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Figure S1 Bioinformatic analysis of downregulated miRNAs. (A) GO analysis of downregulated miRNAs. (B) KEGG analysis of 
downregulated miRNAs. miRNAs, microRNAs; GO, Gene Ontology; KEGG, Kyoto Encyclopedia of Genes and Genomes.

Figure S2 Bingo network of miR-432-5p target genes. The whole image of Figure 3D. 
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Figure S3 The predictive results of SCNN1A and SCNN1G showing their binding capacities to miR-432. miRNA, microRNA; 3'UTR, 
3'untranslated region. 


