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Correlation of polymorphism of MMP-3 gene with the risk
of type 2 diabetic retinopathy
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Abstract Objective: To determine the correlation between polymorphism at MMP-3 gene and risk of type 2 diabetic
retinopathy (DR). Methods: In a hospital-based case-control study, MMP-3 SNP was genotyped by polymerase
chain reaction-restrictive fragment length polymorphism (PCR-RFLP) analysis in 195 diabetic retinopathy
patients, 205 diabetes mellitus patients and 261 healthy persons as control. Results: There is no significant

difference between the Control groups, DM group and DR group in allele or genotype distributions of MMP-
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3-1171 SA/6A (P=0.474 and P=0.407). There is no significant difference between the NPDR and PDR group
in allele or genotype distributions of MMP-3-1171 SA/6A (P=0.724 and P=0.820). Conclusion: There is no
significant difference between the Control groups, DM group and DRgroup in allele or genotype distributions of
MMP-3 -1171 SA/6A.
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Table 1 The genotype of MMP-3-1171 SA/6A in diabetes mellitus without diabetic retinopathy patients, diabetic retinopathy

patients and their healthy controls

G| X HEZH [n=261 (%)]

M PRI 4
[n=205 (%)]

PR P Y [ 72 41 X E PfH
[n=195 (%)]

MMP-3-1171 SA/6A genotype

6A/6A 176 (67.4)
SA/6A 74 (28.4)
SA/SA 11 (4.2)

141 (68.8) 120 (61.5)
53(25.9) 66 (33.8) 3.537 0.474
11 (54) 9 (4.6)

R2MMP-3-1171 SA/6A SNPH) S B F R R A EEXRA . HRFANERFHLMEREAEPHS
Table 2 The allelotype frequency of MMP-3-1171 SA/6A in diabetes mellitus without diabetic retinopathy patients, diabetic

retinopathy patients and their healthy controls

G| XHEL [n=261 (%)]

WEPR IR
[n=205 (%)]

PRI R DX A 22 2 gl Pd
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-1171 SA/6A allelotype
6A 426 (81.6)
SA 96 (18.4)

335 (81.7)
75 (18.3)

306 (78.5) 1.800 0.407
84 (21.5)
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Table 3 The genotype and allelotype frequency of MMP-3-1171 SA/6A in nonproliferation diabetic retinopathy patients and

proliferation diabetic retinopathy
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-1171 SA/6A genotype

6A/6A 138 (90.7)

SA/6A 12 (7.9)

SA/SA 2(1.4)
-1171 SA/6A allelotype

6A 288 (94.7)

SA 16 (5.3)

39 (90.7)
4(9.3) 0.647 0.724
0(0)

82 (95.3) 0.052 0.820
4(4.7)
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