Supplementary

A Experimental Control Standardized Mean
Study Total Mean SD Total Mean SD Difference SMD 95%-Cl Weight
E_MTAB_4171 15 12.80 0.5270 15 12.26 0.1684 = 1.33 [0.53;213] 2.1%
E_MTAB_8887 23 6.65 1.0045 17 6.00 0.8355 0.68 [0.03;1.33] 2.5%
GPL10558 523 6.93 0.4000 403 6.47 0.2092 1.39 [1.24;153] 3.7%
GPL11154 163 4.34 0.9395 140 3.45 0.6649 1.08 [0.83;1.32] 3.5%
GPL14951 93 10.54 0.8024 18 9.93 0.6714 0.77 [0.26;1.29] 2.9%
GPL16043 25 1.58 1.0103 25 1.57 1.0623 = 0.02 [-0.54;0.57] 2.8%
GPL16791 79 6.10 0.8979 78 5.48 0.8095 0.72 [0.40;1.05] 3.4%
GPL21047 10 3.67 0.0998 10 3.55 0.0320 — 162 [0.58;267] 1.6%
GPL5175 48 3.330.0786 48 3.21 0.0388 2.05 [1.55;2.55] 2.9%
GPL570 844 516 0.3187 528 4.81 0.2079 126 [1.14;1.38] 3.7%
GPL571 96 3.17 0.0854 131 3.13 0.0523 0.49 [0.23;0.76] 3.5%
GPL6244 66 4.22 01015 75 4.12 0.0724 1.19 [0.83;1.54] 3.3%
GPL6480 83 3.56 0.0813 82 3.50 0.0578 0.80 [0.48;1.12] 3.4%
GPL6947 104 3.37 0.1337 97 3.31 0.0445 0.55 [0.27;0.84] 3.5%
GPL9052 60 579 0.6177 60 4.62 0.4040 221 [1.76;2.67] 3.0%
GSE10143_GPL5474 80 11.88 0.9364 307 11.18 0.8823 0.79 [0.54;1.04] 3.5%
GSE114783_GPL15491 10 10.32 2.1425 26 10.94 1.7608 - -0.33 [-1.06; 0.41] 2.3%
GSE115018_GPL20115 12 1.78 0.2782 12 1.44 0.1681 - 140 [0.49;2.31] 1.9%
GSE124535_GPL20795 35 5.57 1.0354 35 4.38 0.4001 150 [0.97;2.04] 2.8%
GSE125469_GPL20301 3 5.04 0.8572 3 4.00 0.1291 4 1.36 [-0.71;3.42] 0.6%
GSE128274_GPL18573 4 6.52 0.5318 4 4.98 0.0937 — 352 [0.73;6.30] 0.4%
GSE14520_GPL3921 225 3.13 0.1323 220 2.90 0.0979 192 [1.70;2.15] 3.6%
GSE166163 GPL23126 3 6.25 1.0314 3 5.89 3.0646 —_ 0.13 [-1.48;1.73]  0.9%
GSE20140_GPL18461 35 9.42 0.4430 34 8.75 0.2906 = 175 [1.19;2.31] 2.8%
GSE22058_GPL6793 100 10.95 0.5766 97 10.24 0.2560 157 [1.25;1.89] 3.4%
GSE22405_GPL10553 24 2.92 0.1855 24 2.85 0.1143 = 0.44 [-0.14;1.01] 2.7%
GSE25097_GPL10687 268 3.03 0.2332 289 2.82 0.0930 124 [1.06;1.42] 3.7%
GSE33294_GPL10999 3 6.24 05946 3 3.81 0.0365 —————— 4.61[-0.12;9.34] 0.1%
GSE46408_GPL4133 6 11.62 0.7630 6 10.26 0.4672 ——— 1.99 [0.50;3.48] 1.0%
GSE46444_GPL13369 88 7.78 1.4557 48 7.89 1.5205 -0.08 [-0.43;0.27] 3.3%
GSE50579_GPL14550 67 3.61 0.0881 10 3.55 0.0264 - 0.77 [0.09;1.45]  2.4%
GSE55048_GPL9115 4 54808192 4 3.97 0.3760 b 2.06 [0.08;4.05] 0.7%
GSE56545_GPL15433 21 3.43 0.0865 21 3.38 0.0536 - 0.63 [0.01;1.25] 2.6%
GSE57555_GPL16699 5 0.29 0.3954 5 -0.04 0.0147 4 1.06 [-0.32;2.43]  1.2%
GSE59259_GPL18451 8 13.62 0.5027 8 13.17 0.1341 e 1.16 [0.08;2.25] 1.6%
GSE60502_GPL96 18 10.65 0.5968 18 9.57 0.2573 B 229 [143;3.15] 2.0%
GSE63898_GPL13667 228 7.13 0.7877 168 6.57 0.5107 0.82 [0.61;1.03] 3.6%
GSE67764_GPL17077 3 21000379 6 1.96 0.0151 ——~—— 532 [176;887] 02%
GSE76311_GPL17586 62 3.09 0.0904 59 2.96 0.0379 195 [1.51;2.38] 3.1%
TCGA_GTEXx_liver 371 4.97 0.7406 276 3.94 0.4894 160 [1.42,1.77] 3.7%
Random effects model 3915 3413 0 1.14 [0.96; 1.31] 100.0%
Heterogeneity: 1% = 88%, £ = 0.2155, p < 0.01
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Figure S1 Integrative analysis of CDK4 expression in HCC tissues for external datasets. (A) SMD forest plot of CDK4. (B) No insignificant
publication bias of CDK4 expression was found in the included datasets. SD, standard deviation; SMD, standardized mean difference; CI,

confidence interval; HCC, hepatocellular carcinoma.
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Experimental Control Standardized Mean
Study Total Mean SD Total Mean sD Difference SMD 95%-Cl Weight
E_MTAB_4171 15 16.88 0.7364 15 16.44 0.7661 T 0.57 [-0.16; 1.30] 2.3%
E_MTAB_8887 23 12.03 0.6043 17 11.49 0.4648 = 0.97 [0.30; 1.64] 2.5%
GPL10558 523 7.58 0.4776 403 7.29 0.3425 ; 069 [0.56; 0.83] 3.6%
GPL11154 163 7.26 0.7534 140 6.83 0.6064 B 062 [0.39; 0.86] 3.5%
GPL14951 93 13.77 0.6860 18 13.82 0.8093 . -0.08 [-0.58; 0.43] 2.9%
GPL16043 25 1.651.2132 25 1.59 1.2048 —— 0.05 [-0.50; 0.60] 2.8%
GPL16791 79 857 11979 78 7.96 0.9413 - 0.56 [0.24; 0.87] 3.3%
GPL21047 10 3.48 0.0924 10 3.46 0.0515 —E— 0.23 [-0.65; 1.11] 2.0%
GPL5175 48 3.70 0.0580 48 3.64 0.0427 o 130 [0.86; 1.74] 3.0%
GPL570 844 6.45 0.2247 528 6.29 0.1588 0.79 [0.68; 0.90] 3.6%
GPL571 96 3.61 0.0429 131 3.59 0.0347 - 0.74 [0.46; 1.01] 34%
GPL6244 66 4.50 0.0716 75 4.41 0.0584 = o 137 [1.01; 1.74] 32%
GPL6480 83 3.76 0.0801 82 3.72 0.0761 - 044 [0.13; 0.75] 3.3%
GPL6947 104 2.86 0.4677 97 3.15 04115 § -0.65 [-0.93; -0.37] 3.4%
GPL9052 60 6.51 0.3038 60 6.48 0.2047 - 0.09 [-0.27; 0.45] 3.2%
GSE114783_GPL15491 10 10.06 1.0838 26 10.27 0.9099 — -0.22 [-0.95; 0.51] 2.3%
GSE115018_GPL20115 12 257 0.1507 12 2.49 0.0739 T 064 [-0.19; 1.46] 2.1%
GSE124535_GPL20795 35 8.07 0.7231 35 7.39 0.5915 e 1.01 [0.51; 1.51] 2.9%
GSE125469_GPL20301 3 8.53 0.3438 3 8.02 0.5134 — 0.92 [-0.91; 2.76] 0.8%
GSE128274_GPL18573 4 5386 0.8394 4 568 0.2101 e 0.25 [-1.14; 1.65] 1.2%
GSE14520_GPL3921 225 3.58 0.0587 220 3.50 0.0605 ‘ 140 [1.20; 1.61] 3.5%
GSE166163_GPL23126 3 8.68 0.4868 3 8.29 2.5006 —_— 0.17 [-1.44; 1.78] 1.0%
GSE20140_GPL18461 35 10.81 0.3900 34 10.36 0.3286 — 122 [0.70; 1.74] 2.9%
GSE22058_GPL6793 100 12.03 0.3720 97 11.90 0.2305 L3 042 [0.14; 0.70] 3.4%
GSE25097_GPL10687 268 3.84 0.2485 289 3.87 0.2363 -0.12 [-0.29; 0.05] 3.6%
GSE33294_GPL10999 3 7.18 0.8596 3 6.06 0.5307 —t——— 1.25 [-0.75; 3.25] 0.7%
GSE46408_GPL4133 6 14.87 0.4339 6 14.27 0.4053 s 1.32 [0.02; 263] 1.3%
GSE46444_GPL13369 88 13.53 0.3067 48 13.65 0.3053 s I -0.39 [-0.74; -0.03] 3.2%
GSE50579_GPL 14550 67 3.87 0.0690 10 3.82 0.0723 —=— 0.74 [0.07; 1.42] 25%
GSE54238_GPL16955 26 10.84 0.6331 30 10.11 0.4200 — 136 [0.77; 1.95] 27%
GSE55048_GPL9115 4 7.51 0.5743 4 6.53 0.7033 ———+—— 1.33 [-0.33; 3.00] 0.9%
GSE56545_GPL15433 21 3.86 0.0749 21 3.84 0.0574 = 0.32 [-0.29; 0.93] 2.6%
GSE57555_GPL16699 5 1.36 0.7863 5 1.08 0.3411 — T 0.42 [-0.84; 1.68] 1.4%
GSE59259_GPL18451 8 13.18 0.2010 8 12.93 0.1426 —_—— 137 [0.25; 250] 1.6%
GSE60502_GPL96 18 12.75 0.4928 18 12.08 0.2302 P —— 1.70 [0.93; 248] 22%
GSE63898_GPL13667 228 10.08 0.7614 168 10.14 0.9636 -0.07 [-0.27; 0.12] 3.5%
GSE67764_GPL17077 3 221 0.1385 6 24001230 —F—— -1.28 [-2.87; 0.31] 1.0%
GSE76311_GPL17586 62 3.34 0.0565 59 3.28 0.0566 - 1.08 [0.70; 1.46] 3.2%
TCGA_GTEXx_liver 371 8.37 0.7124 276 8.13 0.7941 0.32 [0.17; 048] 3.6%
Random effects model 3837 3112 <> 0.57 [0.38; 0.75] 100.0%
Heterogeneity: 1% =90%, = 0.2446, p <0.01 f T T T T !
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Figure S2 Integrative analysis of HSP90AAL expression in HCC tissues for external datasets. (A) SMD forest plot of HSP90AAL. (B) No
insignificant publication bias of HSP90AAI expression was found in the included datasets. SD, standard deviation; SMD, standardized mean

difference; CI, confidence interval; HCC, hepatocellular carcinoma.
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TE

Experimental Control Standardized Mean
Study Total Mean  SD Total Mean  SD Difference SMD 95%-Cl Weight
E_MTAB_4171 15 1343 0.8562 15 13.35 0.5983 - 0.10 [-0.62; 0.82] 2.2%
E_MTAB_8887 23 512 1.1287 17 5.15 0.9850 e -0.02 [-0.65; 0.60] 2.5%
GPL10558 523 6.98 0.5153 403 7.00 0.3768 : -0.05 [-0.18; 0.08] 3.5%
GPL11154 163 6.49 0.7566 140 6.15 0.8307 : 0.43 [0.20; 0.66] 3.3%
GPL14951 93 12.70 0.5184 18 12.55 0.8572 : 0.25 [-0.25; 0.76] 2.7%
GPL16043 25 1.36 1.1361 25 1.32 1.3543 ‘ 0.03 [-0.52; 0.59] 2.6%
GPL16791 79 819 12152 78 7.63 0.9588 ‘ 051 [0.19; 0.83] 3.2%
GPL21047 10 3.52 00871 10 3.52 0.0525 - 0.01 [-0.87; 0.88] 1.9%
GPL5175 48 3.610.0556 48 3.55 0.0492 \ 122 [0.78; 1.65] 2.9%
GPL570 844 566 0.3294 528 553 0.2639 j 041 [0.30; 0.52] 3.5%
GPL571 96 3.60 0.0527 131 3.59 0.0595 0.17 [-0.10; 0.43]  3.3%
GPL6244 66 4.63 0.0725 75 4.55 0.0845 \ 1.05 [0.70; 1.41] 3.1%
GPL6480 83 3.62 0.0757 82 3.60 0.0676 : 0.25 [-0.06; 0.56] 3.2%
GPL6947 104 3.48 0.0919 97 3.45 0.0654 ‘ 0.41 [0.14; 0.69] 3.2%
GPL9052 60 6.36 0.4017 60 6.08 0.6829 0.50 [0.14; 0.86] 3.1%
GSE10143_GPL5474 80 14.65 0.2953 307 13.50 0.5678 \ 220 [1.90; 2.49] 3.2%
GSE114783_GPL15491 10 845 0.9242 26 824 0.9807 = 0.21 [-0.52; 0.94] 2.2%
GSE115018_GPL20115 12 -1.43 0.6040 12 -1.25 0.2279 e -0.38 [-1.19; 0.43]  2.0%
GSE124535_GPL20795 35 7.53 0.6506 35 6.73 0.5968 127 [0.75; 1.78] 2.7%
GSE125469_GPL20301 3 9.82 12947 3 869 0.2749 0.97 [-0.88; 2.82] 0.7%
GSE128274_GPL18573 4 10.80 0.3168 4 9.15 0.1222 ————— 599 [1.64;10.33] 02%
GSE14520_GPL3921 225 3.61 0.0660 220 3.53 0.0812 1.09 [0.89; 1.29] 3.4%
GSE166163_GPL23126 3 9.21 05785 3 8.74 2.2626 —— 0.23 [-1.39; 1.84] 0.9%
GSE20140_GPL18461 35 948 0.5774 34 9.69 0.3818 : -0.42 [-0.89; 0.06] 2.8%
GSE22058_GPL6793 100 12.57 0.2521 97 12.51 0.2590 0.25 [-0.03; 0.53] 3.2%
GSE22405_GPL10553 24 3.37 01737 24 3.24 0.2036 | 0.70 [0.12; 1.28] 2.6%
GSE25097_GPL10687 268 3.72 0.2435 289 3.69 0.1990 0.13 [-0.04; 0.29] 3.4%
GSE33294_GPL10999 3 85005214 3 6.21 0.3470 4.15 [-0.17; 8.46]  0.2%
GSE46408_GPL4133 6 12.19 0.3141 6 11.17 0.3562 —— 282 [1.04; 461] 0.8%
GSE46444_GPL13369 88 11.78 2.3580 48 11.47 2.6018 : 0.13 [-0.23; 0.48] 3.1%
GSE50579_GPL14550 67 3.60 0.1003 10 3.54 0.0860 = 0.59 [-0.08; 1.26] 2.3%
GSE54238_GPL16955 26 10.16 0.7780 30 9.58 0.6874 0.79 [0.25; 1.34] 2.6%
GSE55048_GPL9115 4 71808285 4 6.14 0.4135 1.38 [-0.30; 3.06] 0.9%
GSE56545_GPL15433 21 3.86 0.0721 21 3.86 0.0699 B 0.01 [-0.60; 0.61] 2.5%
GSE57555_GPL16699 5 01102310 5 0.08 0.0951 —— 0.19 [-1.05; 1.44] 1.3%
GSE59259_GPL18451 8 10.27 0.9964 8 10.92 0.4245 -0.81 [-1.84; 0.22] 1.6%
GSE60502_GPL96 18 12.43 0.4840 18 11.97 0.4078 - 1.01 [0.32 1.71] 23%
GSE63898_GPL13667 228 9.44 0.6644 168 9.18 0.5754 ‘ 042 [0.21; 0.62] 3.4%
GSE67764_GPL17077 3 12701993 6 1.37 0.3506 — -0.29 [-1.68; 1.11] 1.1%
GSE76311_GPL17586 62 3.52 0.0484 59 3.44 0.0568 149 [1.09; 1.90] 3.0%
TCGA_GTEx_liver 371 9.09 0.6915 276 834 1.1074 0.85 [0.68; 1.01] 3.4%
Random effects model 3941 3443 ¢ 0.51 [0.34; 0.69] 100.0%
Heterogeneity: /2 = 90%, ¢ = 0.2346, p < 0.01 f T T T 1
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Figure S3 Integrative analysis of HSPAS expression in HCC tissues for external datasets. (A) SMD forest plot of HSPAS. (B) No
insignificant publication bias of HSPAS expression was found in the included datasets. SD, standard deviation; SMD, standardized mean

difference; CI, confidence interval; HCC, hepatocellular carcinoma.
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Experimental Control Standardized Mean
Study Total Mean SD Total Mean sD Difference SMD 95%-Cl Weight
E_MTAB_4171 15 12.80 0.7445 15 12.36 0.7614 1—‘— 0.56 [-0.17; 1.29] 2.6%
E_MTAB_8887 23 3.92 0.9813 17 3.91 1.0094 = 0.01 [-0.62; 0.64] 2.8%
GPL10558 523 7.93 0.5464 403 7.65 0.5128 | 0.52 [0.39; 0.66] 3.8%
GPL11154 163 8.07 1.0906 140 7.90 0.7785 0.17 [-0.05; 0.40] 3.7%
GPL14951 93 13.12 0.2421 18 12.56 0.4846 | - 1.89 [1.33; 245] 3.0%
GPL16043 25 156 0.8114 25 1.26 0.9835 = 0.33 [-0.23; 0.88] 3.0%
GPL16791 79 9.20 1.0042 78 8.60 0.8038 0.66 [0.34; 0.98] 3.5%
GPL21047 10 4.02 0.0492 10 3.97 0.0452 i 1.07 [0.12; 2.02] 21%
GPL5175 48 3.81 0.0396 48 3.76 0.0419 : . 126 [0.82; 1.70] 3.3%
GPL6244 66 4.89 0.0338 75 4.84 0.0379 H 143 [1.06; 1.80] 3.4%
GPL6480 83 3.97 0.0583 82 3.96 0.0397 0.25 [-0.05; 0.56] 3.5%
GPL6947 104 3.14 0.4683 97 3.44 0.3994 : -0.68 [-0.96; -0.39] 3.6%
GPL9052 60 6.45 0.3628 60 6.46 0.2398 ; -0.06 [-0.42; 0.30] 3.4%
GSE114783_GPL15491 10 11.45 1.0677 26 11.66 1.0554 -y -0.19 [-0.92; 0.54] 2.6%
GSE115018_GPL20115 12 1.15 0.7101 12 1.47 0.2040 —=1: -0.60 [-1.42; 0.22] 24%
GSE124535_GPL20795 35 9.02 0.7595 35 8.25 0.5067 - 1.17 [0.66; 1.68] 3.1%
GSE125469_GPL20301 3 8.23 0.3141 3 7.96 0.3161 — 0.68 [-1.05; 2.40] 1.0%
GSE128274_GPL18573 4 9.510.5175 4 8.78 0.2250 —F 159 [-0.17; 3.36] 1.0%
GSE14520_GPL3921 225 3.57 0.0763 220 3.50 0.0954 0.79 [0.60; 0.99] 3.7%
GSE166163_GPL23126 3 9.98 0.7411 3 9.76 2.3589 — 0.10 [-1.50; 1.71] 1.1%
GSE20140_GPL18461 35 12.19 0.3037 34 11.84 0.2554 |:-°- 123 [0.71; 1.74] 3.1%
GSE22058_GPL6793 100 12.54 0.5878 97 12.45 0.4757 0.17 [-0.11; 0.45] 3.6%
GSE22405_GPL10553 24 3.28 0.2023 24 3.19 0.2047 {-'— 0.44 [-0.14; 1.01] 3.0%
GSE25097_GPL10687 268 3.25 0.3759 289 3.25 0.2927 -0.02 [-0.18; 0.15] 3.8%
GSE33294_GPL10999 3 7.66 0.2391 3 6.62 0.3463 2.80 [-0.34; 5.94] 0.4%
GSE46408_GPL4133 6 15.60 0.4797 6 14.77 0.6900 H 129 [0.00; 2.59] 1.5%
GSE46444_GPL13369 88 11.85 0.9773 48 11.90 0.8486 -0.05 [-0.41; 0.30] 3.5%
GSE50579_GPL14550 67 2.91 0.1801 10 3.00 0.2749 L E -0.48 [-1.15; 0.19] 2.7%
GSE54238_GPL16955 26 14.24 0.3738 30 13.76 0.3616 £ 3 1.29 [0.71; 1.87] 2.9%
GSE55048_GPL9115 4 8.67 0.2847 4 7.33 0.3407 ——— 371 [0.381; 6.62] 0.4%
GSE56545_GPL15433 21 38100720 21 3.86 0.0772 - -0.64 [-1.26; -0.02] 2.8%
GSE57555_GPL16699 5 -0.07 0.0562 5 -0.08 0.0150 —I'— 0.25 [-1.00; 1.50] 1.6%
GSE59259_GPL18451 8 14.17 0.2121 8 14.13 0.1057 — 0.23 [-0.75; 1.21] 2.0%
GSE63898_GPL13667 228 7.99 0.9585 168 8.44 0.7437 : -0.52 [-0.72; -0.31] 3.7%
GSE67764_GPL17077 3 -1.55 0.4840 6 -0.87 0.6999 —F -0.94 [-2.44; 0.56] 1.3%
GSE76311_GPL17586 62 3.54 0.0387 59 3.49 0.0404 1.27 [0.88; 1.66] 3.4%
TCGA_GTEX_liver 371 8.35 0.8605 276 7.97 0.7543 0.46 [0.31; 0.62] 3.8%
Random effects model 2903 2459 4 0.44 [0.24; 0.65] 100.0%

Heterogeneity: 12=90%, 7 =0.2832, p <0.01 r T T T T 1
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Figure S4 Integrative analysis of HSPAS expression in HCC tissues for external datasets. (A) SMD forest plot of HSPA8. (B) No
insignificant publication bias of HSPAS expression was found in the included datasets. SD, standard deviation; SMD, standardized mean

difference; CI, confidence interval; HCC, hepatocellular carcinoma.
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Experimental Control Standardized Mean
Study Total Mean SD Total Mean sD Difference SMD 95%-Cl Weight
E_MTAB_4171 15 13.94 1.4046 15 13.52 1.4273 _|°_ 0.29 [-0.43;1.01] 2.2%
E_MTAB_8887 23 5.57 0.8003 17 5.58 0.7382 ™= -0.01 [-0.64;0.62] 2.4%
GPL10558 523 6.80 0.4112 403 6.37 0.2939 | 1.17 [1.03;1.31] 3.5%
GPL11154 163 3.67 0.8761 140 3.38 0.9501 0.31 [0.08;0.54] 3.4%
GPL14951 93 11.09 1.0004 18 9.79 1.4731 |—- 1.18 [0.65;1.71] 2.7%
GPL16043 25 1.33 1.1423 25 1.41 0.9677 = -0.08 [-0.63;0.48] 2.6%
GPL16791 79 5.92 1.0480 78 5.74 1.3310 . 0.14 [-0.17; 0.46] 3.2%
GPL21047 10 2.84 0.2135 10 2.87 0.1070 = -0.18 [-1.06;0.70] 1.8%
GPL5175 48 3.28 0.1002 48 3.18 0.0772 | 1.02 [0.59;1.45] 2.9%
GPL570 844 4.50 0.3233 528 4.35 0.2609 , 049 [0.38;0.60] 3.5%
GPL571 96 2.99 0.1493 131 2.95 0.1044 0.34 [0.07;0.60] 3.3%
GPL6244 66 3.92 0.1388 75 3.79 0.1208 | 1.00 [0.65;1.35] 3.1%
GPL6480 83 3.62 0.1007 82 3.58 0.0873 | 0.41 [0.10;0.72] 3.2%
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Figure S5 Integrative analysis of HSPHI expression in HCC tissues for external datasets. (A) SMD forest plot of HSPH1. (B) No
insignificant publication bias of HSPHI expression was found in the included datasets. SD, standard deviation; SMD, standardized mean

difference; CI, confidence interval; HCC, hepatocellular carcinoma.
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Study ID : SENSITIVITY (95% Cl) Study ID : SPECIFICITY (95% Cl)
TCGA_GTEX_iver lm 0.80[0.76-0.84 TCGA_GTEx_iver al 0.82[0.77-087]
GSE76311_GPL17586 e 0.85[0.74 - 0.93 GSE76311_GPL17586 ® | 093[0.84-0.98]
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COMBINED <}> 0.74[0.67 - 0.80] COMBINED 1|> 0.89[0.84 - 0.92]
| Q=427.12, df = 39.00, p = 0.00 | Q=372.97, df = 39.00, p = 0.00
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T T T T
0.0
SENSITIVITY SPECIFICITY
Figure S6 Integrative analysis presenting the sensitivity and specificity forest plot of CDK4.
Study ID : SENSITIVITY (95% Cl) Study ID : SPECIFICITY (95% Cl)
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GSE76311_GPL17586data I® | 087[076-0.94] GSE76311_GPL17586data -k 0.71[0.58 - 0.82]
GSE67764_GPL17077data —+—® | 1.00[0.29-1.00] GSE67764_GPL17077data | —— | 0.00 [0.00 - 0.46]
GSE62898_GPL13667data a 0.68[0.62-0.74] GSE63898_GPL13667data & | 0.48[0.40- 0.55]
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GSE57555_GPL16699data | —@—+— 0.40 [0.05 - 0.85] GSE57555_GPL16699data —+@ | 1.00[0.48-1.00]
GSE56545_GPL15433data —a— 0.38[0.18-0.62] GSE56545_GPL15433data +® | 0.90[0.70-099]
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GSE46444_GPL13369data 0.73[0.62 - 0.82 GSE46444_GPL13369data - 0.35[0.22- 0.51
GSE46408_GPL4133data 0.67[0.22-0.95 GSE46408_GPL4133data — | 1.00[054-100
GSE32294_GPL10999data ——® | 100[029-1.00 GSE33294_GPL10999data —— @ | 1.00[0.29-1.00
GSE25097_GPL10687data 'm 0.78[0.72- 0.82 GSE25097_GPL10687data (] ! 0.26[0.21-0.31
GSE22058_GPL6793data - ! 0.43[0.33-0.53 GSE22058_GPL6793data = 0.86[0.77 - 0.92
GSE20140_GPL18461data —m-t 0.54[0.37-0.71 GSE20140_GPL18461data I'm | o097[085-1.00
GSE166163_GPL23126data —+—®m | 100[029-1.00 GSE166163_GPL23126data | —@—+ 0.33[0.01- 091
GSE14520_GPL3921data Im 0.81[0.76 - 0.86] GSE14520_GPL3921data Im 0.86[0.81-0.90]
GSE128274_GPL18573data —im— | 075[0.19-099] GSE128274_GPL18573data —®— | 075[0.19-0.99]
GSE125469_GPL20301data —+—@ | 1.00[029-1.00] GSE125469_GPL20301data —®4— | 067[0.09-0.99]
GSE124535_GPL20795data —a- 0.71[054-0.85 GSE124535_GPL20795data - 0.77 [0.60 - 0.90
GSE115018_GPL20115data — . 0.58[0.28-0.85 GSE115018_GPL20115data +# | 1.00[0.74 - 1.00
GSE114783_GPL15491data | —M@——| 0.30[0.07 - 0.65 GSE114783_GPL15491data —8 | 081[061-093
GPLO0S2data | - | 0.12[0.05-0.23 GPL9052data | B | 1.00[0.94-1.00]
GPL6947data | M 0.13[0.08- 0.22 GPL6947data | @ | 0.94[0.87-098]
GPL6480data 0.71[0.60 - 0.81 GPL6480data -, 0.59[0.47 - 0.69]
GPL6244data 0.64[0.51-0.75] GPL6244data @ | 091[082-0.96]
GPL571data - 0.54[0.44 - 0.64] GPL571data j 0.79[0.71 - 0.86]
GPL570data 1 0.64[0.61-0.67] GPL570data 0.79[0.76 - 0.83]
GPL5175data = 0.83[0.70- 0.93 GPL5175data 0.69[0.54 - 0.81]
GPL21047data —a1 0.50[0.19 - 0.81 GPL21047data Lm| 1.00(0.69-1.00]
GPL16791data -a 0.59[0.48-0.70 GPL16791data HB | 088[0.79-0.95]
GPL16043data —m- 0.76 [0.55 - 0.91] GPL16043data & | 0.32[0.15-054]
GPL14951data I ®| 098[0.92-1.00] GPL14951data | -@— | 0.17[0.04 - 0.41]
GPL11154data -l 0.60 [0.52 - 0.68] GPL11154data = 0.71[0.63-0.79]
GPL10558data m 0.60 [0.56 - 0.64] GPL10558data [] 0.74[0.69 - 0.78]
E_MTAB_8887data —a— 0.65[0.43 - 0.84] E_MTAB_8887data —® | 088[0.64-0.99]
E_MTAB_4171data —H8— | 0.80[0.52-0.96] E_MTAB_4171data —a— 0.73[0.45-0.92]
COMBINED e,l,- 0.68[0.59 - 0.75] COMBINED J? 0.78[0.68 - 0.85)
| Q=437.97, df = 38.00, p = 0.00 | Q=710.82, df = 38.00, p = 0.00
A 12 =91.32[89.34 - 93.31) A 12 = 94.65 [93.60 - 95.71)
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Figure S7 Integrative analysis presenting the sensitivity and specificity forest plot of HSP90AALI.

© Translational Cancer Research. All rights reserved. https://dx.doi.org/10.21037/tcr-22-2304



Study ID

TCGA_GTEX_liverdata
GSE76311_GPL17586data
GSE67764_GPL17077data
GSE63898_GPL13667data

GSE60502_GPL96data
GSE59259_GPL18451data
GSE57555_GPL16699data
GSE56545_GPL15433data

GSE55048_GPL9115data
GSE54238_GPL16955data
GSE50579_GPL14550data
GSE46444_GPL13369data
GSE46408_GPL4133data
GSE33294_GPL10999data
GSE25097_GPL10687data
GSE22405_GPL10553data
GSE22058_GPL6793data
GSE20140_GPL18461data
GSE166163_GPL23126data
GSE14520_GPL3921data
GSE128274_GPL18573data
GSE125469_GPL20301data
GSE124535_GPL20795data
GSE115018_GPL20115data
GSE114783_GPL15491data
GSE10143_GPL5474data
GPL9052data

GPL6947data

GPL6480data

GPL6244data

GPL571data

GPL570data

GPL5175data
GPL21047data
GPL16791data
GPL16043data
GPL14951data
GPL11154data
GPL10558data
E_MTAB_8887data
E_MTAB_4171data

COMBINED

Study ID

TCGA_GTEX_liverdata
GSE76311_GPL17586data
GSE67764_GPL17077data
GSE63898_GPL13667data
GSE59259_GPL18451data
GSE57555_GPL16699data
GSES56545_GPL15433data

GSE55048_GPL9115data
GSE54238_GPL16955data
GSE50579_GPL14550data
GSE46444_GPL13369data

GSE46408_GPL4133data
GSE33294_GPL10999data
GSE25097_GPL10687data
GSE22405_GPL10553data

GSE22058_GPL6793data
GSE20140_GPL18461data

GSE166163_GPL23126data
GSE14520_GPL3921data
GSE128274_GPL18573data
GSE125469_GPL20301data
GSE124535_GPL20795data
GSE115018_GPL20115data
GSE114783_GPL15491data
GPL9052data

GPL6947data

GPL6480data

GPL6244data

GPL5175data
GPL21047data
GPL16791data
GPL16043data
GPL14951data
GPL11154data
GPL10558data
E_MTAB_8887data
E_MTAB_4171data

COMBINED

ab b

-
—E—

o

—a—
|
<
|
1

O__
o

1
SENSITIVITY

0 1.0
SENSITIVITY

SENSITIVITY (95% Cl)

0.76 [0.71 - 0.80
0.87 [0.76 - 0.94
1.00[0.29 - 1.00]
0.57 [0.51 - 0.64
0.89 [0.65 - 0.99
1.00 [0.63 - 1.00]
0.40[0.05 - 0.85
0.95[0.76 - 1.00
0.75[0.19 - 0.99
0.69 [0.48 - 0.86
0.66 [0.53 - 0.77
0.25[0.16 - 0.35
1.00 [0.54 - 1.00]
1.00[0.29 - 1.00]
0.60 [0.54 - 0.66
0.79[0.58 - 0.93
0.55 [0.45 - 0.65
0.7 [0.07 - 0.34
1.00[0.29 - 1.00]
0.70[0.63 - 0.76
1.00 [0.40 - 1.00]
0.67 [0.09 - 0.99]
0.74 [0.57 - 0.88]
0.17 [0.02 - 0.48
0.70 [0.35 - 0.93
0.99 [0.93 - 1.00
0.87 [0.75 - 0.94
0.44[0.34 - 0.54
0.71[0.60 - 0.81
0.76 [0.64 - 0.85
0.45[0.35 - 0.55
0.51(0.48 - 0.54
0.71[0.56 - 0.83
0.10 [0.00 - 0.45
0.58 [0.47 - 0.69
0.32[0.15 - 0.54
0.99 [0.94 - 1.00
0.71[0.64 - 0.78
0.29[0.25 - 0.33]
0.70 (0.47 - 0.87]
0.40[0.16 - 0.68)

0.70[0.59 - 0.78]

Q =648.92, df = 40.00, p = 0.00

12 =93.84 [92.60 - 95.08]

SENSITIVITY (95% Cl)

0.55 [0.49 - 0.60]
0.79 [0.67 - 0.88]
1.00 [0.29 - 1.00]
0.04 [0.02 - 0.07)
0.75[0.35 - 0.97)
0.40 [0.05 - 0.85)
0.90 [0.70 - 0.99]
1.00 [0.40 - 1.00]
0.73[0.52 - 0.88]
0.99[0.92 - 1.00]
0.70 [0.60 - 0.80]
1.00 [0.54 - 1.00]
1.00 [0.29 - 1.00]
0.29[0.24 - 0.35]
0.75 [0.53 - 0.90]
0.57 [0.47 - 0.67)
0.74[0.57 - 0.88]
1.00[0.29 - 1.00]
0.67 [0.60 - 0.73]
1.00 [0.40 - 1.00]
0.67 [0.09 - 0.99]
0.66 [0.48 - 0.81]
0.7 [0.02 - 0.48]
0.10 [0.00 - 0.45]
0.13 [0.06 - 0.25]
0.08 [0.03 - 0.15]
0.60 [0.49 - 0.71]
0.77 [0.65 - 0.87)
0.65 [0.49 - 0.78]
0.70 [0.35 - 0.93]
0.44[0.33 - 0.56)
0.76 [0.55 - 0.91]
0.86[0.77 - 0.92)
0.29(0.23 - 0.37]
0.49 (0.45 - 0.54]
0.74 [0.52 - 0.90)
0.73[0.45 - 0.92)

0.63[0.50 - 0.75]

Q=709.46, df = 36.00, p = 0.00

12=94.93[93.91 - 95.94]

© Translational Cancer Research. All rights reserved.

Study ID

TCGA_GTEX_liverdata
GSE76311_GPL17586data
GSE67764_GPL17077data
GSE63898_GPL13667data

GSE60502_GPL9%6data
GSE59259_GPL18451data
GSE57555_GPL16699data
GSE56545_GPL15433data

GSE55048_GPL9115data
GSE54238_GPL16955data
GSE50579_GPL14550data
GSE46444_GPL13369data
GSE46408_GPL4133data
GSE33294_GPL10999data
GSE25097_GPL10687data
GSE22405_GPL10553data
GSE22058_GPL6793data
GSE20140_GPL18461data
GSE166163_GPL23126data
GSE14520_GPL3921data
GSE128274_GPL18573data
GSE125469_GPL20301data
GSE124535_GPL20795data
GSE115018_GPL20115data
GSE114783_GPL15491data
GSE10143_GPL5474data
GPL9052data

GPL6947data

GPL6480data

GPL6244data

GPL571data

GPL570data

GPL5175data
GPL21047data
GPL16791data
GPL16043data
GPL14951data
GPL11154data
GPL10558data
E_MTAB_8887data
E_MTAB_4171data

COMBINED

Figure S8 Integrative analysis presenting the sensitivity and specificity forest plot of HSPAS.
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Figure S9 Integrative analysis presenting the sensitivity and specificity forest plot of HSPAS.
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Figure S10 Integrative analysis presenting the sensitivity and specificity forest plot of HSPHI.
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Figure S11 Immune infiltration and survival analysis of the 5 candidate genes. (A) Immune infiltration analysis of the 5 candidate genes. (B)

Survival analysis of the 5 candidate genes.
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Figure S12 Clustering effect of nonnegative matrix factorization (NMF) with k = 2, 4-10 based on the heatmap and analysis of the
silhouette.
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