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Table S1 miRNAs dysregulated in DLBCL

miRNA name Cell type References
has-let-7d Immunophenotype classified DLBCL cell lines (34)
DLBCL tissue samples (7)
hsa-let-7e DLBCL tissue samples (36)
DLBCL tissue samples (7)
hsa-let-7g Immunophenotype classified DLBCL cell lines (34)
DLBCL tissue samples (7)
hsa-mir-106a DLBCL tissue samples (36)
Immunohistochemically classified DLBCL cell lines (37)
Tonsillar lymphocytes (38)
hsa-mir-106b Tonsillar lymphocytes (38)
Immunohistochemically classified DLBCL cell lines (37)
hsa-mir-143 B-cell ymphoma cell lines (39)
DLBCL tissue samples (23)
hsa-mir-146a DLBCL samples (40)
DLBCL biopsy samples 41)
hsa-mir-146b DLBCL tissue samples (40)
nodal DLBCL samples 42)
hsa-mir-150 DLBCL tissue samples (36)
DLBCL tissue samples (23)
DLBCL biopsy samples 43)
hsa-mir-155 DLBCL tissue samples (36)
DLBCL tissue samples (40)
DLBCL tissue samples (44)
DLBCL tissue samples (45)
hsa-mir-15a DLBCL serum samples (46)
Primary extramedullary plasmacytoma (EP) samples 47)
hsa-mir-16-1 DLBCL serum samples (46)
Primary extramedullary plasmacytoma (EP) samples 47)
hsa-mir-17 DLBCL tissue samples (36)
DLBCL tissue samples (7)
SUDHL4 cells from DLBCL (48)
hsa-mir-182 DLBCL tissue samples (40)
DLBCL tissue samples (49)
hsa-mir-18a Tonsillar lymphocytes (38)
DLBCL tissue samples (50)
hsa-mir-18b DLBCL tissue samples (23)
Immunohistochemically classified DLBCL cell lines (37)
hsa-mir-199a DLBCL tissue samples (40)
DLBCL tissue samples (51)
hsa-mir-19a DLBCL tissue samples (7)
DLBCL tissue samples (52)
hsa-mir-19b DLBCL tissue samples (7)
DLBCL tissue samples (52)
hsa-mir-20a DLBCL tissue samples (7)
DLBCL tissue samples (52)
hsa-mir-21 DLBCL tissue samples (23)
DLBCL tissue samples (53)
hsa-mir-210 DLBCL tissue samples (36)
DLBCL tissue samples (54)
hsa-mir-221 DLBCL tissue samples (40)
DLBCL tissue samples (55)
hsa-mir-24 DLBCL tissue samples (35)
Tonsillar lymphocytes (38)
hsa-mir-30b DLBCL tissue samples (40)
FFPET-derived DLBCL samples (56)
hsa-mir-320 DLBCL tissue samples (36)
nodal DLBCL samples 42)
hsa-mir-328 DLBCL tissue samples (36)
DLBCL tissue samples (40)
hsa-mir-139 DLBCL tissue samples (36)
DLBCL tissue samples (49)
hsa-mir-34a DLBCL tissue samples stored in liquid nitrogen (57)
Primary Gastric DLBCL tissue samples stored in liquid nitrogen (58)
hsa-mir-34b DLBCL tissue samples (40)
FFPE DLBCL tissue samples (59)
hsa-mir-365a DLBCL tissue samples (40)
FFPE DLBCL tissue samples (60)
hsa-mir-451b DLBCL tissue samples (40)
DLBCL tissue samples of mice (61)
hsa-mir-485 DLBCL tissue samples (40)
Fresh frozen DLBCL tissue (62)
hsa-mir-9 DLBCL tissue samples (40)
DLBCL tissue samples (23)
hsa-mir-92a Tonsillar lymphocytes (38)
DLBCL tissue samples (54)
hsa-mir-93 Immunohistochemically classified DLBCL cell lines (37)
DLBCL tissue samples (54)
hsa-mir-181a DLBCL tissue samples (23)
DLBCL tissue samples (63)
hsa-mir-217 DLBCL tissue samples (23)
DLBCL tissue samples (64)
hsa-mir-361 DLBCL tissue samples (23)
The expression profile data of GSE31377 (65)
The human lymphoma cell lines Jurkat, Hut102, U937 and Raji
hsa-mir-363 DLBCL tissue samples (23)
Cryopreserved DLBCL tissues (66)
hsa-let-7f DLBCL tissue samples (40)
Frozen DLBCL tissues (67)
hsa-mir-20b Immunophenotype classified DLBCL cell lines (34)
DLBCL tissue samples (68)
hsa-mir-26a Immunophenotype classified DLBCL cell lines (34)
DLBCL cell lines (69)
hsa-mir-26b DLBCL tissue samples (40)
DLBCL serum samples (70)
hsa-mir-29b DLBCL tissue samples (40)
DLBCL tissue samples (71)
hsa-mir-29c DLBCL serum samples (46)
DLBCL serum samples (72)
hsa-mir-125b DLBCL tissue samples (40)
DLBCL tissue samples (73)
hsa-mir-145 DLBCL tissue samples (23)
DLBCL tissue samples (74)
hsa-mir-223 DLBCL tissue samples (40)
DLBCL tissue samples (75)
hsa-mir-301a DLBCL tissue samples (23)
DLBCL tissue samples (36)
hsa-mir-23a DLBCL tissue samples (71)
DLBCL tissue samples (76)
hsa-mir-23b DLBCL tissue samples (71)
Tonsillar lymphocytes (38)
hsa-mir-27a DLBCL tissue samples (23)
Tonsillar lymphocytes (38)
hsa-mir-27b DLBCL tissue samples (23)
DLBCL tissue samples (77)
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