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Figure S1 Construction of Huh7-PRMTS5 stable transducer strain and expression analysis after regorafenib treatment. (A) CCK8 assay of
Huh?7 proliferative activity at different regorafenib concentrations in combination with the PRMTY inhibitor EPZ015666 (5 uM). (B) WB
detection of protein expression in Huh7-PRMTS cells. (C) qPCR detection of mRNA expression in Huh7-PRMT'5 cells. (D) Correlation
coefficient diagram. (E) Transcript violin distribution map. (F) TCGA database to detect RPL14 expression in HCC. (G) Comparison of
differences between Huh7-PRMTS and Huh7 Curl (P<0.05 for screening conditions). (H) Enrichment analysis of differentially expressed
genes. Data in the graphs are expressed as mean = standard deviation. *, P<0.05; **, P<0.01; ***, P<0.001. WB, western blot; qPCR,
quantitative real-time PCR; CCKS8, cell counting kit-8; HCC, hepatocellular carcinoma.
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Figure S2 Human Protein Atlas database to analyze RPL14 expression and detect PRMT5-RPL14 interaction. (A) Human Protein
Atlas database to analyze RPL14 protein expression in normal liver. (link:https://www.proteinatlas.org/ENSG00000188846-RPL14/
tissue). (B) Human Protein Atlas database to analyze mRINA expression of RPL14 in normal liver. (link:https://www.proteinatlas.org/
ENSG00000188846-RPL14/tissue). (C) LC-MS/MS to detect the interaction of PRMTS5 with RPL14, with three replicates in each group.
LC-MS, liquid chromatography-tandem mass spectrometry.

© AME Publishing Company. https://dx.doi.org/10.21037/jgo-24-737



A \925 o R c;i\ P 093\\/ Q(_(\"’ —
\,gf" @»‘(\ o ‘beQ'b §2~° ‘x;bc’ Q\S’\ Regorafenib 0 6 12 (uM)
RPL14 |..b..-q23kna RPL14 _ 23kDa
Bactin | — D S G- <20 pactin  [[RRNERRNE 42kDa
Huh7 HepG2
1.5 1.5
C *
= b =
< 9 = 9
- D — Ty 9 4 L
EI g 1.04 i g 1.0
Y g X g
+ +
© ©
© Z 0.5+ 3 = 057
r § e
0.0 T T 0.0 I I
Q X Q )
G A @ A
S B
2N oY
x &
A Al
£ & O
D RO S &
RPL14|Z23KDa RPL14 [qe | >5na
Huh7 HepG2
Huh?7
E 5- *ok F
s 4
-« g 4 C}‘ Qg
- ‘0
-3 0
& 2 34 Flag-RPL14 M| 23kDa
s s Huh?7
s2
4
£ 1
0_
N ™
AN
&

Figure S3 Detection of protein and mRNA expression levels of RPL14 in different HCC cells. (A) Protein expression levels of RPL14 in
different HCC cells. (B) WB detection of RPL14 expression after prolonged treatment of Huh7 cells with regorafenib. (C) gPCR detection
of mRINA expression after knockdown of RPL14 in Huh?7 and HepG2 cells. (D) WB detection of protein expression after knockdown of
RPL14 in Huh7 and HepG2 cells. (E) qPCR detection of mRINA expression after overexpression of RPL14 in Huh?7 cells. (F) WB detection
of protein expression after overexpression of RPL14 in Huh7 cells. *, P<0.05; **, P<0.01. HCC, hepatocellular carcinoma; WB, western blot;
qPCR, quantitative real-time PCR.
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