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Supplementary

Figure S1 shOLFML2A inhibited cell proliferation and migration. (A) Representative images of cell proliferation from the Celigo assay (×50 
magnification). (B) Cell proliferation curve. (C) Inhibition ratio of cell proliferation. (D) Representative images of wound-healing from the 
Celigo assay (×50 magnification). (E) Cell migration rate when scratches were produced at 48 h. (F) Cell migration inhibition ratio when 
scratches were produced at 48 h. *P<0.05, **P<0.01 vs. shCtrl group. shOLFML2A, shRNA targeting OLFML2A.
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Figure S2 Microarray results determined using Affymetrix GeneChip arrays. (A) Principal component analysis of the microarray. (B) A 
scatter plot of the microarrays. (C) Relative signal box plot array.
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Figure S3 Top 6 signaling pathways and the molecules regulated by shOLFML2A. (A) The top 6 signaling pathways. (B) The high frequency 
molecules in all the significant tumor-associated signaling pathways were mapped using Wordart software (https://wordart.com/). The larger 
the word frequency, the larger the font size is.

https://wordart.com/


© Annals of Translational Medicine. All rights reserved. https://dx.doi.org/10.21037/atm-22-757

A B

C

Figure S4 The top function: the cell proliferation of tumor cell lines and the high-frequency molecules in all the significant functions. Cell 
proliferation of tumor cell lines was the top function (A), and the molecules involved in this function are listed (B). (C) The high-frequency 
molecules in all of the significant functions were mapped by Wordart software (https://wordart.com/). The larger the word frequency, the 
larger the font size. * indicated the potential key genes.

https://wordart.com/
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Figure S5 The target molecules of NUPR1 (A) and the top 10 regulators in the inhibitory (B) or activated (C) state. Only the top 10 
representative target molecules are shown (in alphabetical order) in cases of more than 10 targets.
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Figure S6 The top 5 regulator effects (A) and the top networks (B).
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Figure S7 OLFML2A gene expression in human tissues or cancers. The protein (A) and mRNA (B) levels of OLFML2A in human tissues. (C) 
OLFML2A mRNA expression in different types of human cancers. All the data are available from The Human Protein Atlas (https://www.
proteinatlas.org/ENSG00000185585-OLFML2A/tissue#gene_information).
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