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Supplementary

Figure S1 Functional analysis of gene list that correlated with the four lncRNAs respectively. (A) Bar graph of enriched terms across input 
genes lists that correlated with AC124067.4, colored by P values. (B) Bar graph of enriched terms across input genes that correlated with 
AL161729.4, colored by P values. (C) Bar graph of enriched terms across input genes that correlated with AP001469.3, colored by P values. 
(D) Bar graph of enriched terms across input genes that correlated with PCAT6, colored by P values. lncRNAs, long non-coding RNAs.


