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Figure S1 LncRNA DNM30S was upregulated in IPF and could bind to the promoter of T7SC2. (A) the levels of /ncRNA DNM3O0S in the
blood of healthy controls (n=10) and IPF patients (n=8) were evaluated by qRT-PCR. ChIRP was performed: (B) DNM30S bound to the
promoter of 7SC2 was determined by qPCR. (C) The specific binding of DNM30S with its probes was verified using qRT-PCR. **, P<0.01;

*x P0.001.
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