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Supplementary

Table S1 The sequences of siRNAs

Name Sequence (5'→ 3')

siBHLHE40-1  
sense

CAUGUGAAAGCACUAACAAACTT

siBHLHE40-1 
antisense

GUUUGUUAGUGCUUUCACAUGTT

siBHLHE40-2  
sense

UGCCCACAUGUACCAAGUGUATT

siBHLHE40-2 
antisense

UACACUUGGUACAUGUGGGCATT

siBHLHE40-3  
sense

GCCCUGCAGAGUGGUUUACAATT

siBHLHE40-3 
antisense

UUGUAAACCACUCUGCAGGGCTT

siTLR3-1 sense CCUGAGCUGUCAAGCCACUACCUUUTT

siTLR3-1 antisense AAAGGUAGUGGCUUGACAGCUCAGGTT

siTLR3-2 sense GGAGAUUCCAGAUUAUAAATT

siTLR3-2 antisense UUUAUAAUCUGGAAUCUCCTT

siTLR3-3 sense GCACCUUAACAUGGAAGAUAATT

siTLR3-3 antisense UUAUCUUCCAUGUUAAGGUGCTT

siRNAs, small interfering RNAs.

Table S2 Primers used for the qRT-PCR analysis

Target gene
Sequence

Forward primer (5’→3’) Reverse primer (5’→3’)

BHLHE40 GAAAGGATCGGCGCAATTAA CATCATCCGAAAGCTGCATC

TLR3 TTGCCTTGTATCTACTTTTGGGG TCAACACTGTTATGTTTGTGGGT

β-Actin TCATGAAGTGTGACGTGGACAT CTCAGGAGGAGCAATGATCTTG

qRT-PCR, quantitative real-time polymerase chain reaction.

Table S3 ChIP primer sequences are presented

Binding site
Sequence

Forward primer (5'→3') Reverse primer (5'→3')

S1 CAATGCAAACTTGAATTTGCCTGGAC ACCAACCTGGGCAACGTG

S2 AGTGAAGTTTTCCTGGACATCCCAA ACTGGGCTCAGGGCTACATG

ChIP, chromatin immunoprecipitation.
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Figure S1 15 genes correlated with BHLHE40 in the TCGA training set. TCGA, The Cancer Genome Atlas.
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Figure S2 The KM survival curves of 15 genes. KM, Kaplan–Meier.
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Figure S3 The JASPAR database was used to analyze binding sites of BHLHE40 in the promoters of CYP24A1 (A), GCNT4 (B), TLR3 (C), 
and TMEM139 (D).


