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Figure S1 Study flow chart. GEO, Gene Expression Omnibus; DEGs, differentially expressed genes; DN, diabetic nephropathy; GSVA, 
gene set variation analysis; GSEA, gene set enrichment analysis; GO, Gene Ontology; KEGG, Kyoto Encyclopedia of Genes and Genomes; 
PPI, protein-protein interaction; SVM-REF, support vector machine recursive feature elimination.


