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Figure 1 Schematic view of the study. All data processing procedures were shown in the figure. In this study, a two-step unsupervised

clustering strategy was carried out to filter out a powerful biomarker panel. LncRNA, long noncoding RNA; DEGs, differentally expressed
genes; ceRINA, competitive endogenous RNA.

© Translational Cancer Research. All rights reserved. http://dx.doi.org/10.21037/tcr-20-2410



