCTCCCACCTTCCACCAGTTTC

chr2 179646926 179647166 179647046 179647146 TGGACCACTGGTTTTGTAATAAAGTAAGGCGCGGCAGGTTCTCCAGGCCCTGCTTGTTCCTCTGTGAGGCTAGTATCAGTCATAACCACATCTCTTGACT

chr2 179647197 179647397 179647197 179647297 TGCCAATACTGGTGGGGCTGAAAGTCAAAATGGTACTAGAACAGCTACTAATTAGCAAAATATTTTACCGTTTCTCTTCTGTAGTAAATTTCTCAGTCAC

chr2 179647197 179647397 179647297 179647397 GGCTGTGGTTTCCTTTTCAAATTCTTCTGACACTAAAAGAAGACAAAAGTTTCTCATTGAGATGAGATGTTTAGTGACCCCTGCTTAGCACTGACAGTTA

chr2 179647481 179647841 179647511 179647611 TGTGGGAGGGTGGCCACTAACCCTGCACAGCCAGATAGCAGGATGTGCTGACGGTTCCAGCCTCATTTACAGCACTGCAAGTAAATCGCCCGCTGTCTTC

chr2 179647481 179647841 179647611 179647711 CGCAAATGCTTCGCGAATCATAAGACGAGCAATTCCACTCTGGAAGGTTATCTGGAAGTCAATGGAACTTTCGATTTGGTAGTCTTCCCTGTACCATGTC

chr2 179647481 179647841 179647711 179647811 ACTGTCGGGGATGGGTATCCAGAGATGTGGCACTCCAAGGTGACAGATTCACCTTCTATGACAGTCACATTTTTTAAGCCCTGAAGAGAGGAGAAAAAAT

chr2 179648379 179648579 179648379 179648479 CAAACGTGTATTAAAATGATTTGAGGAGATATGAATAGGGTCCAGCATTATCAACTTCTTTACTCACCGAGACCAAAGTTGGTGGAGTAACAGGAATTTC

chr2 179648379 179648579 179648479 179648579 AACAGGTGCTGGTACTCTTGCTGTTTCTGTTACCTAGATTTTTACAAATTATATTACAAAATGCTCATGAAATTAAGGGAAATCTCATAAACTCTTAGCT

chr2 179648757 179649117 179648787 179648887 GTGACCAACCTTGGCTTCGCGTCCGTGCAGTACTTCAAAGCGCTCTTCACGGACGGTGGTGCCAGTGATGCTCACCCCTACTTCCTTTTTCACCTCAACG

chr2 179648757 179649117 179648887 179648987 CCAGCTTCACTCTTGTAAGTATCTGGTGTGTCAGCGAAGGGGAACTGTGGCAAGGGTGTGGGCTCTGCCCTTACTCTAGTCTCACTGGGCTTCACAGTAG

chr2 179648757 179649117 179648987 179649087 GAGCCTTCACCGATTTGGTGATCTTCTGAGCAGAAGATGTGGCTGACAACTCTTTTTGTAATGTGGCAATAGCACTACCGGCTATTGATGCCTACATGGA

chr2 179650287 179650527 179650307 179650407 CCTTTAAACATTTCTGTATCATGCTCTGTAACTTCTTACCTCATATCCATGTTCTGTCTTAGGAACAGAAATTTTTGAAACAGTAAAGTGAGGGCTAGCT

chr2 179650287 179650527 179650407 179650507 GTGCGGGGGCGTTTATCCACATGGACTAATCTTTCCGTTGTTAGATCTGTAGTTTTCTTGATCTGCATTGAAATGAAACTCAGTGATACCATTGATCACC

chr2 179650541 179650901 179650571 179650671 CACCTGTGATGATATGTGCATTCCCTTTTGATCAGTAGTTTTGATATGAGTCTCAGAAGGAGCCTGGATTACTCTAGGCTTGACTGCTTTAGGGACAACG

chr2 179650541 179650901 179650671 179650771 TGGGGTTCTGAGGCTGGACGTTGGGGAGGCTCAGCTACCTTTGCGGCGGAAATGCGTTCCTTATATCCGTACTCCAAAGTGGTCTGCTGAGCATAGGATT

chr2 179650541 179650901 179650771 179650871 CTTCAAGATGCCCAGGCTCTCTGGGCTCTCTGACTCGGGCCTGGTCTACTGCAGCAACAACTGTTGCTACAGCTTCAGCCTTTTTTCCAACGTCCACCTG

chr2 179654035 179654275 179654055 179654155 GGGATTTCACACTTGGAACAACAATAGTCACCTTTCCATGGGTAACTTGGATTTGTTCTTGTCTAGTAGCCATAGTTTCTCTAGTTCTCAGTATTGTTTC

chr2 179654035 179654275 179654155 179654255 TTGTTCTTTGGCTTTAGCAGTAGCAACTGCTATTGTAGACAAGGCAGTTTTCTCGGCTTCCTTTCTCATCTGATTATTACAGTAAAATCAAGATTTAAGT

chr2 179654653 179654893 179654673 179654773 AACTTTTCACAGCTCAAATATCTGTATTCACCTTCTCCTGAGTTATTTGCACTTGTTCTCTTTTGGTAGTAATGCCTTCTCTACCTCTTGATACTAAATC

chr2 179654653 179654893 179654773 179654873 TTGTTCTTTGACTTTGGGTGTGGCAACTATGACTTTAGGTACAACTGTTTTCCTAGTTTCCTTCATTATCTGATCATACAAAAGAAAGTAAGAAAATAGT

chr2 179655383 179655623 179655403 179655503 AGTGACTTTCACATTGGCAGGAAGTCATCACCTTTTCATAACTTAGGTGCATTTGATCTTGTTGTGTGGTAGTTTCTTCTTGAGCTCCCGGGACTGTTTC

chr2 179655383 179655623 179655503 179655603 TAGTTTTGTGGACTTTGCAGTGGCAACTACCACCATGGATGCAGCAGTTATCTCAGTTTCCTGTCTTATCTGATGTTTAGAGTAAAATAAAGATTTGAGT

chr2 179656741 179656981 179656761 179656861 TCAACAAACTACAAAATATTTAGAAAATCAGACTTACTGCTTCTTGAGTTACTTGTTTCTGTTTCTTAGTAATTTCTTCAGAAATTCTAGTTTCTTGTTC

chr2 179656741 179656981 179656861 179656961 TTTGGCTTTAGCTGCGGAAATTACTACCTTTGGTACAAATGTTTTTTCAGTTTCTTTTCTTATCTGCAAAGAATGATTTAAGAAAAAACTTTATTTCCTG

chr2 179658080 179658320 179658100 179658200 AGTGAATTTAAAATACAAACCCATTTTCACCTGCTCATGAGTTACGTGCATCTGCTCTTGCTTTGTGGTAATTACTTCTTTGGTTCTTGATTTTAATTCT

chr2 179658080 179658320 179658200 179658300 TGTTCCTTGGCTTTATCGGCGGCCACTACTACCTTAGTTACAGCAGTCTTCTCCGCTTCCTTTCTTACCTGCTTTTCATAGAGAAAGGAAGAAAACACCT

chr2 179659082 179659322 179659102 179659202 CCCCATGGCAGCCTCGCACGTACCTGTTCTTGAGCAGGTTGGATGTGCACAGCAGTCGTGGTTGTCCTCTGAGCAGTCTGCTCTACAGCGCTGATCACTG

chr2 179659082 179659322 179659202 179659302 GTTCTCTCACTCTGGCCATATCAACGGCAGCAACAACAGTCGCAACAGCTGCACTTTTGTCAGCATCTTGTTTCACCTAGATTAGAAATGACCAAGTAGA

chr2 179659633 179659993 179659663 179659763 GGCAACAGCCTCTGCTGCGTAGCTAGCACTGGCCGACACACTGGCGGCAGCACCCGCAGCACCACTGATGGTCACTTGCTCCTGGACACCGTATCTCCCT

chr2 179659633 179659993 179659763 179659863 TCCCATCTCTCTTCTGTCCTGATCTGAGTAGAGGTTGTCAGCGTTGTCTCTCTCATCTCAGCCTCAGATGAGGAGGCCACGTAGCCCTCTTGCTTCCAAG

chr2 179659633 179659993 179659863 179659963 GGGGAGGCACTTCAGGACCTGTGGCCACGGTGGATGCCTGAGTCTTACGCATGAGCAATGGAGACCTAACAGACCTGATGGGGGATGTGGAGATTCTTGC

chr2 179664156 179664516 179664186 179664286 AATCTGCTCTCTCTATGGCAGCTTTACCTGACCGGAGATGGGGTCGGTGCCCGCACGTGTCTGACCGGGGAAGGGGAGTGTCTTATGGGCGATGGGGACT

chr2 179664156 179664516 179664286 179664386 GCTGCCGAGCCAGCTGTGCTTTGGCAGCAATAGACGGTGGTGTTGGGGATCTTGACTTTGGCTTCGGAGGAATCCTGGGAGGTGTTTTATGTGGCAGCTG

chr2 179664156 179664516 179664386 179664486 TTGCCCAGCGGCACCATCTATGACCATCTCAACTGTTGCAATTGATCTGGCATCAAAGTGGGCTTCAATCTTCTGTAAAAGATTAAAACAAAGCCCACGT

chr2 179664494 179664694 179664494 179664594 AATAGCTGGGGACGCAACAGCCTGAAAGGCTTGAAAACCAACAGTATAGAAAAATACCTTTTCAATTCGGGTTTGTCTTGATTCTGAGATCTGAGCAGTC

chr2 179664494 179664694 179664594 179664694 GAAACAATTGTCTTTGTCTTTTTAGCAGGTACTTCTTCTTCACCTGTGGGAAGGGAAAGATGAATGTTTGGGAGGGGGCACAATGACCCATTTTAAAAGA

chr2 179665085 179665445 179665115 179665215 ACGTACCTTGAACCAGTAATTCAGCAGTCGAAGTAGCTCTTCCAACGCTATTGGTGGCATTTACTGAATAGGTCCCTGAGTCCTCAGGGTATGCTTCTGC

chr2 179665085 179665445 179665215 179665315 AATCAGTAAGCTGTAGAGGTCGCCTTCTTGTGAAATTTGGAAATCAAGGGAGCTCTGGATTTCGGCTCCATCCCGGTAGAACTTCACCACAGGTGTAGGG

chr2 179665085 179665445 179665315 179665415 ATTCCAGTCACTCTCACTTGGAGTCTCACTTGGCTTCCTTGTCTCACGGTCATGCTCTGCAGTCGTTGAACGAAGTTGGGTGGTGCTGTCTCAGCTGCGG

chr2 179666846 179667086 179666866 179666966 TTCACGAGAAGCTCAGCAGTACTAGTCGCTTGTCCAGATCCATTGGTGGCTTTCAGGGAATATCGTCCACTGTTGGCTTTAGTCACGGCGGGGATCGTCA

chr2 179666846 179667086 179666966 179667066 GTTTAGCGCGGCCATCGCTAAAGGAGATCTGCACGCCGGGCAGAGTGGAAGTGGAAATCACCTGGCCATCCCTAAACCAGCTCACCTCAGGAACTGGAAA

chr2 179669223 179669423 179669223 179669323 TTACTGGAGAGGAGGCAAAGGAAAAAAAAACAAAAGTGTGAATGTGTGAGCTTACCACTAATGTGAGCCTCAAAGGTTGCGGTACTACCCTCCAGTACCA

chr2 179669223 179669423 179669323 179669423 CAACGCTTTGTAACGGCTGCGTAAACGTCGGTGCTTGAGTTGTCATCTTTCTAGGCACTCTGAAAAAGAAGAGAAAATAAATTAGGGTGTCCCAGCTAAG
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Table S2 Clinical characteristics of both cohorts

No TTN cohort TumorType Regimens BOR
Responder(CR or 
PR or SD>6mos)

PFS Progression? Age Gender ECOG PS Smoking Line of treatment TNM
History of 

radiotherapy

1 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD No 60 Progression 61 Male 2 80 Second line or further IV Yes

2 - Cohort 1 Lung adenocarcinoma single IO agents SD No 145 Progression 53 Male 0 30 Second line or further IIIB Yes

3 Mut Cohort 1 Lung squamous cell carcinoma single IO agents PR Yes 112 Progression 38 Male 0 7 Second line or further IV Yes

4 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy PD No 66 Progression 55 Male 1 30 Second line or further IV -

5 Mut Cohort 1 Lung adenocarcinoma IO+Chemotherapy PR Yes 230 Free 54 Male 1 Never Second line or further IIIA -

6 Mut Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD Yes 212 Progression 69 Male 0 Never Second line or further IV Yes

7 - Cohort 1 Lung squamous cell carcinoma single IO agents SD No 137 Progression 66 Male 1 Never First line IV -

8 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD No 77 Progression 54 Male 1 30 Second line or further IV -

9 - Cohort 1 Lung adenocarcinoma IO+Anti-angiogenic agent PR Yes 111 Progression 45 Female 0 Never Second line or further ? Yes

10 Mut Cohort 1 Lung squamous cell carcinoma single IO agents SD No 135 Progression 68 Male 0 40 First line IV Yes

11 - Cohort 1 Lung adenocarcinoma IO+Anti-angiogenic agent SD No 171 Progression 66 Male 1 45 Second line or further IV -

12 - Cohort 1 Lung adenocarcinoma single IO agents SD Yes 434 Progression 52 Male 0 Never First line IIIA -

13 - Cohort 1 Lung adenocarcinoma single IO agents SD No 113 Progression 64 Male 0 40 Second line or further IIIA Yes

14 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD No 88 Progression 40 Male 1 Never First line IV -

15 Mut Cohort 1 Lung squamous cell carcinoma IO+Anti-angiogenic agent SD Yes 212 Progression 42 Female 0 Never First line IV Yes

16 - Cohort 1 Lung squamous cell carcinoma IO+Chemotherapy SD Yes 195 Free 36 Male 0 20 Second line or further IV Yes

17 Mut Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD No 92 Free 77 Male 0 20. former Second line or further IV -

18 - Cohort 1 Lung squamous cell carcinoma single IO agents PD No 42 Progression 41 Male 0 5 First line IV -

19 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy PR Yes 96 Progression 62 Male 1 2. former Second line or further IV -

20 Mut Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD Yes 192 Progression 50 Male 0 Never First line IV -

21 Mut Cohort 1 Lung adenocarcinoma single IO agents PR Yes 256 Free 52 Male 0 50 Second line or further IV Yes

22 Mut Cohort 1 Lung adenocarcinoma single IO agents PR Yes 156 Progression 56 Male 0 90 First line IV -

23 Mut Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD Yes 206 Free 50 Male 0 50 First line IIIB -

24 - Cohort 1 Lung squamous cell carcinoma single IO agents SD No 71 Progression 55 Male 0 20. former Second line or further IV -

25 - Cohort 1 Lung adenocarcinoma IO+Chemotherapy SD Yes 279 Free 50 Male 0 Never First line IV -

26 - Cohort 1 Lung adenocarcinoma single IO agents SD No 126 Progression 64 Male 45 Second line or further IV Yes

27 - Cohort 1 Lung squamous cell carcinoma IO+Anti-angiogenic agent PR Yes 145 Progression 63 Male 1 40 First line IV -

28 - Cohort 1 Lung squamous cell carcinoma single IO agents PD No 33 Progression 29 Male 0 Never First line IV -

29 - Cohort 1 Lung squamous cell carcinoma IO+Chemotherapy SD No 130 Progression 48 Female 1 Never Second line or further IV -

30 - Cohort 2 Lung adenocarcinoma single IO agents PD No 31 Progression 53 Male 1 20 First line IV -

31 - Cohort 2 Large cell carcinoma single IO agents SD No 100 Progression 67 Male 1 Never Second line or further V Yes

32 Mut Cohort 2 Lung squamous cell carcinoma single IO agents PR Yes 108 Progression 50 Male 1 Never Second line or further IV Yes

33 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy SD No 98 Progression 52 Male 1 Never First line IV -

34 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 596 Free 74 Male 1 Never First line IV -

35 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 197 Free 37 Male 0 7.5 First line IV -

36 - Cohort 2 Lung adenocarcinoma single IO agents SD Yes 226 Free 66 Male 1 Never Second line or further IV -

37 Mut Cohort 2 Lung adenocarcinoma single IO agents PD No 56 Progression 49 Male 1 10 Second line or further IV -

38 - Cohort 2 Lung adenocarcinoma single IO agents PD No 69 Progression 72 Female 1 Never Second line or further V -

39 Mut Cohort 2 Lung adenocarcinoma single IO agents PR Yes 443 Free 65 Female 1 20 Second line or further IV -

40 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 138 Free 50 Male 1 30 First line IIIC Yes

41 Mut Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 253 Free 54 Female 1 Never First line V -

42 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 117 Free 49 Female 1 Never Second line or further IV -

43 - Cohort 2 Lung adenocarcinoma single IO agents PR Yes 426 Free 58 Male 1 Never Second line or further IV Yes

44 Mut Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 388 Free 66 Male 1 30 First line V -

45 Mut Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 226 Progression 64 Male 1 30 First line IV Yes

46 - Cohort 2 Large cell carcinoma IO+Chemotherapy SD No 49 Free 71 Male 1 30 Second line or further V Yes

47 - Cohort 2 Lung adenocarcinoma single IO agents PR Yes 131 Free 68 Male 1 45 Second line or further IV Yes

48 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PD No 39 Free 53 Male 1 30 First line IIIb -

49 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PD No 56 Progression 50 Male 1 Never Second line or further IIIB -

50 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PR Yes 89 Progression 47 Male 1 Never First line IV -

51 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 255 Free 65 Male 1 Never First line IVB -

52 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 42 Free 67 Male 1 Never First line V -

53 Mut Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 265 Free 71 Male 1 Never Second line or further IIIC Yes

54 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 159 Progression 53 Male 0 Never First line IV -

55 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PD No 45 Free 64 Male 1 Never First line IIIb -

56 Mut Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 129 Progression 65 Male 1 40 Second line or further V -

57 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 371 Free 66 Male 1 Never First line IV -

58 - Cohort 2 Non-specific single IO agents SD No 134 Progression 52 Male 1 Never Second line or further V -

59 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PD No 49 Progression 47 Male 1 Never First line IV -

60 - Cohort 2 Lung squamous cell carcinoma single IO agents PR Yes 157 Progression 74 Male 1 Never First line IV -

61 Mut Cohort 2 Lung adenocarcinoma single IO agents PR Yes 312 Free 66 Male 1 Never Second line or further IV -

62 - Cohort 2 Lung adenocarcinoma single IO agents PD No 34 Progression 72 Male 1 30 Second line or further V -

63 - Cohort 2 Lung squamous cell carcinoma single IO agents SD Yes 300 Progression 80 Male 1 Never First line IV -

64 - Cohort 2 Lung squamous cell carcinoma single IO agents PD No 82 Progression 66 Male 1 Never Second line or further V Yes

65 Mut Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy SD Yes 283 Free 46 Male 1 Never Second line or further V Yes

66 - Cohort 2 Lung squamous cell carcinoma IO+Chemotherapy PR Yes 420 Free 67 Male 1 Never First line IIIB -

67 - Cohort 2 Lung adenocarcinoma single IO agents PD No 31 Progression 78 Female 1 Never Second line or further IV Yes

68 Mut Cohort 2 Lung squamous cell carcinoma single IO agents PR Yes 172 Progression 67 Female 1 Never Second line or further IV Yes

69 Mut Cohort 2 Lung adenocarcinoma IO+Chemotherapy PR Yes 260 Free 60 Female 1 Never First line IV -

70 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PR Yes 192 Progression 61 Female 1 Never First line IV -

71 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 140 Progression 55 Male 1 Never Second line or further IV -

72 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PD No 83 Progression 50 Female 1 Never Second line or further IV Yes

73 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PD No 41 Progression 65 Male 1 Never Second line or further IV -

74 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy PD No 65 Progression 68 Male 1 35 First line IV -

75 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 269 Progression 73 Female 1 Never First line V -

76 Mut Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 236 Free 65 Male 1 Never First line V Yes

77 Mut Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 183 Progression 72 Male 1 Never Second line or further IV -

78 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 232 Progression 53 Female 1 Never Second line or further V -

79 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 163 Progression 61 Male 1 Never First line IV -

80 - Cohort 2 Lung adenocarcinoma single IO agents SD Yes 247 Progression 65 Female 2 Never Second line or further IV -

81 Mut Cohort 2 Lung adenocarcinoma single IO agents SD No 88 Progression 46 Female 1 Never Second line or further IV Yes

82 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 353 Free 76 Male 0 Never Second line or further IIB -

83 - Cohort 2 Non-specific single IO agents PR Yes 123 Progression 27 Female 1 Never First line IV -

84 - Cohort 2 Lung adenocarcinoma single IO agents PR Yes 147 Progression 55 Male 1 Never Second line or further V -

85 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 94 Progression 29 Male 1 30 Second line or further IV -

86 Mut Cohort 2 Lung adenocarcinoma single IO agents SD No 85 Progression 65 Male 1 Never Second line or further IV -

87 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 176 Progression 71 Male 1 Never Second line or further IIIB -

88 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 135 Progression 66 Male 1 30 Second line or further IV -

89 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 44 Progression 70 Male 1 25 First line -

90 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 59 Free 59 Female 1 Never Second line or further IV -

91 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD Yes 206 Free 75 Male 1 Never Second line or further IV -

92 - Cohort 2 Lung adenocarcinoma IO+Chemotherapy SD No 38 Progression 62 Male 1 Never Second line or further V Yes
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Table S3 Comparison of baseline characteristics

Cohort 1 (N=29) Cohort 2 (N=63) Combined cohort (N=92)

Age, years 54 [29-77] 65 [27-80] 61 [27-80]

Sex

Male 26 (89.7%) 48 (76.2%) 74 (80.5%)

Femail 3 (10.3%) 15 (23.8%) 18 (19.5%)

ECOG PS

0-1 27 (93.1%) 62 (98.4%) 89 (96.7%)

>=2 1 (3.4%) 1 (1.6%) 2 (2.2%)

Unknown 1 (3.4%) 0 (0.0%) 1 (1.1%)

Smoking history

Current or former smoker 18 (62.1%) 47 (74.6%) 65 (70.7%)

Never smoker 11 (37.9%) 16 (25.4%) 27 (29.3%)

Histology at diagnosis

Adenocarcinoma 19 (65.5%) 42 (66.6%) 61 (66.3%)

Squamous cell carcinoma 10 (34.5%) 17 (25.8%) 27 (29.4%)

Others 0 (0.0%) 4 (6.3%) 4 (4.3%)

History of radiotherapy

Yes 11 (37.9%) 16 (25.4%) 27 (29.3%)

No 18 (62.1%) 47 (74.6%) 65 (70.7%)

Regimen of anti-PD1 treatment

Anti-PD1 alone 12 (41.4%) 22 (34.9%) 34 (37.0%)

Combinational 17 (58.6%) 41 (65.1%) 58 (63.0%)

Line of anti-PD1 treatment

First 12 (41.4%) 27 (42.9%) 36 (39.1%)

Second or further 17 (58.6%) 36 (57.1%) 56 (60.9%)

RECIST best response

PR 7 (24.1%) 19 (30.2%) 26 (28.3%)

SD 19 (65.5%) 31 (49.2%) 50 (54.3%)

PD 3 (10.3%) 13 (20.6%) 16 (17.4%)

TTN mutation in ctDNA

Detected 10 (34.5%) 16 (25.4%) 26 (28.3%)

Absence 19 (65.5%) 47 (74.6%) 66 (71.7%)
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Table S4 Multivariable cox analysis

Parameter

Cohort 1 Cohort 2 Combined cohort

Univariate Multivariate Univariate Multivariate Univariate Multivariate

HR(95% CI) P-value HR(95% CI) P-value HR(95% CI) P-value HR(95% CI) P-value HR(95% CI) P-value HR(95% CI) P-value

Age, >=60 vs <60 1.60(0.65-3.93) 0.25 - - 0.63(0.34-1.25) 0.16 - - 0.73(0.44-1.21) 0.21 - -

Gender, male vs female 0.81(0.22-3.02) 0.73 - - 0.97(0.47-2.00) 0.92 - - 1.02(0.55-1.87) 0.96 - -

Pathologic type, LUSC vs non-LUSC 1.70(0.68-4.24) 0.20 - - 0.51(0.25-1.05) 0.12 0.61(0.25-1.48) 0.27 0.86(0.49-1.51) 0.62 - -

Regimen, single vs combinational 1.41(0.61-3.27) 0.38 - - 1.71(0.87-3.38) 0.09 1.70(0,89-3.22) 0.15 1.64(0.97-2.78) 0.05 1.53(0.91-2.58) 0.11

Line, first line vs further 0.76(0.33-1.71) 0.48 - - 0.63(0.34-1.20) 0.17 - - 0.68(0.42-1.14) 0.15 0.72(0.42-1.22) 0.23

History of radiotherapy, yes vs no 0.96(0.42-2.21) 0.92 - - 1.04(0.49-2.22) 0.91 - - 1.08(0.62-1.89) 0.78 - -

TTN, mutation vs wildtype 0.40(0.18-0.90) 0.03 0.39(0.15-1.00) 0.05 0.52(0.27-1.02) 0.09 0.56(0.25-1.23) 0.11 0.49(0.29-0.82) 0.02 0.47(0.26-0.85) 0.01
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