Supplementary

Table S1 Individual conversion rates of each sample

Sample Ratio

Control-1 0.99224
Control-2 0.991674
Control-3 0.99035
IP-1 0.992051
IP-2 0.992087
IP-3 0.992223
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Enrichment plot: G0O:0022403 cell cycle phase Enrichment plot:GO:0051320 S phase
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Figure S1 GSEA plots showing the most enriched gene sets in the IP group and the control group.
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