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Figure S1 (A) Total protein levels of HMGB3 and CORO2A in BC and normal tissues from CPTAC. (B) Subcellular localization of
HMGB3, CORO2A, and TNFSF4 using immunofluorescence staining data from HPA.
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Figure S2 The differential expression patterns of three IRGs across various cell types. The t-SNE plot and bar chart of single-cell clustering
illustrating the distribution of HNGB3 (A), CORO2A (B), and TNFSF4 (C) expression in different cells from the GSE114727 database.

Different colors represent different types of cells.
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