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Figure S1 5-fold cross-validation. (A) KM survival curve of LRG and HRG in Fold 1. (B) ROC curve based on the data in Fold 1. (C) KM
survival curve of LRG and HRG in Fold 2 (D) ROC curve based on the data in Fold 2. (E) KM survival curve of LRG and HRG in Fold 3. (F)
ROC curve based on the data in Fold 3. (G) KM survival curve of LRG and HRG in Fold 4. (H) ROC curve based on the data in Fold 4. (I)

KM survival curve of LRG and HRG in Fold 5. (J) ROC curve based on the data in Fold 5.
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Figure S2 Correlation analysis. Correlation between RiskScore and infiltration level of CD4 memory activated T cells, CD8 T cells,
follicular helper T cells, MO macrophages, activated mast cells, resting NK cells, and CD4 memory resting T cells.
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