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Figure S1 Gene enrichment in RIP aasay. (A,B) RIP assay was 
performed to assess the enrichment of lncRNA TERC, miR-423-5p,  
and SOX12 in IgG or AGO2 pulled-down RNA products in  
HGC-27 and SNU-1 cells. ***P<0.001. LncRNA, long non-coding 
RNA; TERC, telomerase RNA component; miR, microRNA; 
SOX12, sex determining region Y-box 12; IgG, immunoglobulin G; 
AGO2, argonaute 2; RIP, RNA immunoprecipitation.
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