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Figure S1 Schematic representation of quality control for HNSCC single-cell transcriptomic data.

https://dx.doi.org/10.21037/tcr-2025-999

Copyright © 2025 AME Publishing Company. All rights reserved.



UMAP_1

2
T
[0}
k]
case
control
control
case
-15 -10 -5 0 5 10
Embeddings Value
UMAP_2
2
T
[0}
k]

case
control

control

case

-10 0 10
Embeddings Value

Figure S2 Illustration of batch effect correction for HNSCC single-cell.
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