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Figure S1 The irDEGs were showed by PPI network.
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Figure S2 PDGFRB expression correlated with immune cell infiltration in gastric cancer from TCGA database. (A) Tumor-infiltrating
immune cells were analyzed using the CIBERSORT algorithm in GC samples from the TCGA cohort. (B) The correlation matrix of
immune cell proportions showed that red color represented positive correlations and blue color represented negative correlations in GC
samples from the TCGA cohort. (C) PDGFRB expression was correlated with several immune cell types in GC samples from the TCGA
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Figure S3 PDGFRB was correlated with the immune cells in GC samples of GEO cohort.
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