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Table S2 The probe sequences and primers for qRT-PCR in the experiment

Gene Primer sequence

MERGE.27685.3 F: TTCCTCTGCGCCAGAAGAAG; R: TCTTGCCCAAACACCTGGTT

NONRATT007883.2 F: GTCCCTAAGCCTAACCTGCG; R: GTCTTGTCCGAGGTGTGAGG

MERGE.6154.9 F: CACAGCCACTGCACACTTTC; R: CCTCAGGCTGATGGCAAAGA

MERGE.18820.19 F: GTGAAACGTGAGGGGCAAAC; R: CTCTCCCTTCACCTTGCAGG

GAPDH F: TCCAGTATGACTCTACCCACG; R: CACGACATACTCAGCACCAG

A B C

Figure S1 General observation of fresh wound (A), gauze group (B) and NPWT group (C). NPWT, negative pressure wound therapy.


