IncRNA
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

gene
ZNF692
HSF4
CDK10
KIFC2
ANKS3
HDACI10
TAF1C
BRICD5
CENPT
TAZ
WDR90
EME2
DPH7
CHTF18
KIAA0895L
ANKRD13D
INPP5E
CCNL2
SAPCD1
PRKRIP1
MRNIP
LIME1
LENGS
SCX
KMT5C
CLASRP
NPEPL1
RHPN1
CDK5RAP3
UBXN11
FAM193B
KLHL17
RECQL4
SNRNP70
ACAP3
GIGYF1
ATAD3B
MAPKS8IP3
ANKZF1
TRMT1
CCDCT78
TRMU
PIDD1
CAPN10
DDX51
PIF1
TUBGCP6
TNFRSF25
KRTAP5-1
LCN12
SNAPC4
TEPSIN
CCDC130
ZNF316
PABPCI1L

gene type
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

cor

7.26E-01
7.17E-01
0.691
0.691
0.686
0.684
0.678
0.676
0.667
0.667
0.663
0.659
0.655
0.654
0.654
0.651
0.65
0.649
0.649
0.647
0.646
0.643
0.643
0.641
0.641
0.64
0.64
0.639
0.639
0.638
0.636
0.636
0.633
0.632
0.631
0.629
0.628
0.627
0.626
0.625
0.623
0.622
0.62
0.62
0.618
0.617
0.616
0.615
0.614
0.614
0.614
0.612
0.61
0.608
0.607

pvalue

1.59E-86
1.73E-83
3.79E-75
4.39E-75
1.36E-73
4.44E-73
2.7E-71
6.73E-71
2.32E-68
2.49E-68
2.7E-67
2.65E-66
4.1E-65
8.18E-65
8.65E-65
4.08E-64
7.79E-64
1.28E-63
1.31E-63
4.97E-63
7.68E-63
3.55E-62
4.9E-62
1.03E-61
1.44E-61
2.41E-61
2.83E-61
2.99E-61
5.17E-61
8E-61
1.74E-60
2.38E-60
8.91E-60
1.69E-59
3.66E-59
1.15E-58
1.45E-58
2.68E-58
4.32E-58
9.16E-58
3.16E-57
4. 54E-57
9.9E-57
1.08E-56
3.13E-56
5.03E-56
1.01E-55
1.95E-55
2.31E-55
2.38E-55
2.99E-55
7.79E-55
2.1E-54
6.17E-54
7.67E-54



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

ENO3
TJAP1
AGAP3
PBX4
CHKB
CCDC57
PJA2

ANO9
ARLGIP4
PPP2R3B
DXO
AKAP17A
TEN1-CDK3
PGGHG
NOL12
DHX34
ATG4B
MLXIPL
CLK2
ARHGAP33
PILRB
AL121845.3
PUS1
RADYA
ZNF335
PLXNA3

JMID7-PLA2G4B
ABHD14A-ACY1

UCN
AGAPG6
AGER
FBF1
NDOR1
ARFGAP1
LRRC14
TONSL
PHKG2
PLXNB1
SPPL2B
IL6ST
Clorf159
ZMIZ2
BRAT1
TELO2
GNA13
MTG1
SLC12A9
KAT2A
DAZAP1
DENND4B
ATXN7L2
GTPBP3
LY6G5B
D2HGDH
SLC4A2
STX1A

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.604
0.603
0.598
0.597
0.596
0.596
-0.595
0.594
0.593
0.591
0.59
0.59
0.589
0.587
0.587
0.586
0.585
0.584
0.58
0.577
0.577
0.576
0.576
0.574
0.574
0.574
0.574
0.572
0.571
0.571
0.571
0.571
0.571
0.57
0.569
0.568
0.568
0.568
0.567
-0.567
0.566
0.563
0.563
0.563
-0.562
0.561
0.56
0.559
0.559
0.558
0.558
0.558
0.557
0.557
0.557
0.557

3.92E-53
6.19E-53
7.25E-52
1.18E-51
1.66E-51

1.9E-51
3.49E-51
6.16E-51
7.88E-51
2.13E-50
3.23E-50
4.36E-50
4.65E-50
1.43E-49
1.48E-49
1.86E-49
3.08E-49
7.26E-49
3.82E-48
1.32E-47
1.35E-47
1.98E-47
2.73E-47
4.58E-47
4.68E-47
4.97E-47
6.47E-47
1.29E-46
1.84E-46
1.88E-46
2.03E-46
2.24E-46
2.47E-46
2.63E-46

4.5E-46
8.68E-46
8.77E-46
9.12E-46
9.88E-46
1.11E-45
1.54E-45
5.98E-45
6.01E-45
7.37E-45
1.21E-44
1.61E-44
2.63E-44

3.7E-44
3.86E-44
6.06E-44
6.11E-44
6.58E-44
7.38E-44
7.73E-44
7.99E-44
8.08E-44



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

AC010973.2
AC010973.2

AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

PRSS53
CSAD
E4F1
KLHDC4
SEL1L
ZNF783
SPRN
RSBN1
RHOT?2
FBXLS8
TMEM120B
GATD1
ZMYND19
UCKL1
MTA1
ENGASE
NCK1
PAXX
MAPK15
CALMLG6
NBEAL2
ATP6V1FNB
RNF11
ING5
CPNE7
LRP5L
LPIN3
RAP1A
MICALL2
DOCK®6

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

RTEL1-TNFRSF6E protein_coding

STAM2
PPM1A
LTB4R
TRAK?2
TROAP
HCFC2
RCCD1
IRF3
YIPF5
ADCK5
LTO1
SRRT
NAT9
MROH1
SPG7

EGFLS8
E2F1

SERINC1
PPP1R35
MAMDC4
BCS1L
TRMT2A
LMNTD2
PAN2
ATP2A1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.556
0.556
0.555
0.554
-0.553
0.553
0.552
-0.552
0.551
0.55
0.55
0.55
0.549
0.549
0.549
0.548
-0.548
0.547
0.547
0.546
0.544
0.544
-0.543
0.543
0.542
0.542
0.542
-0.542
0.542
0.542
0.542
-0.541
-0.541
0.541
-0.541
0.541
-0.541
0.54
0.54
-0.54
0.539
0.539
0.538
0.538
0.537
0.536

0.536
0.536

-0.536
0.535
0.535
0.535
0.535
0.534
0.534
0.534

1.22E-43
1.58E-43
2.39E-43
3.12E-43
5.02E-43
5.64E-43
5.92E-43
7.99E-43
9.91E-43
1.76E-42
1.77E-42
1.83E-42
2.32E-42
2.53E-42
2.73E-42
3.08E-42
3.37E-42
5.75E-42
6.35E-42
7.06E-42
1.54E-41
1.55E-41
2.49E-41
2.58E-41
3.47E-41
3.58E-41

3.7E-41
3.96E-41
4.06E-41
4.36E-41
4.85E-41
4.99E-41
5.65E-41
5.94E-41
6.24E-41
7.26E-41
7.39E-41
7.65E-41
8.23E-41
8.57E-41
1.18E-40
1.58E-40
1.67E-40
1.74E-40
3.38E-40
3.69E-40

3.74E-40
3.79E-40

4.35E-40
5.38E-40

6.2E-40
6.22E-40
6.74E-40
8.72E-40
1.03E-39
1.07E-39



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

GPS2
HCN3
TMEM184C
DNASE1L2
RTKN
INPPL1
TAB2
RAB8B
NSUN5
LUC7L
CPSF4
FASTK
MIER1
UBE2J1
EVI2A
FBRSL1
MBNL1
KIF18B
AC040162.1
ARRDC1
PRR22
RAB24
GTF2IRD1
CPSF1
AKAPSL
BOP1
ZNF598
FBXO8
DDX56
DDX11
INO8OE
ZNF276
IZUMO4
FBXL6
ASPSCR1
ZGPAT
WDR62
FBXL5
SIN3B
MXD3
ATAT1
PAM16
TMEMB86B
CEP131
GNG12
ANKRD13B
CSNKI1E
EIF2AK3
ADAMTS13
SHOC2
MPP5
PKMYT1
LEPROT
KCNJ14
MSH5
AP5Z1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.533
0.533
-0.533
0.532
0.532
0.532
-0.532
-0.531
0.531
0.531
0.53
0.53
-0.529
-0.529
-0.529
0.529
-0.528
0.528
0.528
0.528
0.528
0.528
0.528
0.528
0.527
0.527
0.527
-0.526
0.526
0.526
0.526
0.525
0.524
0.524
0.523
0.523
0.523
-0.523
0.523
0.523
0.522
0.522
0.522
0.522
-0.522
0.521
0.521
-0.521
0.521
-0.52
-0.52
0.52
-0.52
0.519
0.519
0.518

1.33E-39
1.49E-39
1.58E-39
1.84E-39
1.94E-39
2.08E-39
2.16E-39
2.86E-39
2.96E-39
2.97E-39
4.69E-39
5.22E-39
5.95E-39

6.2E-39
7.12E-39
7.74E-39
8.42E-39
8.68E-39

8.7E-39
8.84E-39
9.25E-39
1.05E-38
1.09E-38

1.1E-38
1.28E-38
1.33E-38
1.35E-38
1.87E-38
2.16E-38
2.35E-38
2.42E-38
2.65E-38
4.25E-38

5.3E-38
5.45E-38
6.31E-38
6.95E-38
7.52E-38
7.69E-38
7.71E-38
8.31E-38
9.26E-38
9.31E-38
1.05E-37
1.07E-37
1.18E-37
1.27E-37
1.27E-37
1.37E-37
1.78E-37
1.92E-37
1.95E-37
2.29E-37

2.6E-37
2.62E-37
3.56E-37



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

STX12
PTCD1
IDUA
DNAJB4
HAUS7
ARVCF
GNG2
LYSMD3
SNRK
TNPO2
FGL2
PASK
Clorf35
SPPL2A
TLR1
S0S2
ILF3
PLEKHG5
STK17B
APPBP2
MAN2C1
RECS
NOXA1l
MIIP
SPOUT1
DDX39B
XRCC3
PRELID3A
TMEM259
CYHR1
HAUS5
NPIPB5
CTSO
TEDC?2
STK36
SAP25
WDR59
DRD4
SKIV2L
ABCB6
NCOA4
NUDT1
PRR7
DUSIL
PPP1R32
FCHO2
NEK7
VPS4B
DVL1
EIF3B
WDRY7
CDC14A
DBF4B
FAM114A2
QTRT1
NEK1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

-0.518
0.518
0.517

-0.516
0.516
0.516

-0.516

-0.516

-0.516
0.516

-0.516
0.516
0.515

-0.515

-0.514

-0.514
0.514
0.514

-0.513

-0.513
0.513
0.512
0.512
0.512
0.512
0.512
0.512
0.511
0.511
0.511
0.511
0.511

-0.51
0.51
0.51
0.51
0.51

0.509
0.509
0.508

-0.507
0.507
0.507
0.506
0.506

-0.506

-0.506

-0.506
0.505
0.505

-0.505

-0.504
0.504

-0.504
0.504

-0.504

3.64E-37
3.74E-37
5.54E-37
7.23E-37
7.56E-37
7.58E-37
7.61E-37
7.96E-37
8.23E-37
8.65E-37
8.92E-37
9.12E-37
1.42E-36
1.49E-36
1.6E-36
1.89E-36
1.89E-36
2E-36
2.39E-36
2.55E-36
2.95E-36
3.31E-36
3.37E-36
3.4E-36
4.27E-36
4.31E-36
4.46E-36
4.48E-36
4.53E-36
4.68E-36
5.15E-36
5.7E-36
6.58E-36
6.95E-36
7E-36
7.87E-36
8.18E-36
1.08E-35
1.11E-35
1.57E-35
2.21E-35
2.23E-35
2.36E-35
2.7E-35
2.87E-35
2.94E-35
3.15E-35
3.72E-35
4.75E-35
4.82E-35
5.19E-35
5.59E-35
6.07E-35
6.27E-35
6.57E-35
7.71E-35



AC010973.2
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AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

HOOK?2
SH3GLB1
PHF19
RAB27A
PLA2G4B
AC023509.3
CCNG2
APBB3
SNX6
FAAP100
SPATAS3
CD302
CCDC189
POLM
NPIPB11
ANAPC2
PCGF5
SFI1
CYBRD1
STK25
GPR34
KAT2B
CHRNAI10
SELENOO
PDLIM5
AP1G2
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9.41E-29
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1.22E-28
1.27E-28
1.27E-28
1.33E-28
1.36E-28
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1.48E-28
1.52E-28
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1.6E-28
1.72E-28
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1.91E-28
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2.09E-28
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2.36E-28
2.38E-28
2.64E-28
2.65E-28
2.68E-28
2.87E-28
2.88E-28
3.02E-28
3.07E-28
3.09E-28
3.17E-28
3.68E-28
3.88E-28
3.94E-28
4.54E-28
5.12E-28
5.46E-28
5.46E-28
5.48E-28
5.57E-28
5.61E-28

5.7E-28
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DPP7
CAPN15
CCDC24
GNB1L
AGAP9
NFKBID
CLIC2
RNF208
HIPK3
STXBP5
YDJC
LHFPL2
MTG2
RNF126
EIF2B5
HEXDC
RBMS3
TMEM234
FAM107B
PTDSS2
TRMT61A
FPGS
MIB2
SBF1
PANK3
NPRL3
USP20
ZNF444
RBM19
CPM
AKT2
PRR14
TTLL3
DOCK10
UBALD1
SOS1
DSEL
PALLD
PLN
TMED7
PIGN
REXO1
FBX041
ALG3
RRP1
YPEL2
SMPD4
C7orf43
SNRPA
RRP9
CCHCR1
SYMPK
PTPRC
BCL2L12
TSNARE1
NPIPB3
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6.23E-28
6.26E-28
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6.45E-28
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7.98E-28
8.07E-28
8.31E-28
8.55E-28
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9.18E-28
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9.45E-28
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1.18E-27
1.24E-27
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1.32E-27
1.33E-27
1.37E-27
1.39E-27
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1.46E-27
1.52E-27
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1.58E-27
1.65E-27
1.65E-27
1.68E-27
1.75E-27
1.76E-27
1.79E-27
1.84E-27
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NRBP2
GET4
IRAK1
RAB30
EMD
FAM129A
FYB1
DCST1
SLCO4A1
SSPN
PDESA
RBM43
GIMAP4
TCP11L1
YPEL5
ZNF74
AKAPS
IPO4
HIP1R
SLC3A2
EVPL
XAB2
PRKAR1A
ARHGEF6
UNKL
TOP1IMT
ITGA4
NPIPA1
FAM229A
PPT2-EGFLS8
STK11IP
TWSG1
PAHTM
LONP1
GNB4
WDR74
ZNF699
THOP1
ARHGAP15
UBTD2
NKD2
RNF224
SUV39H1
ENKD1
ACAD9
GABRE
TMUB1
TPS3INP1
PACS2
MFSD10
GAS8
UGP2
TTC33
ATE1
USP38
PREX2
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2.09E-27
2.16E-27
2.19E-27
2.23E-27
2.25E-27
2.33E-27
2.34E-27
2.46E-27
2.53E-27
2.56E-27
2.66E-27
2.TE-27
2.82E-27
2.99E-27
3E-27
3.07E-27
3.18E-27
3.27E-27
3.29E-27
3.39E-27
3.48E-27
3.49E-27
3.64E-27
3.65E-27
3.69E-27
3.78E-27
3.84E-27
4.08E-27
4.21E-27
4.48E-27
4.57E-27
4.61E-27
4.61E-27
4.76E-27
4.81E-27
4.88E-27
4.92E-27
4.97E-27
5.08E-27
5.18E-27
5.47E-27
5.47E-27
5.66E-27
5.67E-27
5.76E-27
5.9E-27
5.98E-27
6.14E-27
6.22E-27
6.26E-27
6.27E-27
6.38E-27
6.78E-27
7.27TE-27
7.66E-27
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CSNK1G2
CREBRF
USO1
TERT
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protein_coding
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44084 protein_coding

SGCB
JAM2
PSMG3
REX04
PLXNC1
PMPCA
MBD3
EXOSC2
PPAN
PIEZO1
HELQ
UBE2S
CNTN1
ARFIP1
ZNF707
FYTTD1
FANCA
ESPL1
DMXL1
LIFR
PDCD6IP
GAPT
RELL2
MRPL55
PIGK
PLCL2
SCN9A
RNF180
MEF2A
ADRM1
GPR65
WDR27
TNK2
TRAPPCS
VEGFA
PLCG1
DENND1B
GMFB
STX16-NPEPL1
FCHSD2
ZGLP1
CLIP4
CACTIN
SLC25A46
CRK
PIGQ
PRMT7
IL1R1
MAN2A2
LYVE1L
UGCG
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7.86E-27
8.38E-27
8.67E-27
9.84E-27
9.87E-27
9.99E-27
1.04E-26
1.05E-26
1.08E-26
1.11E-26
1.11E-26
1.15E-26
1.16E-26
1.16E-26
1.18E-26
1.21E-26
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1.48E-26
1.49E-26
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1.94E-26
1.97E-26
1.97E-26
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2.13E-26
2.18E-26
2.18E-26
2.19E-26
2.25E-26
2.29E-26
2.39E-26
2.45E-26
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2.6E-26
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WDR34
ZC3H3
DOHH
CDC37
LEPR
GIT1
HERPUD1
TMEM262
FRS?2
ZDHHCS
USP33
MED25
SPIRE2
MRPL38
HIGD1A
KCNAB1
GRK?2
SPC24
KRAS
TRAPPC11
ETV4
NBEAL1
CPEB2
WDR4
MORC2
DPM2
ETS1
YJEFN3
TLR8
CFH
ATGIB
KCP
BUD23
GNAQ
AXINL

ATL3
TMEMG3A
FSCN2
ABHD11
COL4A3BP
LIG1
MIER2
LIPA
PLXDC2
TAF6L
NEGR1
NSUN3
SGTB
TPS3113
PYCR2
CHL1
SPACA4
FZR1
PDE1A
KIFC1
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2.91E-26
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2.99E-26
3E-26
3.06E-26
3.11E-26
3.12E-26
3.12E-26
3.19E-26
3.19E-26
3.26E-26
3.3E-26
3.48E-26
3.5E-26
3.55E-26
3.61E-26
3.61E-26
3.66E-26
3.82E-26
3.87E-26
3.88E-26
3.89E-26
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4.13E-26
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4.27E-26
4.62E-26
4.64E-26
4.71E-26
4.72E-26
4.79E-26
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5.18E-26
5.32E-26
5.45E-26
5.87E-26
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6E-26
6.47E-26
6.52E-26
6.69E-26
6.81E-26
6.92E-26
6.98E-26
7.28E-26
7.32E-26
7.84E-26
8.04E-26
8.49E-26
8.74E-26
8.76E-26
8.8E-26
8.86E-26
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9.61E-26
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MAP3K2
NPHP4
EME1
CDH24
Cl6orf72
ZNF24
CARD14
MAT2B
DDR2
MS4A7
GALNT1
ZNF142
CRAMP1
CTTNBP2NL
GABPA
HSPA13
TET2
C1QTNF7
DGCRS8
FBXL19
SGPP1
CDKL1
SLC52A2
ARFRP1
SAC3D1
ANGPT1
ANKRD12
ARRDC4
FLYWCH1
RASSF7
FEZ2
GPR183
PURA
NELFA
CHMP2B
LAGE3
CYBB
RNF141
WDRA47
SMG5
ITGB1
METTL14
BMPR2
FANCG
AMDHD2
PNRC1
SLC9A9
CCNYL1
PPP3CB
PPIP5K2
SMCHD1
POLD2
HBP1
FAS
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PPP2R3C
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-0.434
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-0.434

-0.434

-0.434

-0.433
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-0.433

-0.433

-0.433

-0.433

9.66E-26
9.91E-26
1.01E-25
1.02E-25
1.06E-25
1.1E-25
1.1E-25
1.11E-25
1.15E-25
1.15E-25
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AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

MEPCE
IQGAP1
ADAM10
USP8
ABRAXAS1
BLZF1
SARS2
HACD2
FECH
LXN
LRRK2
FBXO33
SLC25A39
DCUN1D2
TRAF4
THEMG6
VAC14
RBCK1
B3GAT3
SWAP70
CLN6
SPCS3
PLD1
NELFCD
USP53
TXNDC15
ZNF696
PDE4DIP
CIAO3
ATMIN
TMEM150A
OGN
ARHGAP31
SLC2A4RG
C5orfl15
ZFANDG6
RSRP1
CD69
TMPRSS9
RCAN1
RYBP
DDX54
MAN1A1
SURF2
CTSS
SRGN
FOXK1
ARNT
RFX1
LBX2
TOMM34
LRCH2
LRRC20
GRB7
PRKCB
CPED1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.415
-0.414
-0.414
-0.414
-0.414
-0.414

0.414
-0.414
-0.414
-0.414
-0.414
-0.414

0.414

0.414

0.414

0.414

0.414

0.414

0.414
-0.413

0.413
-0.413
-0.413

0.413
-0.413
-0.413

0.413
-0.413

0.413
-0.413

0.413
-0.413
-0.413

0.412
-0.412
-0.412

0.412
-0.412

0.412
-0.412
-0.412

0.412
-0.412

0.412
-0.412
-0.412

0.412
-0.412

0.412

0.412

0.412
-0.412

0.412

0.412
-0.411
-0.411

4.59E-23
5E-23
5.01E-23
5.04E-23
5.05E-23
5.08E-23
5.27E-23
5.29E-23
5.34E-23
5.43E-23
5.45E-23
5.47E-23
5.51E-23
5.53E-23
5.65E-23
5.68E-23
5.73E-23
5.86E-23
6.05E-23
6.74E-23
7.05E-23
7.13E-23
7.15E-23
71.22E-23
7.24E-23
7.3E-23
7.33E-23
7.47E-23
7.49E-23
7.53E-23
7.55E-23
7.73E-23
7.93E-23
8.1E-23
8.21E-23
8.21E-23
8.26E-23
8.35E-23
8.37E-23
8.48E-23
8.53E-23
8.8E-23
8.8E-23
8.81E-23
8.91E-23
9.04E-23
9.1E-23
9.24E-23
9.27E-23
9.35E-23
9.44E-23
9.5E-23
9.89E-23
1.03E-22
1.06E-22
1.07E-22



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

PFDN2
MSRB3
ABCA1l
SAMD9
PPFIA3
EDEM3
FASN
CFAP54
ASB16
TM7SF2
AIDA
RIOK3
FPGT
TOMMA40
DAGLB
PSEN1
TMEM167B
CYP7B1
KIF12
PRKACB
CD36
RABEP2
SWT1
RASSF2
DMAP1
TCEALY
CDK18
KCTD12
ARMCG6
RDH13
METTL1
MAF
CGGBP1
ZNF653
TMEMZ255A
FAM172A
uSP21
CAST
SLC35A3
PPP3CA
MICU3
GPR82
STRN3
EGLN1
SLC25A10
PABPCS5
MAPK1
REM2
PTBP1
ANK?2
CEP85L
CIPC
AGGF1
ZDHHC15
SMAD2
METTL22

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0411
-0.411
-0.411
-0.411

0411
-0.411

0.411
-0.411

0.411

0.411
-0.411
-0.411
-0.411

0.411

0.411
-0.411
-0.411
-0.411

0.41
-0.41
-0.41

0.41
-0.41
-0.41

0.41
-0.41

0.41
-0.41

0.41

0.41

0.41
-0.41
-0.41

0.41
-0.41
-0.41

0.41
-0.41
-0.41

-0.409
-0.409
-0.409
-0.409
-0.409

0.409
-0.409
-0.409

0.409

0.409
-0.409
-0.409
-0.409
-0.409
-0.409
-0.409

0.409

1.09E-22

1.1E-22
1.14E-22
1.14E-22
1.16E-22
1.18E-22
1.18E-22
1.19E-22
1.19E-22
1.22E-22
1.23E-22
1.23E-22
1.24E-22
1.28E-22
1.28E-22
1.33E-22
1.34E-22
1.34E-22
1.36E-22
1.38E-22
1.39E-22

1.4E-22
1.41E-22
1.45E-22

1.5E-22
1.52E-22
1.53E-22
1.56E-22
1.56E-22
1.58E-22

1.6E-22
1.61E-22
1.64E-22
1.67E-22
1.67E-22
1.71E-22
1.72E-22
1.73E-22
1.74E-22
1.75E-22
1.75E-22
1.76E-22
1.77E-22

1.8E-22
1.86E-22
1.88E-22
1.92E-22
1.94E-22
1.94E-22
1.96E-22
1.96E-22
2.05E-22
2.06E-22
2.08E-22
2.09E-22
2.11E-22



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

ABI1
PLEKHN1
CENPC
FAM8BA1
TXNIP
RBBP8SNL
OSBPL11
LIX1L
SLC35F5
METTL24
ISCA1
GPBP1L1
FBL
SCN7A
ACTR10
STX7
DPP8
TMEM184A
RASSF6
NLGN4X
WRNIP1
RABL3
WDR18
GRIN3B
PPP2R2B
CCDC61
ASCL?2
PLK1
FAAP20
CCDC80
RP9

FPR3
OPLAH
CLEC9A
CULS
PPP1R12A
CDK14
MS4A4A
MAMDC2
B3GALT6
MANEA
TCOF1
PDF
FAM13B
CAMSAP3
EXOSC4
LPP
PPM1L
ANO8
ZHX1
POP7
PTP4A1l
CCM2
ZNF593
APAM1
BICDL1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

-0.409
0.409
-0.409
-0.409
-0.409
0.408
-0.408
-0.408
-0.408
-0.408
-0.408
-0.408
0.408
-0.408
-0.408
-0.408
-0.408
0.408
-0.408
-0.408
0.408
-0.408
0.408
0.408
-0.408
0.408
0.407
0.407
0.407
-0.407
0.407
-0.407
0.407
-0.407
-0.407
-0.407
-0.407
-0.407
-0.407
0.407
-0.407
0.407
0.406
-0.406
0.406
0.406
-0.406
-0.406
0.406
-0.406
0.406
-0.406
0.406
0.406
0.406
0.406

2.13E-22
2.14E-22
2.16E-22
2.18E-22
2.18E-22
2.28E-22

2.3E-22
2.37E-22
2.42E-22
2.43E-22
2.51E-22
2.52E-22
2.55E-22
2.57E-22
2.58E-22
2.58E-22
2.59E-22
2.62E-22
2.62E-22
2.67E-22
2.69E-22
2.74E-22
2.79E-22
2.81E-22
2.81E-22
2.89E-22
2.93E-22
2.94E-22
2.94E-22
2.96E-22
3.12E-22
3.21E-22
3.21E-22
3.27E-22
3.28E-22

3.3E-22
3.37E-22
3.59E-22

3.6E-22

3.7E-22
3.74E-22
3.74E-22
3.79E-22
3.81E-22
3.91E-22
3.94E-22
3.96E-22
4.06E-22
4.07E-22

4.2E-22

4.2E-22
4.31E-22
4.41E-22
4.58E-22
4.61E-22
4.64E-22



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

SCAF1
RASSF8
NELFB
ODF2
FERMT2
CD86
LPAR1
SCFD1
EML3
ALDH4A1
ZFP41
EEFSEC
GBE1
DHX30
JAK2
FEM1C
ZNF296
EVI5
CRYBB3
VGLL3
CDK17
AGPS
RUVBL?2
GALNTY7
HSPBP1
SOCSS5
COPS6
GIN1
SCYL2
LZIC
ORC6
PLS1
CCDCB88A
NOC2L
CASD1
ACBD3
WDR48
STK17A
SMAD4
TAGAP
NCAPH2
APPL1
PRMT1
NPIPB13
SULT2B1
TMEMS56
DSE
SAR1B
LRRC61
EMCN
DSC2
BNIP3L
EPHB4
RBM10
AFF4
RCSD1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.406
-0.406
0.406
0.406
-0.405
-0.405
-0.405
-0.405
0.405
0.405
0.405
0.405
-0.405
0.405
-0.405
-0.405
0.405
-0.404
0.404
-0.404
-0.404
-0.404
0.404
-0.404
0.404
-0.404
0.404
-0.404
-0.404
-0.404
0.404
-0.404
-0.404
0.403
-0.403
-0.403
-0.403
-0.403
-0.403
-0.403
0.403
-0.403
0.403
0.403
0.403
-0.403
-0.403
-0.403
0.403
-0.403
-0.403
-0.403
0.403
0.403
-0.403
-0.403

4.75E-22
4.81E-22
4.83E-22
4.84E-22

4.9E-22
4.95E-22
4.96E-22
4.99E-22
5.07E-22
5.11E-22
5.22E-22
5.24E-22
5.26E-22
5.41E-22
5.76E-22
6.05E-22
6.18E-22

6.4E-22
6.57E-22
6.63E-22
6.66E-22
6.67E-22
6.69E-22
6.81E-22
6.82E-22
6.96E-22
7.21E-22
7.37E-22
7.47E-22
7.61E-22
7.68E-22
7.73E-22
7.93E-22
8.35E-22
8.36E-22

8.4E-22
8.43E-22
8.53E-22
8.86E-22
8.87E-22
8.93E-22
9.05E-22
9.13E-22
9.24E-22
9.43E-22
9.44E-22
9.47E-22
9.52E-22
9.53E-22
9.58E-22
9.63E-22
9.66E-22
9.66E-22
9.88E-22
9.89E-22
1.01E-21



AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2
AC010973.2

ADGRG1
SCIMP
RNF150
SPTBN2
TMEM175
TTLL4
GDI1
LRCH4
KLHL20
Clz1
MS4A6A
TEDC1
ARHGAP5
CHD9
LMBR1L
ZNF786
CD84
DECR2
RNF44
CSF2RB
EXD3
VTAL
GCNT4
PKP3
LIN7B
KIAA0825
U2AF1L4
PVR
TIMM17B
ERCC2
ZNF789
GPR141
GAREM1
FCHSD1
BORCS7
TMEM100
MSANTD1
MGAT4A
COMTD1
MYCT1
PHKB
FBX0O46
TMEMO91
CCDC154
GNAI3
CXorf21
DIRC2
PEX16
ASIC1
ZNF628
RPL28
ARMCS8
PDCL
SLC26A6
TRAP1
CYP1B1

protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding
protein_coding

0.403
-0.403
-0.402

0.402

0.402

0.402

0.402

0.402
-0.402

0.402
-0.402

0.402
-0.402
-0.402

0.402

0.402
-0.402

0.402

0.402
-0.402

0.402
-0.402
-0.401

0.401

0.401
-0.401

0.401

0.401

0.401

0.401

0.401
-0.401
-0.401

0.401
-0.401
-0.401

0.401
-0.401

0.401
-0.401
-0.401

0.401

0.401

0.401
-0.401

-0.4
-0.4
0.4
0.4
0.4
0.4
-0.4
-0.4
0.4
0.4
-0.4

1.03E-21
1.03E-21
1.04E-21
1.04E-21
1.05E-21
1.06E-21
1.07E-21
1.1E-21
1.11E-21
1.16E-21
1.17E-21
1.18E-21
1.19E-21
1.2E-21
1.24E-21
1.24E-21
1.26E-21
1.29E-21
1.3E-21
1.32E-21
1.32E-21
1.33E-21
1.34E-21
1.35E-21
1.36E-21
1.37E-21
1.38E-21
1.39E-21
1.41E-21
1.41E-21
1.42E-21
147E-21
1.47E-21
147E-21
1.5E-21
1.51E-21
1.58E-21
1.58E-21
1.59E-21
1.62E-21
1.63E-21
1.65E-21
1.65E-21
1.69E-21
1.7E-21
1.75E-21
1.91E-21
1.94E-21
1.95E-21
1.97E-21
2E-21
2.07E-21
2.13E-21
2.13E-21
2.16E-21
2.18E-21



AC010973.2 CPNE1 protein_coding 0.4 2.2E-21
AC010973.2 FAM160B1 protein_coding -0.4 2.2E-21



