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Table S2 The list of primers

Name

Primer sequence (5'-3")

ue-s

Ue-A
Hsa-miR-3198-RT
Hsa-miR-3198-S
Hsa-miR-4306-RT
Hsa-miR-4306-S

CTCGCTTCGGCAGCACA

AACGCTTCACGAATTTGCGT
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTCTCCATT
ACACTCCAGCTGGGGTGGAGTCCTGGGGAA
CTCAACTGGTGTCGTGGAGTCGGCAATTCAGTTGAGTACTGCCT
ACACTCCAGCTGGGTGGAGAGAAAG
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Figure S1 GO annotation analyses including CC and MF in AA blood (A) and tissue (B) samples. GO, Gene Ontology; CC, cellular

components; MF, molecular functions; AA, aortic aneurysm.
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