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Table S1 Immune suppression gene list

CHPT1, ISG20, TGFB1, IL32, TNFSF9, CD14, STAT3, TNFRSF1B, CD28, STAT1, STK17B, CTLA4, ICOS, ABCBS, IL10, PTGS2, MIR214,
CD34, MERTK, IL2RA, TRAF6, BDNF, IL1A, IL1B, NFKB1, PRKCI, ARNT, PIK3CA, IL2, TLR2, PHGDH, PIK3CD, ANP32B, TNC, NROB2,
DHDDS, CNR2, PGD, FGL2, IL6, HMX1, ALB, HMGB1, BRAF, PTPN6, TYR, TRIM21, SIGLEC5, CD33, MIR211, MAPK3, ITGAM, TLR3,
HPGD, HMOX1, PIK3CB, B3GAT1, MST1, DMD, FOXP3, CD40LG, TLR7, IL22, IFNG, EGFR, CANX, IL13, CSF2, TNFSF13, TBX21,
CSF3, PIK3CG, ARG2, IL17D, LGALS1, CD80, MIR125A, TNFRSF12A, DUSP1, TNF, VEGFA, JAK2, PDCD1LG2, MIR204, CD274, TP53,
TNFRSF6B, PC, SERPINA1, SIGLEC14, MIR146A, CD24, HLA-G, ERVW-1, AAVS1
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