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Figure S1 Screening of DEGs in acute liver injury caused by sepsis. (A) Volcano map, PCA map, normalized box plot, and heatmap of
DEGs in the GSE175601 dataset. (B) Volcano map, PCA map, normalized box plot, and heatmap of DEGs in the GSE10799 dataset.
Screening criteria: 1log fold changel >1.5, P value <0.05. DEGs, differentially expressed genes; PCA, principal component analysis.
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