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Figure S1 Metascape analyses for STRING expansion list of differentially expressed genes obtained from samples grouped by: (A) 
metastasis. (B) MSI-H. (C) Metastasis in MSI-H. (D) Immunity-related genes in metastasis. STRING, Search Tool for the Retrieval of 
Interacting Genes; MSI-H, microsatellite instability-high.
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Figure S2 STRING network analysis of differentially expressed genes in MSI-H CRC. Red, blue, and red designating genes are flagged 
as being associated with potentially oncogenic processes, like stem cell regulation and DNA transcription. STRING, Search Tool for the 
Retrieval of Interacting Genes; MSI-H, microsatellite instability-high.


