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Figure S1 Gray value of the Western blotting binds. (A) Grayscale values of the protein bands in Figure 3D. (B) Grayscale values of the
protein bands in Figure SD. DDB2, damage specific DNA binding protein 2.
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Figure S2 Expression level of DDB2 is dominantly reduced in metastasis niches compared to primary tissues. CRC, colorectal cancer;
DDB2, damage specific DNA binding protein 2.

Table S1 Primer sequences for qRT-PCR

Gene Forward primer (5'-3') Reverse primer (5'-3")
miRNA125a-5p AGCCGCTTAAAGGGTCT GTGCAGGGTCCGAGGT
miRNA125b-1-5p AGCCGCTCACAAGTTAG GTGCAGGGTCCGAGGT
miRNA125b-2-5p AGCCGCAAGAGCCTGAC GTGCAGGGTCCGAGGT

ue CTCGCTTCGGCAGCACA AACGCTTCACGAATTTGCGT
DDB2 AGGACCCTCCACCAGCATAA CAGGCTGCCCCTTTGATGA
GAPDH GAGAAGGCTGGGGCTCATTT AGTGATGGCATGGACTGTGG

DDB2, damage specific DNA binding protein 2; GAPDH, glyceraldehyde 3-phosphate dehydrogenase; qRT-PCR, quantitative real-time
polymerase chain reaction.
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