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Figure S1 Receiver operating characteristic curves for radiomics model performance across clinical and molecular subgroups. ROC curves
demonstrating model discrimination for (A) age groups, (B) gender, (C) MGMT methylation status, (D) IDH mutation status, and (E)

1p/19q codeletion status. AUC values with 95% confidence intervals and sample sizes are shown for each subgroup.
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