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Figure S1 (A) Sanger sequencing results of PTTGIWT and KO groups of A549 cells. (B,C) Flow cytometry detection of cell cycle
alterations in A549 and H1299 after interference with PTTG1, together with the corresponding statistical plots. (D,E) Effects of PTTG1
on EMT marker protein expression in A549 and H1299 cells. (F) Differences in the expression of DLX2 in tumor and normal tissues, and
survival curves of the effects on OS, DSS, and PFI in LUAD patients. ***, P<0.001.
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